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Abstract

Aim of study: It was aimed to identify and characterize Hsp genes in jujube genome using genomics methods.

Material and method: Protein sequences of jujube Hsp genes were obtained from NCBI databases. GSDS
program was used to detect of exon-intron sites. To define the conserved motifs and estimated 3D-structures, Hsp
proteins were used in the MEME-SUITE and PHYRE?2 program, respectively. miRNAs targeting ZjuHsp transcripts
were identified using the psRNATarget Server database. The gene annotations of Hsp proteins were presented by
Blast2GO program. Sequence alignment was performed with ClustalW software, and then the phylogenetic tree was
drawn using MEGAX program.

Main results: A total of 474 genes were defined in the jujube genome. The amino acid length of the Hsp proteins
changes from 75 aa to 2577 aa. The estimated 3-D structure of the ZjuHsp proteins revealed the dominance of the a-
helix structure. Phylogenetic tree was constructed to detect evolutionary relationships revealed the eight major groups
of the ZjuHsp100 and ZjuHsp60. ZjuHsp proteins could be mainly found in cell parts, membranes, and organelles. It
was determined that the ZjuHsp100 genes was targeted by 313 miRNAs.

Highlights: This study helps the researchers who would like to comparative and functional genomic studies.

Keywords: Heat Shock Proteins (Hsp), Ziziphus jujuba, Genome Wide ldentification, Gene Ontology Analysis,
Phylogenetic Tree

Hunnap Genomunda (Ziziphus jujuba) Isi Soku Protein

Ailelerinin in silico Yontemler ile Genomik ve Fonksiyonel

Karakterizasyonu

Oz

Calismanin amact : Bu ¢aligmada, genomic yontemler kullanarak hiinnap genomunda yer alan Hsp genlerini
tanimlamak ve karakterize etmek amaglanmusgtir.

Materyal ve yontem : NCBI veritabani kullanilarak Hsp genlerinin protein dizileri elde edilmistir. Genlerin
ekzon-intron bélgelerinin tespiti, GSDS program ile yapilmustir. Hsp proteinlerinin korunmus motiflerini ve tahmini
i¢ boyutlu yapilarin1 tanimlamak icgin sirasiyla MEME-SUITE ve PHYRE2 programi kullanilmistir. Hsp
transkriptlerini hedefleyen miRNA'lar, psRNATarget Server veritaban1 kullanilarak tanimlanmistir. Hsp
proteinlerinin molekiiler fonksiyonu, hiicresel bileseni ve biyolojik fonksiyonlar1 Blast2GO program ile sunulmustur.
Hsp proteinlerinin evrimsel iligkilerini belirlemek amaci ile ClustalW yazilimi ile dizi hizalamasi yapilmis ve
ardindan MEGAX program ile filogenetik aga¢ ¢izilmistir.

Temel sonuglar: Hiinnap genomunda toplam 474 gen tanimlanmis ve genler ¢ogunlukla 1. ve 2. kromozomda
dagilim gostermistir. Hsp proteinlerinin amino asit uzunlugu 75 aa (ZjuHsp100-117) ile 2577 aa (ZjuHsp40-104 ve
ZjuHsp40-157) arasinda degisim géstermistir. ZjuHsp proteinlerinin tahmini ii¢ boyutlu yapisinda a-sarmal yapisinin
baskin oldugu goriilmiistiir. Proteinlerin evrimsel iligkilerini saptamak i¢in olusturulan filogenetik agacta, ZjuHsp100
ve ZjuHsp60 grup proteinlerin sekiz ana gruba ayrildigi gozlenmistir. ZjuHsp proteinlerinin esas olarak hiicre
kisimlarinda, zarlarda, ve organellerde bulundugu tespit edilmistir. ZjuHsp transkriptlerini hedef alan miRNA'lardan
313"iniin ZjuHsp100 genlerini hedefledigi bulunmustur.

Aragtirma vurgulari . Bu calisma, karsilagtirmali ve fonksiyonel genomic c¢aligmalar yapmak isteyen
arastirmacilara yardimer olmaktadir.

Anahtar Kelimeler: Is1 Soku Proteinleri (Hsp), Ziziphus jujuba, Genom Analizi, Gen Ontoloji Analizi,
Filogenetik Agac
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Introduction

Jujube is a small deciduous tree or shrub
reaching 12 metres, usually with thorny
branches and belongs to Rhamnaceae family.
Known as a hard-core fruit that has naturally
grown in the US, Europe, North Africa,
Australia, and especially China for many
years, jujube (Ziziphus jujuba Mill)) is a
bramble that is hard to grow.(Pandey et al.,
2010). According to one of the most
important  alternative  medicine  books
(Huangdi Neijing) published in China, jujube
is regarded as one of the most valuable fruit
(Li et al., 2005; Wang et al.,, 2016). In
Turkey, jujube is grown especially in the
Aegean and the Mediterranean Region and
produced in the Central Anatolia and the
Marmara Region (Gin, 2017; Karmcal,
2003). Due to its resistance to drought and
cold, jujube has high food quality and is an
important part of human nutrition (Karincali,
2003). Jujube is also used for medical
purposes other than for nutritional purposes.
Jujube has many of properties such as
hypoglycemic, hypotensive,
antiinflammatory, antimicrobial, antioxidant,
antitumor and liver protectant (Karincali,
2003; Wang et al., 2016; Devi & Bora,
2017). It is known that jujube seeds are used
as tonic and glue, especially in the Far East
countries. It is also recognized that the jujube
seeds are used for sedative and for the
treatment of insomnia (Pandey et al., 2010;
Chen et al., 2017; Devi & Bora, 2017;
Kumar et al., 2018).

Plants are contended with many stress

factors throughout their life.
Microorganisms, weeds, insects are biotic
stress, temperature, radiation, chemicals,

drought, cold are such as factors of the
abiotic stress. Plants produce different and
specific proteins for responding to stress
factors. Heat shock proteins are one of the
special proteins that plants produce in case of
stress. Heat shock proteins are involved in
cellular regulation, protein folding, and the
prevention of the accumulation of abnormal
proteins in the cell (Altunoglu et al., 2019).
Heat shock protein family is also comprised
in the normal developmental process of
plants as well as abiotic stress conditions
such as high and low temperature, drought,
and salinity (Sabehat et al., 1998; Swindell et
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al., Krishna & Gloor, 2001; 2007; Cho &
Choi, 2009; Zou et al, 2012; Celik
Altunoglu, 2016;). According to the
molecular weights of heat shock proteins,
there are five different groups as small Hsp
proteins (sHsps), Hsp60 (chaperonin), Hsp70
(DnaK/Ssa), Hsp90 (HtpG) and Hspl00
(Clp) (Altunoglu et al., 2019).

The sHsps proteins are in a range of 16
kDa to 40 kDa according to their molecular
weight. There is a-crystallin at the carbon
end, and this protein family is usually found
in the nucleus and cytoplasm. Since the
sHsps domain also plays role in the normal
developmental process of the plant, it is a
critical protein for survival of the plant after
stress (Wang et. al., 2004).

Hsp60 protein is in mitochondria and
cytoplasm. Together with Hsp70, it
participates in protein folding. It also helps
folding of misfolded proteins (Nollen et al.,
1999). The tolerance of mitochondria against
to stress is occured by Hsp60 because of its
presence in the mitochondria. The role of
Hsp60 protein in the cytoplasm was also
determined in the amino acid transport (Zhao
et al., 2002; Deocaris et al., 2006)

The most studied Hsp protein is Hsp70
that is found in two different forms as Hsp72
increased by stress in cell and Hsp73
perpetually produced. It is also located
outside the cell together with Hsp60. The
production of Hsp70 protein is also increased
in plants exposed to heavy metal stress
except high temperature stress. Hsp70
protein is responsible for protein folding in
the cytoplasm, nucleus, endoplasmic
reticulum, and mitochondria (Waters et al.,
1996). Under stress conditions, it takes
charge in preventing protein aggregation and
in refolding the damaged proteins. It is also
believed that Hsp70 proteins facilitate ATP
hydrolysis and protein folding, bind to
proteins that are denatured during high
temperature  stress, and prevent the
denaturation of pre-ribosomes (Pelham,
1986; Frydman, 2001; Celik Altunoglu et al.,
2016)

Hsp90 protein is seen in the cytoplasm
and endoplasmic reticulum and is the most
abundant Hsp protein in the endoplasmic
reticulum. The Hsp90 protein needs ATP to
become active. Hsp90 binds to proteins and
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regulates their activation and folding. It also
prevents clustering of folded proteins.
Furthermore, it plays a part in the control of
cell cycle, signal transduction networks,
protein fragmentation and protein interaction.
In Arabidopsis, the expression of Hsp90
protein increased in stress conditions such as
cold, salt, heavy metal except for high
temperature stress (Frydman, 2001; Krishna
& Gloor, 2001; Young et al., 2001).

The Hsp100 domain was first identified in
the Saccharomyces cerevisiae. In the
organism exposed to high temperature stress,
the protein increases during the first hours of
stress but then loses its function. Unlike the
normal chaperone function, which prevents
protein aggregation and misfolding, the
Hsp100 domain also functions in protein
disaggregation and fragmentation. The
removal of potentially harmful polypeptides
that have misfolding, denaturation, or
aggregation and have no function is crucial
for  sustaining  cellular  homeostasis
(Lindquist, 1986; Wang et al., 2004).

Whole genome data enables to determine
gene families in organisms. In 2014, the
genome sequence of the jujube plant
(Ziziphus jujuba Mill.) was published (Liu et
al., 2014), However no genome-wide studies
have been conducted with all subgroups of
Hsp family. Therefore, in the current study, it
was aimed to determine members of all
subgroups of Hsp family and make
compherensive and comparative
bioinformatical analyses to understand the
features and significance of the Hsp gene
family in jujube. This paper additionally will
permit further characterization of Hsp gene
family in jujube to study their functions and
evolution.

Material and Methods
Determination of HspGenes
Genome

Protein sequences of sHsps, Hsp40,
Hsp60, Hsp70, Hsp90 and Hspl00 were
obtained from the HSPIR database
(http://pdslab.biochem.iisc.ernet.in/hspir/inde
x.php) (Kumar et al., 2012), which is a
database of heat shock proteins. Using these
sequences, BLASTP search was performed
on the Phytozome v.11 database (Goodstein
et al., 2012), which contains the plant

in  Jujube
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genomes of the whole genome sequence, and
homologous sequences belonging to Ziziphus
jujuba were determined. Then, conserved
region analyzes of Hsp proteins were applied
on CLC Genomic workbench 7.5 v (Qiagen,
Germany). Functional regions of the proteins
have been identified using databases from
Pfam (http://pfam.sanger.ac.uk/) and Smart
(http://smart.emblheidelberg.de/) (Letunic et
al., 2012), which have a big collection of
proteins. Based on the conserved region
contents, the amino acid sequences of jujube
were analyzed. Genomic and coding region
sequences of these proteins were also
collected for further analysis using the
Phytozome v. 11 database. In addition,
properties such as protein length and
molecular weight, isoelectric point (pl), and
instability index of the Hsp gene sequences
were defined by the Expasy Prot
Paramtool(http://web.expasy.org/protparam/)
(Gasteiger et al., 2003). Expasy-Prot Param
is a web tool that permit the estimation of
chemical and physical parameter for user
loaded protein sequence.

Determination of the Structure of Jujube Hsp
Genes and Target miRNAs for ZjuHsp Genes
To determine the gene structure of the
identified jujube Hsp genes (ZjusHsps,
ZjuHsp40,  ZjuHsp60, ZjuHsp70, and
ZjuHsp100), the genomic sequences of the
genes were compared with the coding region
sequences. GSDS 2.0 ‘Gene structure display
server’ is a tool that provides visualization of
conserved elements and binding regions as
well as exon-intron regions in genes
(http://gsds.gao-lab.org/) (Hu et al., 2015). A
web-based ps RNA  Target Server
(https://www.zhaolab.org/psRNATarget/)
server was used to find target candidate
sequences of their interest and identify mi
RNAs targeting ZjuHsp genes (Zhang, 2005).

Determination of Three-Dimensional
Structures and Ontology Analysis of ZjuHsp
proteins

The BLASTP was designed to identify the
closest known three-dimensional formation
of the protein, similar to the Protein Data
Bank (PDB), which provides a source for
three-dimensional structures of biological
molecules for all ZjuHsp proteins. The
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results obtained were used to predict protein
structure by homology modeling in the
Phyre2 program (Protein Homology/ Analog/
Y Recognition Engine;
http://www.sbg.bio.ic.ac.uk/phyre2), a useful
tool for determining the predicted protein
structure, function and mutations (Kelley &
Sternberg, 2009). For ontology analysis, the
amino acid sequences of ZjuHsp proteins

was loaded Blast2GO program
(http://www.blast2go.com), (Conesa & Goétz,
2008). With this program, predicted

molecular functions, cellular components,
and biological processes for ZjuHsp proteins
were detected.

Determination of Molecular Phylogeny and
Motifs of ZjuHsp proteins

Protein sequences were aligned using the
ClustalW sequence alignment method in the
MEGA7 program (Thompson et al., 1997,
Tamura et al.,, 2011) Then, using these
aligned sequences a phylogenetic tree was
created with 1000 repetitive 'bootstrap’
analyzes through the maximum likelihood
method. This tree was regulated in
Interactive Tree of Life (ITOL) database
(Letunic & Bork, 2016). Protein sequence
motifs were identified by loading into the
database = of MEME  (https://meme-
suite.org/meme/tools/meme)  (Bailey &
Elkan, 1994).The MEME Suite provide to
search novel motifs in unaligned nucleotide
or protein sequences.

Determination of Orthologue Genes and
Divergence Times

In order to compare ZjuHsp proteins with
the ones in Arabidopsis thaliana, banana
(Musa acuminate), orange (Citrus sinensis),
and peach (Prunus persica), BlastP was used
in the Phytozome database. ZjuHsp protein
sequences and orthologous in Arabidopsis,
banana, orange and peach were compared
using Clustal Omega online tool that multiple
sequence alignment program that utilizes
seeded guide trees and Hidden Markov
Model profile-profile methods to create
alignments between three or more sequences
(https://www.ebi.ac.uk/Tools/msa/clustalo/).
The PAL2NAL
(http://www.bork.embl.de/pal2nal/)  online
tool was utilized to calculate homologous
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(Ks) and non-homologous (Ka) change rates
of amino acid sequences of paralogous
(jujube) and orthologous pairs (Arabidopsis,
banana, orange, and peach) from phylogeny.
The related coding sequences were used.
Time (million vyears ago, MYA) of
duplication and divergence of each Hsp
genes were estimated with the equation of T
=Ks/2A (A = 6.5 x 10®) (Lynch & Conery,
2000; Suyama et al., 2006).

Results and Discussion
Determination of HspGenes
Genome

The sHsps, Hsp40, Hsp60, Hsp70, Hsp90
and Hspl100 protein sequences were obtained
from the HSPIR database (Kumar et al.,
2012). Names for all jujube Hsp genes were
assigned based on their location on the jujube
chromosomes (For example, ZjusHsp-01
indicates the first gene of the small Hsp gene
family). A total of 474 ZjuHsp genes were
defined. As a result of the constructed
multiple searches and conserved region
screenings, 72, 174, 39, 21, 6 and 162 genes
encoding proteins from ZjusHsps, ZjuHsp40,
ZjuHsp60,  ZjuHsp70, ZjuHsp90, and
ZjuHsp100 were found in the jujube genome,
respectively and (Table S1.1-6). Hsp90 and
Hsp70 genes were less numerous than genes
encoding other Hsp proteins, however, these
two protein groups also produced alternative
transcripts. In the previous studies, total of
390 Hsp genes in Populus trichocarpa (Yer
et al., 2018), 130 Hsp genes in Setaria italica
L. (Singh et al., 2016), 163 Hsp genes in
Arabidopsis thaliana (Swindell et al., 2007)
and 186 Hsp genes in Eucalyptus sp. genome
(Cagliari et al., 2005) were identified. In
addition, 21 genes in Hsp70 subgroup and 6
genes in Hspl00 subgroup were identified
and characterized in a previous study. While
the number of Hsp70 genes was the same as
in this study, the number of Hspl00 genes
was more comprehensive in the current paper
(Panzade et al., 2021).

The number of Hsp genes demonstrates a
great range in plants. As a result of this
study, the jujube genome has been found to
have the greatest number of Hsp gene family
members. The amino acid (aa) sequences of
all Hsp proteins revealed that ZjuHsp40-104
and ZjuHsp40-157 had the longest protein

in  Jujube
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sequences (2577 aa), while ZjuHsp100-117
had the shortest sequence (75 aa).

When the isoelectric points (pl) of the
Hsp proteins were analyzed, it was seen that
the proteins had both acidic (pl<7) and basic
(pI>7) characteristic and that the instability
index had both stable and unstable proteins
(threshold value <40). Chen et al. (2018)

have determined that sHsp, Hsp70 and
Hsp90 genes in Camellia sinensis also
demonstrated both acidic and basic

characteristic. Considering that Hsp proteins
are located in many cellular components with
variable pH range, such as membrane
systems, organelles, cytosol and nuclei, it is
thought that they easily adapt to the cellular
environment with both acidic and basic
characters (Shen et al., 2013; Khan et al.,
2021).

Determination of the Structure of Jujube Hsp
Genes and Target miRNAs for ZjuHsp Genes

The identified ZjuHspgenes were mapped
on 12 jujube chromosomes. ZjuHsp genes
were most abundant on the 2nd chromosome
(62 genes), while those on the 7th
chromosome (15 genes) were the least
abundant. Besides, more than 100 Hsp genes
were identified in scaffold level (Figure 1).
Introns and exons are fundamental to
understand gene structure because the
combination of the exons and introns
determines how genes are regulated. (Xu et
al., 2012). ZjuHsp genes were examined in
terms of intron and exon regions, and some
ZjuHsp genes (10-21, 23-26, 31-33, 55-57,
62, 65, 67-70), ZjuHsp40 (4, 5, 25, 49, 50,
61, 73, 79, 91-94, 106, 136, 150, 162),
ZjuHsp60 (13), ZjuHsp70 (1, 4-5, 15) and Zj
Hsp100 (4, 23, 45, 49, 52-56, 64-66, 93, 135,
144, 150, 156-160, 162) were found to lack
introns (Supplemantary Figure 1). Different
combinations of exon and intron regions
were found to be main components of gene
structures in many previous studies (Baloglu
et al., 2014; Celik Altunoglu, 2016; Lu et al.,
2016; Chen et al., 2018; Nagaraju et al.,
2019; J. Xu et al., 2020). On the other hand,
it was observed that genes of same
phylogenetic subgroup undertake similar
functions and have similar gene organization
in terms of exon-intron distribution. For
example, while the intron-free ZjHsp70-01,
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ZjHsp70-04 and ZjHsp70-05 genes were in
the same subgroup, on the contrary,
ZjHsp70-02, ZjHsp70-03 and ZjHsp70-14
genes, which were observed to contain more
than one intron, were the members of another
subgroup of the phylogenetic tree.
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Figure 1. Chromosomal distribution of ZjuHsps genes in jujube
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All ZjuHsp genes targeted by miRNAs
were analyzed by psRNA Target database
(Figure 2) (Table S2.1-6). At first, the miRU
score chart was used to determine inverse
complementary mapping among mMiRNAS
and their target transcripts (Dai & Zhao,
2011; Yer et al., 2018). Secondly, target
genes and miRNAs targeting them were
performed. It was found that ZjusHsp genes
were targeted by 189 miRNAs, ZjuHsp40
genes were targeted by 69 miRNAs,
ZjuHsp60 genes targeted by 74 miRNAs,
ZjuHsp70 genes targeted by 97 miRNAs,
ZjuHsp90 genes targeted by 32 miRNAs and
ZjuHsp100 genes targeted by 313 miRNAs.
Under biotic and abiotic stress conditions to
plants are exposed, target gene expression is
inhibited by the cleavage of target transcripts
by miRNAs (Srivastava et al., 2013). Plant
mMiRNAs can contribute to several biological
processes of the stress response, plant growth
and development, signal transduction, and
reproduction (Wang et al., 2019). Hspl100
proteins are very essential to support cellular
homeostasis and play role in preventing
misfolding and protein aggregation (Wang et
al., 2004). Most of ZjusHsp, ZjuHsp40,
ZjuHsp60,  ZjuHsp70,  ZjuHsp90 and
ZjuHsp100 genes were targeted by different
miRNA families including ath-miR8167, ath-
miR169, ath-miR157, ath-miR172 and ath-
miR8167, ath-miR2111 and ath-miR156,
respectively. The most number of various
mMiRNAs was detected for ZjusHsp-58,
ZjuHsp40-109, ZjuHsp60-01, ZjuHsp70-03,
ZjuHsp90-01 and ZjuHspl00-12 family
members.

miR156 targeting SPL  (Squamosa
Promoter Binding Protein Like) family
members is involved in many plants
developmental processes such as fruit
ripening, flowering, leaf development and
branching, fertility = maintenance, the
transition from the vegetative stage to
reproductive stage (Yu et al., 2015; Wang et
al., 2019 Ding et al.,, 2020). The miR169
family is a preserved and big-scale miRNA
family in plants. The miR169 family,
identified in more than thirty species,
frequently has roles in abiotic stress
responses including high salt, drought,
extreme heat, and N deficiency (Li et al.,
2005; Xu et al., 2014; Yu et al.,, 2019).
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miR172 was highly conserved in seed plants
but not identified in lycopods and
bryophytes. Most studies have indicated that
miR172 is played role in plant flowering
time control (Yu et al.,, 2019). In recent
studies, it was observed that the miR172
family in wheat increased in osmotic, cold,
and salt stresses (Gupta et al., 2014), and
decreased in drought stress in rice (Zhou et
al., 2010). In Arabidopsis, it has been shown
to be a regulator controlling cotyledon
greening under ABA and osmotic stresses
(Zou et al., 2013). It has been observed that
miR2111 interacts with proteins involved in
the epigenetic regulation of plants and take
part in organism homeostasis (Huen et al.,
2018). It has also been determined to play a
regulatory function in the ubiquitination
process (Shukla et al., 2018). In the current
study, miRNAs targeting members of the
jujube  Hsp family were identified.
Identification of miRNAs can provide new
perspectives to understand the roles of
miRNAs and the roles of their targets.
Determination ~ of  Estimated  Three
Dimensional (3D) Structures and Ontology
Analysis of ZjuHsp proteins

In Protein Data Bank (PDB), the Hidden
Markov Model (HMM) search was done by
through the intensive mode in the Phyre2
database for the BLASTP search result rates.
Then estimated three-dimensional structures
of these proteins were determined. Phyre2
database presents on protein modeling at
>90% confidence level and protein similarity
were detected with high fidelity in terms of
intensive mode selection for 3D structure of
protein (Figure 3). Especially, the homology
modeling supply knowledge about protein
function and structure. As a consequence of
modeling, it was detected that a-helix
structure was predominated in all modeled
Hsp proteins belonging to jujube, and B-sheet
structure was seen in rare cases. Since the
role of Hsps proteins is binding and response
to stimulus, this structure seems to be
suitable for these functions. In previous
papers, it was reported that Hsps proteins
were predominantly o-helix in eucalyptus
(Celik Altunoglu, 2016), poplar (Yer et al.,
2018) and watermelon (Altunoglu et al.,
2019), which were in accordance with the
current study findings in jujube.
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The biological process, molecular
function and cellular component analyzes of
ZjuHspproteins were carried out using the
Blast2GO  program  (Figure 4 and
Supplemantary Figure 4). It has been
identified that ZjusHsp proteins were mainly
found in cell, cell part, membrane, and
membrane part. They had molecular function
such as binding and mainly played roles in
response to biotic and abiotic stimulus.
ZjuHsp40 proteins possessed roles in
response to stimulus and cellular processes
and were mostly located in the membrane,
cell part, cell, and organelle. Binding,
transportability, and catalysis were the
molecular functions of these molecules

(Figure 4a). The ontology analysis of
ZjuHsp60 proteins revealed that their
biological functions were cellular and

metabolic processes and response to stimulus
and their molecular functions were binding
and catalytic activity. They were generally
located in the cell, cell part, organelle, and
organelle part (Figure 4b). Unlike other
ZjuHsp protein groups, ZjuHsp70 proteins
were found in the chloroplast and mediator
complexes. They played a part of single
organism process and metabolic process, and
their molecular function were binding and
catalytic activity. ZjuHsp90 family members
took part in biologic process like cellular
process and response to stimulus and
molecular function as binding. They were
mainly found in the cell, cell part, organelle,
organelle part and membrane (Figure 4c).
Most of ZjuHsp100 proteins were located in
the cell, cell part, membrane, organelle,
membrane part and organelle parts as other
Hspproteins. Many biological processes
including metabolic, cellular, and single
organism process and cellular composition
organization were determined for Hspl00
proteins. The binding and catalytic activity
were defined as molecular function for this
family (Figure 4d). According to the cellular
companent analysis of ZjuHsp proteins, it
was observed that other proteins apart from
ZjuHsp70 proteins mostly appeared incell,
cell part, membrane, membrane part,
organelle, and organelle part. All
Hspproteins got binding activity and also
catalytic activities of the ZjuHsp40,
ZjuHsp60, ZjuHsp70 and  ZjuHsp100
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proteins were identified. In addition, it has
been observed that only ZjuHsp40 group of
proteins had transport activity as molecular
function. Former papers on eucalyptus (Celik
Altunoglu, 2016) soybean (Srivastava et al.,
2013) watermelon (Altunoglu et al., 2019)
and common wheat (Kumar et al., 2020)
reported that Hsps were mostly located in the
cell, cell part, membrane, membrane part,
organelle, and organelle part. Hsp proteins
performed activity by binding as molecular
function and were involved in the biological
process, response to environmental stimuli
and regulation of the organism. Previous
studies have shown that Hsps form
synergistic interactions to cope with adverse
conditions, promote plant growth, and defend
these plants. It was realized that most of
ZjuHsps got a role in the regulation of
biological processes and responding to
stimuli. These responses mainly result from
abiotic/biotic stimuli, and they regulate the
biologic activity, which supports the
biological activity, molecular function, and
cellular localization of Hsps described in our
gene ontology data.
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Determination of Molecular Phylogeny and repetitive bootstrap analysis, high bootstrap
Motifs of Hsp Proteins values were obtained between branches.

To determine the evolutionary ZjuHspl100 proteins were divided into 8
relationship between each domain of ZjuHsp different groups, ZjuHsp40 proteins into 6,
proteins, phylogenetic trees were ZjuHsp70 and ZjusHsp into 5, ZjuHsp60
constructed. The "Neighbor-Joining-NJ" proteins into 8, and ZjuHsp90 proteins into 3.
method was used to construct a phylogenetic All trees of Hsp proteins formed different
tree for the conserved ZjuHsp proteins branches within themselves (Figure 5).
(Supplemantary Figure 2). Based on 1000
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Figure 5. Phylogenetic tree of some ZjuHsp proteins (a) ZjuHsp60 and (b) ZjuHsp90

The amino acid sequences of jujube Hsp
proteins were loaded to the MEME suite
database and ten different conserved motifs
were determined for each ZjuHsp family
(Figure 6) (Supplemantary Figure 3). Except
for ZjusHsp proteins, ten motifs were
observed in all jujube Hsp proteins. Seven
motifs were identified among ZjusHsp
proteins. Apart from ZjuHsp40 and
ZjuHsp100, the distribution within the
domain of conserved motifs in all other Hsp
groupswas generally consistent. Panzade et
al., (2020) studied on jujube Hsp70 and
Hspl00 proteins and they emphasized that
the motif distribution was similar in Hsp70
and Hspl00 proteins. Based on the
phylogenetic trees constructed, it is apparent
that these proteins possess motif patterns
consistent with the clusters underlying the
trees.
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Figure 6. Motif patterns of some ZjuHsp proteins (a) ZjuHsp60 (b) ZjuHsp70 (c) ZjuHsp90

Determination of Orthologous Genes and
Divergence Times

Orthologous gene analysis was performed
by comparing Hsp gene family members in
the jujube genome with different organisms
Arabidopsis  thaliana, Citrus  sinensis
(orange), Musa accuminata (banana), Prunus
persica (peach). Also, possible
differentiation times and similar and different
rates of change have been analyzed in the
evolutionary process (Figure 7). Mean of
Ka/Ks rates between ZjuHsp genes and their
orthologues were (Arabidopsis, orange,
banana, peach; respectively) 0.78, 0.14, 0.05,
0.13 for ZjusHsp; 0.53, 0.33, 0.06, 0.16 for

ZjuHsp40; 0.02, 0.59, 0.02, 0.03 for
ZjuHsp60; 0.02, 0.02, 0.02, 0.02 for
ZjuHsp70; 0.02, 0.06, 1.66, 0.03 for
ZjuHsp90; 0.48, 0.68, 0.49, 0.39 for
ZjuHsp100, respectively (Table S3.1-6).

Based on the results, it was revealed that the
orthologous relationships of the ZjusHsp
gene family are with orange (234 pairs),
peach (236 pairs), Arabidopsis (163 pairs)
and banana (118 pairs), respectively. When
the divergence times were examined, it was
found out that the initial divergence from
jujube was by banana with a mean of 123

million years ago (MYA) and the last
divergence was with orange, about 28 MYA
(Figure 7a). Considering the orthologous
relationships between Hsp40 genes from
jujube and Hsp40 genes from analyzed
plants, ortologous genes were found with
peach (712 pairs), orange (662 pairs),
Arabidopsis (416 pairs) and banana (377
pairs), respectively. The first separation was
with orange (488 MYA) and the last
divergence was withbanana (66 MYA) for
ZjuHsp40 genes (Figure 7b). When the
orthologous relations for the ZjuHsp60 genes
were evaluated, the most orthologous
relationship was with orange (600 pairs) and
this was followed by peach (400 pairs),
banana (294 pairs) and Arabidopsis (270
pairs). When the probable divergence times
were analyzed, it was showed that the earliest
separation was with Arabidopsis about 252
MYA and followed by banana (241 MYA),
orange (205 MYA) and peach (155 MYA),
respectively  (Figure 7c). When the
orthologous relationships of the ZjuHsp70
gene family were studied, the orthologous
relationship for the ZjuHsp70 gene family
was severallyidentified with peach (718
pairs), orange (412 pairs), Arabidopsis (341
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pairs) and banana (245 pairs). Considering
separation times, the first diverged genes
from jujube were banana Hsp70genes with
236 MYA, and then Arabidopsis and orange
Hsp70geneswith 226 MYA and peach with
192 MY A respectively (Figure 7d).When the
orthologous relationships between jujube
Hsp genes and compared plants were
examined, the least ortologousgene identified
group was the ZjuHsp90 gene family.The
orthologous relationship for the ZjuHsp90
gene family was identified with orange (88
pairs), banana (68 pairs), Arabidopsis (60
pairs) and peach (42 pairs). Considering
possible divergence times, the earliest
separated genes from jujube were banana
genes with 275 MYA, and then peach with
236 MYA, Arabidopsis with 234 MYA and
orange with 200 MYA, respectively (Figure
7e). Finally, when the orthologous
relationships between jujube Hsp genes were
investigated, the group with the most number
of orthologous genes defined was the
ZjuHsp100 gene family. It was recorded that
the orthologous relationship  for the
ZjuHsp100 gene family was determined with
orange (2361 pairs), peach (2037 pairs),
Arabidopsis (1608 pairs) and banana (1212
pairs). When the possible divergence times
were evaluated, it was defined that the
earliest diverged genes from jujube were
banana genes with 263 MYA and then
Arabidopsis with 262 MYA, orange with 248
MYA and peach with 216 MYA,
respectively  (Figure 7f). The  most
orthologous genes in all Hsp groups, except
for Hsp70, were obtained in the orange and
jujube plants, both of which are dicotyl
plants. Jujube Hsp70 genes most often had
orthologous pairs with peach Hsp70 genes.
According to the divergence times, it was
seen that the last separation occurred
between peach and ZjuHsp60, ZjuHsp70 and
ZjuHsp100 genes, between orange and
ZjusHsp and ZjuHsp90 genes, and between
banana and ZjuHsp40 genes.

The concept of evolutionary relationships
among species is formed through the
detection of divergence times among
different organisms. Determination of these
orthologues genes will present feasible usage
of them in genetic and plant breeding
studiesas well. Ceylan et al., (2019) studied
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on LEA genes in jujube fruit and orthologous
gene analysis was performed between jujube
genes and A. thaliana, M. accuminata, P.
persica and C. sinensis. The orthologous
relationship for the ZjuLEA gene family was
identified with orange (81 pairs), banana (93
pairs), Arabidopsis (103 pairs) and peach
(116 pairs), which was convenient with the
ortologous gene results of ZjuHsp70 family
in the current study.

In addition to the functions, it plays in
plant physiological processes, the Hsp
protein family plays a vital role in plant
development and survival in the face of
biotic and abiotic stress. In the current study,
a first extensive and systematic analysis of
Hsp gene families in jujube plant, which is
one of the fruits with high commercial
importance, was performed. Consequently,
whole 474 ZjuHsps genes were identified and
characterized with reference to determination
and structure analysis of the genes,
estimation of their 3D  structures,
phylogenetic analysis, duplication events and
their potential mMIRNA targets. Gene
determination studies like the present study
have the potential to open new viewpoints in
the analysis of the functions of members of
the Hsp protein family in plants and provide
an important basis for further functional
research and contribute to revealing stress
tolerance mechanisms in jujube.
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Supplementary Figure 1. Exon-intron organization of all Z. jujubaHsp genes (a) ZjusHsp, (b) ZjuHsp40,
(c) ZjuHsp60, (d) ZjuHsp70, (e) ZjuHsp90 and (f) ZjuHsp100
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Supplemantary Figure 2. Phylogenetic tree of ZjuHsp proteins (a) ZjusHsp, (b) ZjuHsp40, (c) ZjuHsp60,
(d) ZjuHsp70, (e) ZjuHsp90 and (f) ZjuHsp100
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Supplementary Figure 3.4. Conserved motifs of ZjuHsp70 proteins
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Supplementary Figure 3.5. Conserved motifs of ZjuHsp90 proteins
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Table S1.1 Supplementary table for sHsps

. Physical position on cucumber genome  Protein Molecular -
ID NCBI ﬁ((:)cesswn Chr Start position  End Position  length pl weight Insi:]adtg)l(lty ?Jtr?st;!a%?er
' ' (bp) (bp) (aq) (Da)
ZjusHsp-01 XP_015867231.1 17,443 18,622 233 7.80 2599252 54.73 unstable

ZjusHsp-02 XP_015884201.1
ZjusHsp-03 XP_015885915.1
ZjusHsp-04 XP_015898099.1
ZjusHsp-05 XP_015898108.1
ZjusHsp-06 XP_015902194.1
ZjusHsp-07 XP_015902201.1
ZjusHsp-08 XP_015870830.1
ZjusHsp-09 XP_015873299.1
ZjusHsp-10 XP_015873885.1
ZjusHsp-11 XP_015873886.1
ZjusHsp-12 XP_015873883.1
ZjusHsp-13 XP_015873884.1
ZjusHsp-14 XP_015873864.1
ZjusHsp-15 XP_015873868.1
ZjusHsp-16  XP_015873909.1
ZjusHsp-17 XP_015873916.1
ZjusHsp-18 XP_015873917.1
ZjusHsp-19 XP_015873925.1
ZjusHsp-20 XP_015873923.1
ZjusHsp-21 XP_015873951.1
ZjusHsp-22 XP_015873952.1
ZjusHsp-23 XP_015873953.1
ZjusHsp-24 XP_015873905.1
ZjusHsp-25 XP_015873906.1
ZjusHsp-26 XP_015874125.1

13,417,956 13,419,326 136 536 15662.82 65.27 unstable
14,809,284 14,809,754 130 6.20 14994.84 56.30 unstable
33,614,437 33,616,255 205 5.24  23658.59 52.83 unstable
33,614,589 33,616,103 193 512 22396.19 56.12 unstable
36,991,693 36,993,682 160 6.75 17847.34 50.58 unstable
36,991,693 36,993,682 160 6.75 17847.34 50.58 unstable
41,450,889 41,452,383 295 9.65 33030.58 46.31 unstable
1,756,803 1,758,345 310 9.57 33758.54 35.86 stable

7,094,694 7,095,817 156 8.80 17940.48 39.65 stable

7,096,668 7,097,686 148 4.60 16705.70 49.59 unstable
7,099,593 7,100,540 159 556 18243.63 49.70 unstable
7,101,398 7,102,443 156 8.83 17863.39 38.73 stable

7,103,197 7,104,404 150 470 16929.05 49.55 unstable
7,155,316 7,156,071 160 6.92 18209.79 55.76 unstable
7,621,892 7,622,920 156 557 17894.24 56.42 unstable
7,949,665 7,950,608 161 5.36 18380.68 51.13 unstable
7,953,958 7,954,768 159 556 18286.61 53.17 unstable
7,963,909 7,964,812 161 6.19 18452.88 47.61 unstable
7,977,213 7,978,026 159 5.83 18216.56 50.35 unstable
7,994,479 8,010,391 161 557 18452.89 55.22 unstable
7,994,479 8,010,391 159 6.20 18205.62 54.92 unstable
8,005,199 8,006,129 159 6.20 18191.60 55.27 unstable
8,012,202 8,013,156 160 6.19 18219.56 52.58 unstable
8,015,273 8,016,331 159 536 18196.48 50.95 unstable
9,585,329 9,586,381 157 5.83 17763.11 55.84 unstable

ZjusHsp-27 XP_015875198.1 21,963,665 21,967,972 206 6.30 22093.40 37.73 stable
ZjusHsp-28 XP_015875199.1 21,963,665 21,967,972 165 5.61 17824.50 30.24 stable
ZjusHsp-29 XP_015875197.1 21,970,394 21,973,585 423 6.11 46744.17 34.70 stable
ZjusHsp-30 XP_015875511.1 23,897,270 23,898,623 212 9.27 24638.74 28.13 stable

ZjusHsp-31 XP_015877332.1
ZjusHsp-32 XP_015877333.1
ZjusHsp-33 XP_015877344.1
ZjusHsp-34 XP_015877801.1
ZjusHsp-35 XP_015877802.1
ZjusHsp-36 XP_015877905.1
ZjusHsp-37 XP_015877906.1
ZjusHsp-38 XP_015878626.1
ZjusHsp-39 XP_015879034.1
ZjusHsp-40 XP_015879026.1
ZjusHsp-41 XP_015879741.1
ZjusHsp-42 XP_015880019.1
ZjusHsp-43 XP_015880020.1
ZjusHsp-44 XP_015880021.1
ZjusHsp-45 XP_015881310.1

14,763,411 14,764,636 161 9.35 18718.12 68.49 unstable
14,764,560 14,765,880 158 5.73  17849.06 55.89 unstable
15,350,897 15,351,918 161 6.86 18362.75 46.62 unstable
20,621,416 20,622,930 219 5.85 2448351 53.03 unstable
20,621,416 20,622,930 218 5.60 24427.44 53.62 unstable
21,313,034 21,314,686 219 5.85 2448351 53.03 unstable
21,313,034 21,314,686 218 5.60 24427.44 53.62 unstable
26,151,311 26,153,251 233 7.80 2599252 54.73 unstable
1,580,681 1,582,526 210 9.02 23830.15 53.05 unstable
1,683,552 1,684,362 138 545 15612.83 36.75 stable

7,856,672 7,858,637 259 5.77 29312.74 42.21 unstable
10,008,821 10,017,366 466 5.04 51939.06 48.48 unstable
10,008,821 10,017,366 466 5.04 51939.06 48.48 unstable
10,008,821 10,017,366 461 5.04 5143255 49.08 unstable
26,452,230 26,456,643 260 8.93 28769.74 60.39 unstable

ZjusHsp-46 XP_015883985.1 30,942,558 30,943,993 208 6.85 23222.64 26.31 stable
ZjusHsp-47 XP_015883987.1 30,946,139 30,947,805 163 8.67 18317.32 25.69 stable
ZjusHsp-48 XP_015883946.1 30,950,957 30,951,870 143 9.89 16931.35 44.70 unstable
ZjusHsp-49 XP_015883989.1 30,965,594 30,967,024 189 9.27 22211.82 29.72 stable
ZjusHsp-50 XP_015883991.1 30,965,594 30,967,024 156 9.73  18065.26 31.27 stable

ZjusHsp-51 XP_015883992.1
ZjusHsp-52 XP_015883986.1

30,971,683 30,973,190 161 549 18266.37 42.66 unstable
30,975,676 30,977,138 172 9.19  19408.59 43.96 unstable

ZjusHsp-53 XP_015883948.1 30,978,709 30,980,612 256 9.65 28666.46 24.84 stable
ZjusHsp-54 XP_015884114.1 189,168 192,165 150 6.27 16385.68 44.55 unstable
ZjusHsp-55 XP_015884424.1 2,542,593 2,543,860 163 6.75 18397.22 40.53 unstable
ZjusHsp-56  XP_015884425.1 2,544,258 2,545,584 159 6.32 1781231 35.11 stable

ZjusHsp-57 XP_015884537.1
ZjusHsp-58 XP_015886428.1
ZjusHsp-59 XP_015888179.1
ZjusHsp-60 XP_015889508.1
ZjusHsp-61 XP_015889509.1
ZjusHsp-62 XP_015889497.1
ZjusHsp-63 XP_015889609.1
ZjusHsp-64 XP_015889611.1
ZjusHsp-65 XP_015891512.1

2,546,454 2,547,542 156 593 17353.97 40.24 unstable
23,787,852 23,789,772 427 5.01 48257.82 48.16 unstable
22,172,534 22,178,103 248 6.09 27470.50 46.56 unstable
5,314,425 5,320,913 518 558 56599.16 44.04 unstable
5,314,425 5,320,913 512 5.65 55857.36 42.50 unstable
5,431,194 5,432,296 195 5.68 22373.57 47.61 unstable
5,862,773 5,869,994 512 5.65 55857.36 42.50 unstable
5,862,773 5,869,994 512 5.65 55857.36 42.50 unstable
1,711,294 1,711,888 164 7.88 18172.69 35.84 stable

©COWOOOWOONOOOOOOOOOUUIUIUIUITUUITOBRBREDMDREDLDREDRNWWWWWWWWNNPRNRNRNPNNPNNPPRNRNPDPNPOENDNONDNNNNNMNNDMNNNMNNNNRRRRPRRRERE




Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226
Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S1.1 Continued

o NCBI Accession Physical position o_n_cucumber genome Protein Mole_cular Instability ~ Stable or
No. Chr. Start position  End Position  length pl weight index unstable
(bp) (bp) (aa) (Da)
ZjusHsp-66 XP_015894503.1 10 4,057,541 4,059,162 248 9.38 28053.85 42.61 unstable
ZjusHsp-67 XP_015898443.1 12 3,756,274 3,757,219 156 5.83 17761.02 63.17 unstable
ZjusHsp-68 XP_015872242.1 scaffold 1,081 1,664 161 516 17978.22 42.20 unstable
ZjusHsp-69 XP_015872307.1 scaffold 1,679 2,174 137 6.20 15315.77 71.18 unstable
ZjusHsp-70 XP_015872060.1 scaffold 1,892 2,428 148 592 16527.59 23.66 stable
ZjusHsp-71  XP_015902986.1 scaffold 61,739 63,761 339 9.38 37791.72 41.12 unstable
ZjusHsp-72  XP_015900296.1 scaffold 346,182 347,349 178 9.24 19798.80 46.99 unstable
Table S1.2 Supplementary table for Hsp40
. Physical position on Ziziphus jujuba genome Protein .
NCBI Accession — — Molecular Instability Stable or
D No. Chr. Start(gz;nmn End (F;J%S)'t'on Ie(r;g;h weight (Da) ol index unstable
ZjuHsp40-01  XP_015889870.1 Chrl 1.920.757 1.928.370 443 49032,34 9,15 37,60 stable
ZjuHsp40-02  XP_015877431.1 Chrl 6.524.888 6.529.023 524 59743,13 5,23 70,76 unstable
ZjuHsp40-03  XP_015877439.1 Chrl 6.524.888 6.529.023 510 58112,44 5,31 68,19 unstable
ZjuHsp40-04  XP_015881196.1 Chrl 9.672.150 9.672.638 162 18074,06 9,33 81,24 unstable
ZjuHsp40-05  XP_015881758.1 Chrl 9.700.851 9.701.559 162 18074,06 9,33 81,24 unstable
ZjuHsp40-06 ~ XP_015884193.1 Crhl 14.040.692 14.043.271 265 30681,49 9,47 44,93 unstable
ZjuHsp40-07  XP_015890449.1 Chrl 21.959.293 21.962.225 347 38035,36 9,05 40,19 unstable
ZjuHsp40-08  XP_015902400.1 Chrl 37.042.566 37.057.181 272 30262,36 5,29 53,85 unstable
ZjuHsp40-09  XP_015902408.1 Chrl 37.042.566 37.057.181 272 30284,41 5,51 53,29 unstable
ZjuHsp40-10  XP_015902418.1 Chrl 37.042.566 37.057.181 272 30248,33 5,29 53,85 unstable
ZjuHsp40-11  XP_015902426.1 Chrl 37.042.566 37.057.181 271 29714,70 5,38 54,26 unstable
ZjuHsp40-12  XP_015902435.1 Chrl 37.042.566 37.057.181 271 29736,75 5,61 53,71 unstable
ZjuHsp40-13  XP_015902441.1 Chrl 37.042.566 37.057.181 264 30609,11 5,19 68,19 unstable
ZjuHsp40-14  XP_015902449.1 Chrl 37.042.566 37.057.181 247 27287,85 5,27 58,61 unstable
ZjuHsp40-15  XP_015902456.1 Chrl 37.042.566 37.057.181 234 26982,68 5,02 71,49 unstable
ZjuHsp40-16 ~ XP_015902464.1 Chrl 37.042.566 37.057.181 223 24986,31 5,38 66,16 unstable
ZjuHsp40-17  XP_015867336.1 Chrl 39.529.130 39.532.079 337 36974,74 8,36 47,12 unstable
ZjuHsp40-18  XP_015868951.1 Chrl 40.069.865 40.071.906 159 17930,00 5,15 43,75 unstable
ZjuHsp40-19  XP_015870905.1 Chrl 41.343.01 41.349.697 505 53826,85 8,96 41,12 unstable
ZjuHsp40-20  XP_015873970.1 Chr2 8.514.154 8.516.983 312 35595,69 6,35 70,05 unstable
ZjuHsp40-21  XP_015873971.1 Chr2 8.514.155 8.516.984 301 34338,24 6,35 72,38 unstable
ZjuHsp40-22  XP_015874199.1 Chr2 10.402.206 10.464.088 447 49302,80 8,67 41,57 unstable
ZjuHsp40-23  XP_015874150.1 Chr2 10.611.700 10.614.849 134 16075,87 4,59 45,53 unstable
ZjuHsp40-24  XP_015874479.1 Chr2 16.163.649 16.168.225 971 111239,95 7,22 45,94 unstable
ZjuHsp40-25  XP_015874812.1 Chr2 19.238.899 19.240.485 364 40775,60 8,56 50,04 unstable
ZjuHsp40-26 ~ XP_015875227.1 Chr2 21.792.911 21.795.327 249 27588,23 6,13 45,50 unstable
ZjuHsp40-27  XP_015875310.1 Chr2 22.873.480 22.878.294 1151 128809,32 8,32 39,68 stable
ZjuHsp40-28  XP_015875311.1 Chr2 22.873.480 22.878.294 1151 128809,32 8,32 39,68 stable
ZjuHsp40-29  XP_015875799.1 Chr2 22.873.480 22.878.294 1329 145397,34 5,79 41,55 unstable
ZjuHsp40-30  XP_015875800.1 Chr2 26.342.438 26.351.164 1294 141475,9 5,74 42,10 unstable
ZjuHsp40-31  XP_015876529.1 Chr3 4.892.874 4.896.713 418 46653,66 6,06 38,70 stable
ZjuHsp40-32  XP_015877084.1 Chr3 10.130.785 10.134.592 112 11970,91 10,17 21,63 stable
ZjuHsp40-33  XP_015878240.1 Chr3 23.847.375 23.851.898 783 87981,89 9,11 35,79 stable
ZjuHsp40-34  XP_015878364.1 Chr3 24.820.963 24.824.575 135 15773,73 5,56 33,30 stable
ZjuHsp40-35  XP_015878365.1 Chr3 24.820.963 24.824.575 133 15597,48 5,35 30,35 stable
ZjuHsp40-36  XP_015878366.1 Chr3 24.820.963 24.824.575 119 13888,63 5,52 27,84 stable
ZjuHsp40-37  XP_015878368.1 Chr3 24.820.963 24.824.575 109 12556,10 5,76 35,56 stable
ZjuHsp40-38  XP_015878535.1 Chr3 25.487.440 25.491.052 135 15872,86 5,81 33,93 stable
ZjuHsp40-39  XP_015878536.1 Chr3 25.487.440 25.491.052 133 15696,61 5,56 30,98 stable
ZjuHsp40-40  XP_015878537.1 Chr3 25.487.440 25.491.052 109 12655,24 6,06 36,34 stable
ZjuHsp40-41  XP_015879312.1 Chr4 3.540.312 3.542.001 302 34635,32 8,48 39,91 stable
ZjuHsp40-42  XP_015879479.1 Chr4 5.363.545 5.365.448 275 30039,49 8,73 46,49 unstable
ZjuHsp40-43  XP_015879991.1 Chr4 9.762.337 9.769.358 411 45968,15 5,68 41,97 unstable
ZjuHsp40-44  XP_015882178.1 Chrs 6.804.725 6.808.895 808 91014,12 9,40 42,65 unstable
ZjuHsp40-45  XP_015883263.1 Chr5 20.100.704 20.104.674 598 68475,16 5,25 44,93 unstable
ZjuHsp40-46  XP_015883264.1 Chr5 20.100.704 20.104.674 598 68475,16 5,25 44,93 unstable
ZjuHsp40-47  XP_015883448.1 Chrs 24.512.652 24.525.088 695 78752,28 6,67 52,65 unstable
ZjuHsp40-48  XP_015883456.1 Chr5 24.882.744 24.894.646 141 16061,02 8,83 55,80 unstable
ZjuHsp40-49  XP_015883498.1 Chrs 25.874.144 25.874.530 128 14805,81 9,60 59,60 unstable
ZjuHsp40-50  XP_015883499.1 Chr5 25.900.364 25.900.750 128 14773,84 9,46 62,01 unstable
ZjuHsp40-51  XP_015884258.1 Crh6é 1.196.089 1.199.559 379 42859,09 8,43 36,91 stable
ZjuHsp40-52  XP_015884259.1 Crh6é 1.200.598 1.204.486 379 42859,09 8,43 36,91 stable
ZjuHsp40-53  XP_015884444.1 Chré 2.463.166 2.465.111 218 24378,33 4,93 57,93 unstable
ZjuHsp40-54  XP_015884566.1 Chré 3.436.924 3.443.135 1483 168636,66 4,72 46,66 unstable
ZjuHsp40-55  XP_015884702.1 Chré 3.454.253 3.461.451 1514 171823,1 4,71 45,60 unstable
ZjuHsp40-56  XP_015884703.1 Chré 3.454.253 3.461.451 1514 171823,1 4,71 45,60 unstable
ZjuHsp40-57  XP_015884704.1 Chré 3.454.253 3.461.451 1492 169654,69 4,71 45,38 unstable
ZjuHsp40-58  XP_015884558.1 Chr6 3.794.360 3.799.209 742 82030,00 6,34 52,54 unstable
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Physical position on Ziziphus jujuba genome Protein

NCBI Accession — — Molecular Instability Stable or
D No. Chr. Start(gz;nmn End (F;J%S)'t'on Ie(r;g;h weight (Da) ol index unstable
ZjuHsp40-59  XP_015884559.1 Chré 3.794.360 3.799.209 741 81903,83 6,51 52,59 unstable
ZjuHsp40-60  XP_015884560.1 Chré 3.794.360 3.799.209 683 75305,49 7,23 54,23 unstable
ZjuHsp40-61  XP_015884858.1 Chré 5.123.492 2.124.311 171 18705,06 9,87 52,14 unstable
ZjuHsp40-62  XP_015885115.1 Chré 6.507.398 6.511.883 239 28768,87 9,57 52,57 unstable
ZjuHsp40-63  XP_015885116.1 Chré 6.507.398 6.511.883 225 27008,88 9,52 52,12 unstable
ZjuHsp40-64  XP_015885634.1 Chré 11.236.708 11.241.256 269 30180,71 9,54 62,78 unstable
ZjuHsp40-65  XP_015885723.1 Chré 11.823.298 11.824.479 332 37026,64 8,42 60,54 unstable
ZjuHsp40-66 ~ XP_015886703.1 Chr7 1.598.081 1.601.390 503 55015,17 9,17 55,48 unstable
ZjuHsp40-67  XP_015887231.1 Chr7 10.952.587 10.955.086 212 24763,97 9,83 54,62 unstable
ZjuHsp40-68  XP_015887681.1 Chr7 15.610.750 15.614.602 416 46629,77 6,87 35,22 stable
ZjuHsp40-69  XP_015887682.1 Chr7 15.610.750 15.614.602 416 46629,77 6,87 35,22 stable
ZjuHsp40-70  XP_015887683.1 Chr7 15.610.750 15.614.602 416 46629,77 6,87 35,22 stable
ZjuHsp40-71  XP_015887673.1 Chr7 15.867.584 15.870.460 273 32399,91 9,60 52,52 unstable
ZjuHsp40-72  XP_015888522.1 Chr7 25.597.996 25.601.549 386 43918,59 5,54 38,80 stable
ZjuHsp40-73  XP_015889641.1 Chr8 6.159.425 6.160.458 199 22048,09 9,45 46,67 unstable
ZjuHsp40-74  XP_015890020.1 Chr8 8.006.947 8.013.758 1513 170702,86 5,67 40,04 unstable
ZjuHsp40-75  XP_015890356.1 Chr8 10.061.825 10.066.289 535 61107,36 8,33 49,93 unstable
ZjuHsp40-76 ~ XP_015890357.1 Chr8 10.061.825 10.066.289 534 60951,17 8,16 49,24 unstable
ZjuHsp40-77  XP_015890791.1 Chr8 13.895.761 13.902.743 446 47751,30 9,25 39,98 stable
ZjuHsp40-78  XP_015890839.1 Chr8 14.136.470 14.146.108 978 107398,36 6,02 53,66 unstable
ZjuHsp40-79  XP_015890929.1 Chr8 15.881.746 15.882.323 166 19349,40 9,59 66,06 unstable
ZjuHsp40-80  XP_015891015.1 Chr8 17.902.163 17.907.016 288 32949,79 9,03 51,28 unstable
ZjuHsp40-81  XP_015891703.1 Chr9 2.925.987 2.928.786 562 62357,49 8,77 47,60 unstable
ZjuHsp40-82  XP_015891800.1 Chr9 3.720.631 3.724.977 136 15193,41 10,10 30,23 stable
ZjuHsp40-83  XP_015891801.1 Chr9 3.720.631 3.724.977 130 14416,52 10,06 31,96 stable
ZjuHsp40-84  XP_015891802.1 Chr9 3.720.631 3.724.977 121 13785,49 9,22 46,94 unstable
ZjuHsp40-85  XP_015891907.1 Chr9 3.917.160 3.920.036 562 62357,49 8,77 47,60 unstable
ZjuHsp40-86  XP_015892024.1 Chr9 3.954.866 3.958.348 348 39377,84 6,19 44,42 unstable
ZjuHsp40-87  XP_015891944.1 Chr9 4.171.423 4.172.880 152 17789,15 5,60 54,83 unstable
ZjuHsp40-88  XP_015892587.1 Chr9 8.559.291 8.564.174 340 38274,67 6,30 32,10 stable
ZjuHsp40-89  XP_015893017.1 Chr9 15.109.107 15.116.426 808 89612,68 9,12 30,77 stable
ZjuHsp40-90  XP_015893251.1 Chr9 18.921.988 18.924.264 301 33605,24 9,13 42,61 unstable
ZjuHsp40-91  XP_015893405.1 Chr9 20.042.112 20.042.697 121 14166,29 9,45 49,85 unstable
ZjuHsp40-92  XP_015893415.1 Chr9 20.172.390 20.172.717 109 11860,28 7,85 41,33 unstable
ZjuHsp40-93  XP_015893516.1 Chr9 21.148.149 21.149.166 176 20462,47 9,71 60,97 unstable
ZjuHsp40-94  XP_015893513.1 Chr9 21.157.818 21.159.111 194 22581,07 10,06 53,12 unstable
ZjuHsp40-95  XP_015894029.1  Chrl10 799.463 810.649 212 23539,30 4,88 57,78 unstable
ZjuHsp40-96  XP_015894860.1  Chr10 7.559.178 7.561.619 332 36719,64 9,31 38,53 stable
ZjuHsp40-97  XP_015895464.1  Chr10 17.398.617 17.399.807 91 10543,58 5,76 54,03 unstable
ZjuHsp40-98  XP_015895471.1  Chrl10 17.439.815 17.443.987 178 20427,65 514 56,05 unstable
ZjuHsp40-99  XP_015895555.1  Chr10 18.000.284 18.005.870 413 45716,20 5,92 34,37 stable
ZjuHsp40-100 XP_015896607.1  Chrll 6.199.935 6.206.878 540 59981,33 9,05 35,36 stable
ZjuHsp40-101  XP_015897225.1  Chrll 13.816.445 13.821.483 580 63616,26 9,15 35,40 stable
ZjuHsp40-102  XP_015897226.1  Chrll 13.816.445 13.821.483 492 53310,42 9,21 34,28 stable
ZjuHsp40-103  XP_015898091.1  Chrl2 1.379.389 1.386.520 1517 165372,14 8,22 48,19 unstable
ZjuHsp40-104 XP_015898179.1  Chrl2 1.934.574 1.949.037 2577 281791,02 573 46,54 unstable
ZjuHsp40-105 XP_015898180.1  Chrl2 1.934.574 1.949.037 2265 247428,02 547 47,56 unstable
ZjuHsp40-106  XP_015898779.1  Chrl2 5.730.171 5.736.113 709 78316,00 8,93 34,74 stable
ZjuHsp40-107  XP_015898780.1  Chrl2 5.730.171 5.736.113 621 68400,60 8,85 35,76 stable
ZjuHsp40-108  XP_015899025.1  Chrl2 7.341.758 7.345.841 288 32819,95 8,47 54,51 unstable
ZjuHsp40-109  XP_015899368.1  Chr12 9.793.794 9.797.616 323 36792,03 9,03 47,85 unstable
ZjuHsp40-110  XP_015899418.1  Chrl2 10.442.487 10.444.228 110 12000,89 10,51 43,10 unstable
ZjuHsp40-111  XP_015899774.1  Chrl2 15.048.895 15.051.591 197 22434,82 9,62 48,26 unstable
ZjuHsp40-112  XP_015899837.1  Chrl2 17.316.450 17.321.500 484 53584,17 6,49 41,07 unstable
ZjuHsp40-113  XP_015899909.1  Chrl2 17.501.021 17.504.109 349 40685,23 9,01 60,07 unstable
ZjuHsp40-114  XP_015899984.1  Chrl2 18.422.176 18.424.077 276 31856,23 9,56 57,63 unstable
ZjuHsp40-115  XP_015872623.1 scaffold 1 1.999 127 14783,13 5,92 63,99 unstable
ZjuHsp40-116  XP_015870866.1  scaffold 9 7.762 476 54635,79 8,13 50,43 unstable
ZjuHsp40-117  XP_015870632.1  scaffold 21 8.491 476 54635,79 8,13 50,43 unstable
ZjuHsp40-118 XP_015872367.1  scaffold 25 2.064 361 41227,48 9,27 49,28 unstable
ZjuHsp40-119  XP_015870646.1  scaffold 82 8.553 476 54635,79 8,13 50,43 unstable
ZjuHsp40-120  XP_015871033.1  scaffold 105 5.356 589 66928,93 9,09 53,90 unstable
ZjuHsp40-121  XP_015872846.1  scaffold 117 894 180 20523,45 9,23 54,20 unstable
ZjuHsp40-122  XP_015867831.1 scaffold 156 5385 740 82486,40 9,02 49,24 unstable
ZjuHsp40-123  XP_015867832.1  scaffold 156 5385 740 82486,40 9,02 49,24 unstable
ZjuHsp40-124  XP_015870971.1  scaffold 253 5.501 589 66928,93 9,09 53,90 unstable
ZjuHsp40-125 XP_015871004.1  scaffold 256 5.504 589 66928,93 9,09 53,90 unstable
ZjuHsp40-126  XP_015872197.1  scaffold 304 2.868 279 32150,11 8,84 46,01 unstable
ZjuHsp40-127  XP_015870639.1  scaffold 462 8.927 476 54635,79 8,13 50,43 unstable
ZjuHsp40-128  XP_015870638.1  scaffold 473 8.938 476 54606,79 8,13 50,03 unstable
ZjuHsp40-129  XP_015868910.1  scaffold 608 10873 579 66650,32 8,32 50,81 unstable
ZjuHsp40-130  XP_015872312.1  scaffold 662 1.688 116 13737,85 9,62 43,30 unstable
ZjuHsp40-131  XP_015870975.1  scaffold 806 5.947 589 66928,93 9,09 53,90 unstable
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ZjuHsp40-132  XP_015867540.1  scaffold 825 11019 579 66621,32 8,32 50,48 unstable
ZjuHsp40-133  XP_015871063.1  scaffold 1.335 6.586 589 66928,93 9,09 53,90 unstable
ZjuHsp40-134  XP_015870534.1  scaffold 1.409 6.657 589 66928,63 9,09 53,90 unstable
ZjuHsp40-135 XP_015870212.1  scaffold 1.447 11.587 579 66621,32 8,32 50,48 unstable
ZjuHsp40-136  XP_015872408.1  scaffold 1.567 1.989 141 15712,46 511 44,28 unstable
ZjuHsp40-137  XP_015870505.1  scaffold 2.678 7.922 589 66928,63 9,09 53,90 unstable
ZjuHsp40-138  XP_015869039.1  scaffold 6.656 9.994 205 23053,48 6,53 28,21 stable
ZjuHsp40-139  XP_015870728.1  scaffold 7.694 8.471 180 20523,45 9,23 54,20 unstable
ZjuHsp40-140  XP_015865970.1  scaffold 10.696 12.Tem 381 42486,40 8,12 34,56 stable
ZjuHsp40-141  XP_015869662.1  scaffold 12.265 14.651 159 18149,23 5,15 48,29 unstable
ZjuHsp40-142  XP_015901698.1  scaffold 13.633 18.934 589 66928,93 9,09 53,90 unstable
ZjuHsp40-143  XP_015868843.1  scaffold 15.004 18.658 107 12755,41 5,33 40,66 unstable
ZjuHsp40-144  XP_015867529.1  scaffold 17.163 19.101 261 29913,17 5,83 62,34 unstable
ZjuHsp40-145 XP_015866342.1  scaffold 44.385 53.223 893 101349,44 6,16 54,69 unstable
ZjuHsp40-146  XP_015900255.1  scaffold 44.895 51.632 116 12869,65 9,56 50,25 unstable
ZjuHsp40-147  XP_015900256.1  scaffold 44.895 51.632 116 12869,65 9,56 50,25 unstable
ZjuHsp40-148  XP_015900258.1  scaffold 44.895 51.632 116 12869,65 9,56 50,25 unstable
ZjuHsp40-149  XP_015865971.1  scaffold 49.44 58.409 827 93563,01 5,71 54,62 unstable
ZjuHsp40-150 XP_015865618.1  scaffold 54.324 56.931 643 73263,37 9,45 45,70 unstable
ZjuHsp40-151  XP_015901044.1  scaffold 54.505 61.389 336 37878,00 6,27 55,77 unstable
ZjuHsp40-152  XP_015901046.1  scaffold 54.505 61.389 336 37878,00 6,27 55,77 unstable
ZjuHsp40-153  XP_015867285.1  scaffold 59.005 68.195 740 82475,29 9,02 48,98 unstable
ZjuHsp40-154  XP_015867286.1  scaffold 59.005 68.195 740 82475,29 9,02 48,98 unstable
ZjuHsp40-155 XP_015867287.1  scaffold 59.005 68.195 740 82475,29 9,02 48,98 unstable
ZjuHsp40-156  XP_015902171.1  scaffold 67.599 74.685 559 61216,10 9,29 51,00 unstable
ZjuHsp40-157  XP_015902468.1  scaffold 87.607 101.88 2577 281791,02 5,73 46,54 unstable
ZjuHsp40-158  XP_015902469.1  scaffold 87.607 101.88 2265 247428,02 547 47,56 unstable
ZjuHsp40-159  XP_015865789.1  scaffold 90.101 95.615 221 24947,20 5,30 60,08 unstable
ZjuHsp40-160  XP_015865790.1  scaffold 90.101 95.615 183 20483,07 4,78 59,44 unstable
ZjuHsp40-161  XP_015865791.1  scaffold 90.101 95.615 183 20483,07 4,78 59,44 unstable
ZjuHsp40-162  XP_015865792.1  scaffold 90.101 95.615 183 20483,07 4,78 59,44 unstable
ZjuHsp40-163  XP_015866343.1  scaffold 90.384 91.545 132 14530,08 6,84 54,17 unstable
ZjuHsp40-164 XP_015865785.1  scaffold 97.127 97.893 188 21012,59 4,86 61,18 unstable
ZjuHsp40-165 XP_015866578.1  scaffold 103.404 106.609 364 40838,86 8,58 44,28 unstable
ZjuHsp40-166  XP_015866580.1  scaffold 103.404 106.609 364 40838,86 8,58 44,28 unstable
ZjuHsp40-167 XP_015866581.1  scaffold 103.404 106.609 364 40838,86 8,58 44,28 unstable
ZjuHsp40-168 XP_015866582.1  scaffold 103.404 106.609 254 40838,86 8,58 44,28 unstable
ZjuHsp40-169 XP_015866141.1 scaffold 124.414 126.344 252 28843,61 8,84 49,80 unstable
ZjuHsp40-170  XP_015900398.1  scaffold 169.285 172.042 270 31090,37 7,54 53,33 unstable
ZjuHsp40-171  XP_015901032.1  scaffold 180.993 184.548 116 12869,65 9,56 50,25 unstable
ZjuHsp40-172  XP_015901034.1  scaffold 180.993 184.548 116 12869,65 9,56 50,25 unstable
ZjuHsp40-173  XP_015901645.1  scaffold 221.896 225.979 535 61107,36 8,33 49,93 unstable
ZjuHsp40-174  XP_015901646.1  scaffold 221.896 225.979 534 60951,17 8,16 49,24 unstable
Table S1.3 Supplementary table for Hsp60
Physical position on Ziziphus jujuba
D NCBI Accession genome E Tmtem MOI?CUlar Instability ~ Stable or
No. Start pq ength weight pl index unstable
Chr. iy Position (aa) (Da)
position (bp) (bp)
ZjuHsp60-02  XP_015887708.1 1 17,419,097 17,425,886 527 57083.94 5.75 30.83 stable
ZjuHsp60-03  XP_015901189.1 1 36,221,836 36,232,192 1615 180054.38 5.60 45.97 unstable
ZjuHsp60-04 XP_015901843.1 1 36,589,479 36,599,070 1802 201117.37 5.60 47.27 unstable
ZjuHsp60-05 XP_015873252.1 2 1,613,875 1,620,849 563 60705.40 6.20 34.98 stable
ZjuHsp60-06  XP_015873356.1 2 2,753,877 2,760,851 563 60705.40 6.20 34.98 stable
ZjuHsp60-07  XP_015873560.1 2 4,884,924 4,940,964 83 8969.57 9.57 22.27 stable
ZjuHsp60-08  XP_015873558.1 2 4,884,924 4,940,964 97 10712.44  8.01 22.32 stable
ZjuHsp60-09  XP_015874553.1 2 16,751,415 16,756,049 586 61891.79 5.15 29.76 stable
ZjuHsp60-10 XP_015878843.1 4 37,622 42,123 603 64124.42  5.72 28.92 stable
ZjuHsp60-11  XP_015879696.1 4 6,948,926 6,956,654 557 60453.78  5.75 37.48 stable
ZjuHsp60-12  XP_015880526.1 4 15,679,794 15,683,172 334 37405.26 641 32.59 stable
ZjuHsp60-13  XP_015882951.1 5 14,661,454 14,664,142 535 57736.25 7.14 37.03 stable
ZjuHsp60-14  XP_015886302.1 6 22,979,312 22,989,943 1666 185430.49 5.43 42.59 unstable
ZjuHsp60-15 XP_015888945.1 8 1,928,512 1,940,907 1832 203159.18 5.86 49.50 unstable
ZjuHsp60-16  XP_015888946.1 8 1,928,512 1,940,907 1832 203159.18 5.86 49.50 unstable
ZjuHsp60-17  XP_015888947.1 8 1,928,512 1,940,907 1832 203159.18 5.86 49.50 unstable
ZjuHsp60-18  XP_015889450.1 8 4,955,499 4,962,529 544 59090.43 6.04 28.60 stable
ZjuHsp60-19  XP_015890662.1 8 13,094,597 13,101,712 573 61175.39  5.87 23.34 stable
ZjuHsp60-20 XP_015892245.1 9 5,602,821 5,609,644 575 61691.08 5.72 29.18 stable
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Table S1.3 Continued

Physical position on Ziziphus jujuba

NCBI Accession genome Protein Molgcular Instability ~ Stable or
ID N End length weight pl .
0. Start - index unstable
Chr > Position (aq) (Da)
position (bp) (bp)
ZjuHsp60-21  XP_015894543.1 10 4,236,069 4,244 458 535 59179.27 551 40.74 unstable
ZjuHsp60-22  XP_015894544.1 10 4,236,069 4,244,458 535 59179.27 551 40.74 unstable
ZjuHsp60-23  XP_015894449.1 10 4,265,981 4,269,434 474 53351.30 5.19 33.13 stable
ZjuHsp60-24  XP_015895290.1 10 14,763,882 14,769,582 619 66936.60 8.91 38.52 stable
ZjuHsp60-25 XP_015895291.1 10 14,763,882 14,769,582 537 5789356 7.58 30.93 stable
ZjuHsp60-26  XP_015895483.1 10 17,279,839 17,282,925 98 10494.28 8.76 25.65 stable
ZjuHsp60-27 XP_015895458.1 10 17,282,589 17,283,509 138 15510.27 9.48 24.34 stable
ZjuHsp60-28  XP_015899362.1 12 9,758,336 9,765,285 392 4224247 5.62 35.76 stable
ZjuHsp60-29 XP_015871454.1 scaffold 1 5,050 578 61613.97 571 21.28 stable
ZjuHsp60-30  XP_015870311.1 scaffold 294 8,196 544 58746.43 5.44 35.39 stable
ZjuHsp60-31 XP_015869850.1 scaffold 6,347 14,246 544 58746.43 544 35.39 stable
ZjuHsp60-32  XP_015869556.1 scaffold 15,825 18,632 253 2647743 883 18.26 stable
ZjuHsp60-33 XP_015867860.1 scaffold 16,368 18,189 82 891449 957 19.41 stable
ZjuHsp60-34 XP_015866923.1 scaffold 34,020 37,514 97 10756.54 8.01 22.32 stable
ZjuHsp60-35 XP_015867470.1 scaffold 46,200 49,079 253 26477.43  8.83 18.26 stable
ZjuHsp60-36 XP_015867471.1 scaffold 46,200 49,079 253 2647743 883 18.26 stable
ZjuHsp60-37 XP_015866249.1 scaffold 72,925 76,475 135 14799.30 9.05 31.89 stable
ZjuHsp60-38 XP_015866274.1 scaffold 89,972 97,303 592 63455.39  6.46 25.56 stable
ZjuHsp60-39 XP_015866275.1 scaffold 89,972 97,303 550 59471.63 7.94 31.13 stable
Table S1.4 Supplementary table for Hsp70
Physical position on Ziziphus jujuba .
D NCBI Accession genome Fl’rotem Mole_cular Instability ~ Stable or
No. Start position  End Position ength weight pl index unstable
p
Chr. (bp) (bp) (aa) (Da)
ZjuHsp70-01 XP_015892346.1 Chrl 26,731,209 26,733,985 654 7174048 53 35.20 stable
ZjuHsp70-02 XP_015898589.1 Chrl 33,963,123 33,969,183 769 85921.44 5,46 47.49 unstable
ZjuHsp70-03 XP_015867532.1 Chrl 39,496,118 39,501,841 856 9433598 5,21 43.30 unstable
ZjuHsp70-04 XP_015868485.1 Chrl 40,123,468 40,125,896 651 7121374 54 30.15 stable
ZjuHsp70-05 XP_015869094.1 Chrl 40,127,705 40,130,207 655 71850.47 5,19 36.22 stable
ZjuHsp70-06 XP_015874072.1 Chr2 9,486,170 9,489,224 650 71180.70 5.18 31.68 stable
ZjuHsp70-07 XP_015875002.1 Chr2 21,279,708 21,280,490 146 16877.61 9,55 30.98 stable
ZjuHsp70-08 XP_015875014.1 Chr2 21,371,401 21,374,733 654 72534.44 519 30.98 stable
ZjuHsp70-09 XP_015875107.1 Chr2 21,377,178 21,380,028 638 71054.42 5,14 28.62 stable
ZjuHsp70-10 XP_015875846.1 Chr2 26,580,605 26,584,668 712 75880.63 5,18 28.59 stable
ZjuHsp70-11 XP_015876923.1 Chr3 8,647,593 8,650,878 828 92316.76 8,99 30.35 stable
ZjuHsp70-12 XP_015876979.1 Chr3 9,005,197 9,008,120 654 7151193 5,12 33.60 stable
ZjuHsp70-13 XP_015876976.1 Chr3 9,028,820 9,031,390 648 70798.24 5,13 33.55 stable
ZjuHsp70-14 XP_015880901.1 Chr4 18,703,082 18,710,630 917 101489.10 5,23 42,43 unstable
ZjuHsp70-15 XP_015888210.1 Chr7 22,429,108 22,432,386 572 61852.25 5,44 35.06 stable
ZjuHsp70-16 XP_015892192.1 Chr9 6,725,850 6,728,056 438 49668.46 8,78 38.03 stable
ZjuHsp70-17 XP_015892501.1 Chr9 7,425,501 7,429,550 682 73379.30 6,02 41.50 unstable
ZjuHsp70-18 XP_015896049.1 Chril 570,167 573,872 666 73360.17 51 28.72 stable
ZjuHsp70-19 XP_015897485.1 Chrll 15,648,197 15,651,321 646 70824.31 5,13 34.40 stable
ZjuHsp70-20 XP_015871808.1 NW 87 1,754 481 53608.39 4,88 30.96 stable
ZjuHsp70-21 XP _015870241.1 NW 917 3,108 570 62800.50 5,93 30.54 stable
Table S1.5 Supplementary table for Hsp90
Physical position on Ziziphus jujuba
. genome Protein ~ Molecular -
ID NCBI ﬁgcessmn Start End length weight pl In?;ziitz)l(lty it:stila%ﬁar
' Chr. position Position (aa) (Da)
(bp) (bp)
ZjuHsp90-01 XP_015880753.1  Chrl 9,084,836 9,088,074 699 80088,06 4,98 35,03 stable
ZjuHsp90-02 XP_015881024.1  Chr4 20,564,671 20,571,195 787 89794.26 5,32 35.54 stable
ZjuHsp90-03 XP_015884861.1  Chr6 5,093,600 5,098,652 817 93579.12 4,87 33.36 stable
ZjuHsp90-04 XP_015895264.1  Chrl0 14,500,534 14,506,848 793 89783.12 4,96 44.21 unstable
ZjuHsp90-05 XP_015896451.1  Chrll 3,941,210 3,950,934 470 54518.34 5,38 42.88 unstable
ZjuHsp90-06 XP_015896503.1  Chrll 3,951,992 3,955,067 702 80851.93  5.00 41.31 unstable
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Table S1.6 Supplementary table for Hsp100

Physical position on Ziziphus jujuba

NCBI Accession genome Protein Mole_cular Instability ~ Stable or
ID No Start position End length weight pl index unstable
' Chr. Position (aa) (Da)
(bp) (bp)
ZjuHsp100-01 XP_015873612.1 1 338.864 342.008 528 59753.39 5,65 45.1 unstable
ZjuHsp100-02 XP_015871972.1 1 342.600 346.334 499 56504.13 6,70 43.18 unstable
ZjuHsp100-03  XP_015900334.1 1 2.647.657 2.653.546 1104  123785.07 6,73 50.93 unstable
ZjuHsp100-04 XP_015901205.1 1 2.918.677 2.921.149 508 56905.45 8,26 57.69 unstable
ZjuHsp100-05 XP_015879473.1 1 8.198.014 8.206.869 583 6460191 8,40 51.1 unstable
ZjuHsp100-06 XP_015879478.1 1 8.198.014 8.198.014 495 55057.08 651 53.31 unstable
ZjuHsp100-07 XP_015887830.1 1 17.460.215  17.467.566 887 99841.15 5,75 35.04 stable
ZjuHsp100-08 XP_015890094.1 1 20.379.301  20.392.479 743 8163755 5,87 33,53 stable
ZjuHsp100-09 XP_015901372.1 1 36.139.233  36.143.333 426 47763.14 6,14 34.27 stable
ZjuHsp100-10 XP_015901928.1 1 36.735.781  36.737.520 331 38307.83 9,43 50.31 unstable
ZjuHsp100-11 XP_015902110.1 1 37.075.017  37.082.013 344 39925.46 9,16 55.82 unstable
ZjuHsp100-12 XP_015902684.1 1 37.263.000 37.309.141 5420 617359.98 5,22 42.79 unstable
ZjuHsp100-13 XP_015902703.1 1 37.333.036  37.379.093 5402 615166.37 5,21 42.72 unstable
ZjuHsp100-14 XP_015869493.1 1 40.869.292  40.884.522 914  100962.30 6,87 39.61 stable
ZjuHsp100-15 XP_015872358.1 2 35.865 44.357 432 48246.79 8,20 41.28 unstable
ZjuHsp100-16 XP_015872366.1 2 35.865 44.357 432 48246.79 8,20 41.28 unstable
ZjuHsp100-17 XP_015873622.1 2 5.433.960 5.447.306 1045  114147.84 9,28 35.41 stable
ZjuHsp100-18 XP_015873623.1 2 5.433.960 5.447.306 1015  110719.03 9,39 34.37 stable
ZjuHsp100-19 XP_015873715.1 2 6.573.855 6.579.554 951 105136.16 7,54 50.82 unstable
ZjuHsp100-20 XP_015873805.1 2 6.886.445 6.894.423 850 91896.52 8,76 35.8 stable
ZjuHsp100-21 XP_015873806.1 2 6.886.445 6.894.423 836 90324.73 8,76 35.47 stable
ZjuHsp100-22 XP_015874027.1 2 8.436.330 8.440.053 471 51817.81 5,73 36.86 stable
ZjuHsp100-23 XP_015874012.1 2 8.629.845 8.636.832 815 90385.78 8,03 34.8 stable
ZjuHsp100-24 XP_015874348.1 2 12.991.459  13.017.819 204 2214462 9,73 24.46 stable
ZjuHsp100-25 XP_015874386.1 2 13.915.990  13.938.094 288 31821.87 9,55 27.98 stable
ZjuHsp100-26 XP_015874529.1 2 17.074.671  17.098.214 826 91877.94 5,04 43.9 unstable
ZjuHsp100-27 XP_015874684.1 2 18.283.724  18.288.950 420 47320.93 542 37.83 stable
ZjuHsp100-28 XP_015874664.1 2 18.294.299  18.298.166 429 48042.74 8,25 42.95 unstable
ZjuHsp100-29 XP_015874879.1 2 19.906.252  19.914.679 542 60191.26 6,08 49.11 unstable
ZjuHsp100-30 XP_015875105.1 2 21.221.686 21.226.918 423 47428.18 4,98 37.14 unstable
ZjuHsp100-31 XP_015875583.1 2 23.977.827  23.990.472 1242  143578.08 8,42 44.62 unstable
ZjuHsp100-32 XP_015875890.1 2 26.914.370  26.920.502 882 100415.84 8,68 51.34 unstable
ZjuHsp100-33 XP_015875944.1 2 27.497.177  27.499.583 231 25194.45 10,90 40.55 unstable
ZjuHsp100-34 XP_015876181.1 3 1.999.188 2.002.689 248 2795493 8,58 45.06 unstable
ZjuHsp100-35 XP_015876359.1 3 3.901.631 3.907.133 4,32 48385.93 8,12 41.97 unstable
ZjuHsp100-36 XP_015876484.1 3 4.819.952 4.824.651 861 97216.88 6,39 52.02 unstable
ZjuHsp100-37 XP_015876621.1 3 5.985.559 5.991.097 4,32 48385.93 8,12 41.97 unstable
ZjuHsp100-38 XP_015876856.1 3 7.848.564 7.852.567 476 52046.09 5,45 34.95 stable
ZjuHsp100-39 XP_015876857.1 3 7.848.564 7.852.567 439 48163.89 5,95 32.01 stable
ZjuHsp100-40 XP_015877383.1 3 16.982.864  16.986.491 849 9442442  6.45 51.07 unstable
ZjuHsp100-41 XP_015877854.1 3 20.973.051  20.976.589 237 25758.53 8,76 28.15 stable
ZjuHsp100-42 XP_015878309.1 3 24.470.247  24.479.044 839 93883.84 6,02 49.86 unstable
ZjuHsp100-43 XP_015878439.1 3 25.263.202  25.270.198 590 63969.51 6,51 36.15 Stable
ZjuHsp100-44 XP_015878588.1 3 25.642.018  25.648.147 644 71107.22 9,37 45.18 unstable
ZjuHsp100-45 XP_015878624.1 3 26.012.114  26.014.360 474 54302.00 5,80 40.59 unstable
ZjuHsp100-46 XP_015878601.1 3 26.016.320  26.021.322 394 43233.37 5,89 49.39 unstable
ZjuHsp100-47 XP_015878726.1 3 26.024.145  26.030.309 391 43052.34 5,69 53.71 unstable
ZjuHsp100-48 XP_015878727.1 3 26.024.145  26.030.309 391 43052.34 5,69 53.71 unstable
ZjuHsp100-49 XP_015879268.1 4 2.605.715 2.607.905 539 62001.57 6,12 38.92 stable
ZjuHsp100-50 XP_015879192.1 4 2.613.766 2.621.851 510 58962.34 7,18 41.46 unstable
ZjuHsp100-51 XP_015879394.1 4 4.287.714 4.291.184 681 74044.97 5,83 38.49 stable
ZjuHsp100-52 XP_015879422.1 4 4.911.891 4.914.226 477 54922.83 6,86 4341 unstable
ZjuHsp100-53 XP_015879423.1 4 4.915.813 4.918.006 466 53660.32 7,67 41.1 unstable
ZjuHsp100-54 XP_015879421.1 4 4.918.274 4.920.548 483 55911.87 9,14 32.53 stable
ZjuHsp100-55 XP_015879403.1 4 4.927.352 4.929.751 519 59951.05 6,12 38.23 stable
ZjuHsp100-56 XP_015879405.1 4 4.951.770 4.953.998 515 59360.35 5,88 38.94 stable
ZjuHsp100-57 XP_015879764.1 4 8.133.901 8.139.549 878 99086.16 6,55 39.2 stbale
ZjuHsp100-58 XP_015879922.1 4 8.897.420 8.900.523 594 64381.85 6,88 46.31 unstable
ZjuHsp100-59 XP_015880471.1 4 14.457.073  14.461.707 645 71420.74 9,77 51.73 unstable
ZjuHsp100-60 XP_015881315.1 4 26.224.949  26.230.554 693 74072.69 5,80 31.89 stable
ZjuHsp100-61 XP_015881807.1 5 3.369.013 3.373.584 317 35006.34 7,69 27 stable
ZjuHsp100-62 XP_015882043.1 5 5.844.772 5.854.140 1002 11446250 6,46 39.78 stable
ZjuHsp100-63 XP_015882450.1 5 9.007.260 9.011.316 422 4724443 527 37.76 stable
ZjuHsp100-64 XP_015882676.1 5 10.935.345  10.937.111 403 46594.92 5,52 51.15 unstable
ZjuHsp100-65 XP_015882672.1 5 10.951.940  10.958.930 526 60817.95 8,83 39.06 unstable
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Table S1.6 Continued

Physical position on Ziziphus jujuba

NCBI Accession genome Protein Molgcular Instability  Stable or
ID No Start position End length weight pl index unstable
' Chr. Position (aa) (Da)
(bp) (bp)
ZjuHsp100-66 XP_015882673.1 5 10.951.940  10.958.930 530 61215.47 8,89 38.68 unstable
ZjuHsp100-67 XP_015882664.1 5 10.959.664  10.961.080 382 4417841 8,49 46.25 unstable
ZjuHsp100-68 XP_015882671.1 5 10.961.252  10.964.153 534 61522.66 8,85 44.97 unstable
ZjuHsp100-69 XP_015883276.1 5 20.922.198  20.961.607 297 33736.66 4,39 47.26 unstable
ZjuHsp100-70 XP_015883323.1 5 22.501.871  22.506.834 910 101398.66 5,83 40.4 unstable
ZjuHsp100-71 XP_015883324.1 5 22.501.871  22.506.834 910 101398.66 5,83 40.4 unstable
ZjuHsp100-72 XP_015884139.1 6 579.338 587.963 716 76923.83 6,16 36.73 stable
ZjuHsp100-73 XP_015884140.1 6 579.338 587.963 541 59309.72 5,40 3311 stable
ZjuHsp100-74 XP_015884496.1 6 2.810.457 2.816.195 711 76906.95 8,72 453 unstable
ZjuHsp100-75 XP_015884497.1 6 2.810.457 2.816.195 711 76906.95 8,72 453 unstable
ZjuHsp100-76  XP_015884727.1 6 4.327.750 4.334.993 822 91406.06 7,02 36.3 unstable
ZjuHsp100-77 XP_015884978.1 6 5.670.381 5.675.204 398 44624.38 8,25 37.8 stable
ZjuHsp100-78 XP_015885636.1 6 11.095.904  11.102.468 308 34184.10 5,53 42.44 unstable
ZjuHsp100-79 XP_015885637.1 6 11.095.904  11.102.468 341 37890.23 5,09 41.71 unstable
ZjuHsp100-80 XP_015886722.1 7 2.105.965 2.115.651 1013  110851.86 6,20 44.5 unstable
ZjuHsp100-81 XP_015886889.1 7 5.638.700 5.663.866 1205  133750.14 5,71 46.99 unstable
ZjuHsp100-82 XP_015886890.1 7 5.638.700 5.663.866 1205  133748.17 5,71 46.93 unstable
ZjuHsp100-83 XP_015887529.1 7 14.317.874  14.331.689 974  109998.05 6,13 57.36 unstable
ZjuHsp100-84 XP_015888445.1 7 25.260.129  25.268.535 965 105850.63 6,49 45.71 unstable
ZjuHsp100-85 XP_015888444.1 7 25.260.129  25.268.535 966 105978.76 6,49 45.59 unstable
ZjuHsp100-86 XP_015888815.1 8 854.082 859.59 492 54214.87 9,50 44.04 unstable
ZjuHsp100-87 XP_015889489.1 8 5.434.485 5.441.369 621 68030.16 7,63 41.08 unstable
ZjuHsp100-88 XP_015889500.1 8 5.446.378 5.450.553 403 44649.07 7,64 42.96 unstable
ZjuHsp100-89 XP_015889974.1 8 7.850.454 7.855.613 631 70555.97 9,09 45.91 unstable
ZjuHsp100-90 XP_015889982.1 8 8.084.230 8.088.151 521 59912.18 5,79 45.45 unstable
ZjuHsp100-91 XP_015889980.1 8 8.089.416 8.093.054 501 5783122 892 49.68 unstable
ZjuHsp100-92 XP_015890002.1 8 8.095.471 8.099.481 504 5757041 7,54 494 unstable
ZjuHsp100-93 XP_015889991.1 8 8.110.331 8.112.046 341 39552.51 8,60 41.84 unstable
ZjuHsp100-94 XP_015891067.1 8 19.136.863  19.152.409 951 103711.08 6,20 44.67 unstable
ZjuHsp100-95 XP_015891068.1 8 19.136.863  19.152.409 1140  124802.17 6,15 46.52 unstable
ZjuHsp100-96 XP_015891084.1 8 19.502.282  19.512.742 409 46456.01 5,11 48.07 unstable
ZjuHsp100-97 XP_015891085.1 8 19.502.282  19.512.742 409 46456.01 5,11 48.07 unstable
ZjuHsp100-98 XP_015890817.1 8 14.574.883  14.582.882 628 6887842 6,67 40.42 unstable
ZjuHsp100-99 XP_015891974.1 9 4.618.135 4.630.287 1246 135469.51 6,40 44,51 unstable
ZjuHsp100-100 XP_015891975.1 9 4.618.135 4.630.287 1157 12584129 6,07 46.03 unstable
ZjuHsp100-101 XP_015892039.1 9 4.811.373 4.819.653 937 102518.19 6,48 49.05 unstable
ZjuHsp100-102 XP_015892558.1 9 5.633.189 5.637.230 446 49635.23 591 40.48 unstable
ZjuHsp100-103 XP_015893823.1 9 24.443.104  24.449.151 657 73087.82 8,20 52.98 unstable
ZjuHsp100-104 XP_015894220.1 10 2.373.919 2.375.536 396 45473.11 7,64 41.09 unstable
ZjuHsp100-105 XP_015894593.1 10 4.805.641 4.812.251 893 101570.12 9,43 43.97 unstable
ZjuHsp100-106 XP_015895161.1 10 13.513.968  13.520.173 566 61957.52 5,81 39.72 stable
ZjuHsp100-107 XP_015895162.1 10 13.513.968  13.520.173 523 57212.12 5,92 40.24 unstable
ZjuHsp100-108 XP_015895164.1 10 13.513.968  13.520.173 516 56596.53 5,57 37.78 stable
ZjuHsp100-109 XP_015895834.1 10 19.504.413  19.520.398 1032  116126.56 6,20 48.3 unstable
ZjuHsp100-110 XP_015895835.1 10 19.504.413  19.520.398 1027  115518.89 6,20 48.64 unstable
ZjuHsp100-111 XP_015895836.1 10 19.504.413  19.520.398 1010 113783.83 6,07 49.24 unstable
ZjuHsp100-112 XP_015895837.1 10 19.504.413  19.520.398 1005 113176.17 6,07 49.59 unstable
ZjuHsp100-113 XP_015895803.1 10 19.728.779  19.736.898 419 4736831 8,42 42.68 unstable
ZjuHsp100-114 XP_015895928.1 10 20.411.867  20.417.154 591 66471.28 8,31 50.71 unstable
ZjuHsp100-115 XP_015896062.1 11 760.054 767.644 953 108009.07 8,65 41.49 unstable
ZjuHsp100-116 XP_015896233.1 11 1.907.430 1.911.255 333 37021.54 7,00 36.51 unstable
ZjuHsp100-117 XP_015896261.1 11 2.210.260 2.211.277 75 8389.83 7,88 28.98 stable
ZjuHsp100-118 XP_015896397.1 11 3.111.561 3.112.577 97 11260.04 9,30 48.55 unstable
ZjuHsp100-119 XP_015896541.1 11 4.219.893 4.228.713 862 95846.10 6,86 44.68 unstable
ZjuHsp100-120 XP_015896742.1 11 9.418.529 9.425.669 580 64886.75 7,68 447 unstable
ZjuHsp100-121 XP_015896965.1 11 11.718.974  11.721.233 393 43566.95 8,42 29.96 stable
ZjuHsp100-122 XP_015897566.1 11 16.287.918  16.293.014 426 47736.13 6,03 35 stable
ZjuHsp100-123 XP_015897690.1 11 17.802.873  17.808.824 822 90803.04 6,21 49.35 unstable
ZjuHsp100-124 XP_015897830.1 11 18.787.207  18.795.918 534 58138.05 5,45 3751 stable
ZjuHsp100-125 XP_015898317.1 12 2.957.458 2.961.741 479 53721.70 6,31 37.58 stable
ZjuHsp100-126 XP_015898466.1 12 3.603.477 3.608.784 805 89594.61 5,16 44.38 unstable
ZjuHsp100-127 XP_015898864.1 12 5.906.894 5.911.330 861 95052.22 6,15 57.23 unstable
ZjuHsp100-128 XP_015899007.1 12 7.215.722 7.222.079 417 4714571 8,70 429 unstable
ZjuHsp100-129 XP_015899188.1 12 7.945.451 7.955.509 1886  209074.34 5,98 48.6 unstable
ZjuHsp100-130 XP_015899189.1 12 7.945.451 7.955.509 1886  209074.34 5,98 48.6 unstable
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Table S1.6 Continued

Physical position on Ziziphus jujuba

NCBI Accession genome Protein Mole_cular Instability ~ Stable or
ID No Start position End length weight pl index unstable
' Chr. Position (aa) (Da)
(bp) (bp)

ZjuHsp100-131 XP_015899095.1 12 8.294.530 8.301.670 663 72833.47 5,47 45.56 unstable
ZjuHsp100-132 XP_015872453.1 scaffold 1 2.306 515 55143.99 8,86 53.15 unstable
ZjuHsp100-133 XP_015869558.1 scaffold 1 5.494 665 76153.88 9,62 41.45 unstable
ZjuHsp100-134 XP_015870637.1 scaffold 1 8.943 983 108632.70 5,43 43.41 unstable
ZjuHsp100-135 XP_015869074.1 scaffold 1.106 2750 456 5174391 6,40 35.14 stable
ZjuHsp100-136 XP_015871346.1 scaffold 2.068 4774 522 59710.40 9,01 48.61 unstable
ZjuHsp100-137 XP_015869826.1 scaffold 2.994 7.832 457 50775.36 5,14 395 Stable
ZjuHsp100-138 XP_015867445.1 scaffold 4.212 6.271 287 3242123 8,25 30.16 stable
ZjuHsp100-139 XP_015867910.1 scaffold 7.037 13.559 341 3792229 5,09 42.28 unstable
ZjuHsp100-140 XP_015867911.1 scaffold 7.037 13.559 308 34184.10 5,53 42.44 unstable
ZjuHsp100-141 XP_015868454.1 scaffold 4.879 7.585 522 59710.40 9,01 48.61 unstable
ZjuHsp100-142 XP_015869116.1 scaffold 5.923 10.234 457 50791.36 5,10 39.48 stable
ZjuHsp100-143 XP_015866498.1 scaffold 13.160 18.686 432 48385.93 8,12 41.97 unstable
ZjuHsp100-144 XP_015868790.1 scaffold 14.872 16.883 507 58813.10 6,35 49.28 unstable
ZjuHsp100-145 XP_015867650.1 scaffold 21.811 25.133 681 74075.00 5,73 37.93 stable
ZjuHsp100-146 XP_015865748.1 scaffold 28.115 35.225 808 89497.07 8,70 443 unstable
ZjuHsp100-147 XP_015867936.1 scaffold 31.539 42.086 782 86971.61 6,29 36.48 stable
ZjuHsp100-148 XP_015866983.1 scaffold 31.593 45.392 1191  129345.16 6,03 40.7 unstable
ZjuHsp100-149 XP_015866984.1 scaffold 31.593 45.392 1157  125662.55 5,75 41.07 unstable
ZjuHsp100-150 XP_015868789.1 scaffold 32.453 34,516 530 61142.35 8,90 39.06 stable
ZjuHsp100-151 XP_015868575.1 scaffold 32.546 39.148 405 4541157 6,06 49.86 unstable
ZjuHsp100-152 XP_015868576.1 scaffold 32.546 39.148 396 44283.27 6,06 49.46 unstable
ZjuHsp100-153 XP_015865625.1 scaffold 56.667 65.489 857 93842.59 5,68 45.72 unstable
ZjuHsp100-154 XP_015865803.1 scaffold 67.168 71.875 240 26390.28 9,22 51.77 unstable
ZjuHsp100-155 XP_015866753.1 scaffold 94.036 98.322 479 53721.70 6,31 37.58 stable
ZjuHsp100-156 XP_015902773.1 scaffold 118.16 120.164 477 54923.78 6,46 4341 unstable
ZjuHsp100-157 XP_015902766.1 scaffold 122.608 125.114 466 53660.32 5,67 411 unstable
ZjuHsp100-158 XP_015902764.1 scaffold 135.146 137.355 519 59933.02 6,12 38.06 stable
ZjuHsp100-159 XP_015902759.1 scaffold 144914 147.123 519 59946.10 6,19 38.53 stable
ZjuHsp100-160 XP_015902929.1 scaffold 150.345 152.811 474 54302.00 8,8 40.59 unstable
ZjuHsp100-161 XP_015902580.1 scaffold 156.18 162.609 398 44624.38 8,25 37.8 stable
ZjuHsp100-162 XP_015902765.1 scaffold 158.243 160.29 515 59400.41 5,83 38.97 stable
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Table S2.1 Targeted ZjusHsp genes and their targeting miRNAs.

miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR156h ZjusHsp-55 50 -1.0 GUAAGAUGGCUGAUGCUAUGG CCAUAUCAUCAGCCAGCUCAA
ath-miR156i ZjusHsp-28 50 -1.0 UGGCCGUUGGUAGAGUAGGAGA UUUCUUCAUUUACCAAUGGCUU
ath-miR156j ZjusHsp-08 50 -1.0 UGGCCGUUGGUAGAGUAGGAGA ACACCAGCUUUGUCAAUGGCUU
ath-miR157a-3p ZjusHsp-58 50 -1.0 UGUUAUGAUCUGCUUCUCAUC CAUCGCAAGCUGAUCAUAAUG
ath-miR157a-5p ZjusHsp-58 50 -1.0 UGUUAUGAUCUGCUUCUCAUC CAUCGCAAGCUGAUCAUAAUG
ath-miR157b-3p ZjusHsp-39 50 -1.0 UGACAGAAGAAAGAGAGCAC GUUUUUUUUUUUUUUUGUUU
ath-miR157b-5p ZjusHsp-40 50 -1.0 UGACAGAAGAAAGAGAGCAC GUGUUGUGUUUUUUCGGUCA
ath-miR157¢-5p ZjusHsp-02 50 -1.0 UGACAGAAGAGAGAGAGCAG AUGCUUUUUUUUUUUUGGCU
ath-miR157d ZjusHsp-02 50 -1.0 UGACAGAAGAGAGAGAGCAC AUGCUUUUUUUUUUUUGGCU
ath-miR158a-3p ZjusHsp-45 50 -1.0 GCUCUCUAGCCUUCUGUCAUC AAUGACAUAAGGGUGGAGGUC
ath-miR158a-5p ZjusHsp-26 50 -1.0 UGACAGAAGAUAGAGAGCAC GUUCUUUUUAUUUUUUUUUA
ath-miR158b ZjusHsp-59 45 -1.0 UGACAGAAGAGAGAGAGCAC uuucucucucucuuuuuuuu
ath-miR160c-3p ZjusHsp-12 45 -1.0 UCCCAAAUGUAGACAAAGCA UUCUCUCUCGACAUUUGGGA
ath-miR162a-5p ZjusHsp-25 45 -1.0 UCCCAAAUGUAGACAAAGCA UUCUCUCUCGACAUUUGGGA
ath-miR162b-5p ZjusHsp-24 45 -1.0 UCCCAAAUGUAGACAAAGCA GUCUCUCUCAACAUUUGGGA
ath-miR163 ZjusHsp-27 50 -1.0 UGACAGAAGAUAGAGAGCAC CUGGUCUCUAUCAUCUCUCU
ath-miR164a ZjusHsp-66 50 -1.0 UCCCAAAUGUAGACAAAGCA UGUUUGAUUUACGUUUGGAA
ath-miR164b-5p ZjusHsp-21 50 -1.0 UCCCAAAUGUAGACAAAGCA UUCUCUCUCGACGUUUGGGA
ath-miR164c-5p ZjusHsp-17 50 -1.0 UCCCAAAUGUAGACAAAGCA UUCUCUCUCGACGUUUGGGA
ath-miR165a-3p ZjusHsp-41 40 -1.0 CUUUGUCUACAAUUUUGGAAA CUUCCUGGAUUGAAGACAGAG
ath-miR165b ZjusHsp-58 40 -1.0 UCGGACCAGGCUUCAUCCCCC GAGAGAGGAAACCUGGUUCGA
ath-miR166a-3p ZjusHsp-47 45 -1.0 CCCCAAAUGUAGACAAAGCA GGUUUCAUCUAUAUUUGGUG
ath-miR166b-3p ZjusHsp-44 45 -1.0 CGUACAAGGAGUCAAGCAUGA GCAUGGUCGACUGUUUGUGCG
ath-miR166¢ ZjusHsp-43 45 -1.0 CGUACAAGGAGUCAAGCAUGA GCAUGGUCGACUGUUUGUGCG
ath-miR166d ZjusHsp-42 45 -1.0 CGUACAAGGAGUCAAGCAUGA GCAUGGUCGACUGUUUGUGCG
ath-miR166e-3p ZjusHsp-62 45 -1.0 UGGAGGCAGCGGUUCAUCGAUC UUCCAAUGGAUCAUUGCUUCCA
ath-miR166f ZjusHsp-62 45 -1.0 UGGAGGCAGCGGUUCAUCGAUC UUCCAAUGGAUCAUUGCUUCCA
ath-miR1669 ZjusHsp-58 45 -1.0 UCGGACCAGGCUUCAUUCCCC GAGAGAGGAAACCUGGUUCGA
ath-miR167a-5p ZjusHsp-07 50 -1.0 CUUUGUCUACAAUUUUGGAAA GAUCCGAAGUGGUGGAAAGAG
ath-miR167b ZjusHsp-06 50 -1.0 CUUUGUCUACAAUUUUGGAAA GAUCCGAAGUGGUGGAAAGAG
ath-miR167c-5p ZjusHsp-26 50 -1.0 UUGAAGAGGACUUGGAACUUCGAU UUGUGCUUUCUAAGUUCUUUUUAU
ath-miR167d ZjusHsp-45 50 -1.0 UGGAGAAGCAGGGCACGUGCG CUCAAAUGCCCUGGUUCUGCA
ath-miR172a ZjusHsp-48 35 -1.0 UGUUAUGAUCUGCUUCUCAUC AACGAGGAGCGGAUCCUAACA
ath-miR172b-3p ZjusHsp-07 35 -1.0 AGAAUCUUGAUGAUGCUGCAU UAGCAGCGUUAUUAGUAUUCU
ath-miR172c ZjusHsp-06 35 -1.0 AGAAUCUUGAUGAUGCUGCAU UAGCAGCGUUAUUAGUAUUCU
ath-miR172d-3p ZjusHsp-06 35 -1.0 AGAAUCUUGAUGAUGCUGCAG UAGCAGCGUUAUUAGUAUUCU
ath-miR172e-3p ZjusHsp-58 40 -1.0 UCGGACCAGGCUUCAUCCCCC GAGAGAGGAAACCUGGUUCGA
ath-miR1886.1 ZjusHsp-07 40 -1.0 GGAAUCUUGAUGAUGCUGCAU UAGCAGCGUUAUUAGUAUUCU
ath-miR1886.2 ZjusHsp-02 50 -1.0 UGAAGCUGCCAGCAUGAUCUA CGGAGCCUGCUAGGAGCUUCA
ath-miR1888a ZjusHsp-02 50 -1.0 UGAAGCUGCCAGCAUGAUCUA CGGAGCCUGCUAGGAGCUUCA
ath-miR2933a ZjusHsp-42 50 -1.0 UAAGCUGCCAGCAUGAUCUUG UCAGAUCCAGCUGGCCGUUUG
ath-miR2933b ZjusHsp-43 50 -1.0 UAAGCUGCCAGCAUGAUCUUG UCAGAUCCAGCUGGCCGUUUG
ath-miR2934-3p ZjusHsp-44 50 -1.0 UAAGCUGCCAGCAUGAUCUUG UCAGAUCCAGCUGGCCGUUUG
ath-miR2937 ZjusHsp-02 50 -1.0 UGAAGCUGCCAGCAUGAUCUGG ACGGAGCCUGCUAGGAGCUUCA
ath-miR3434-5p ZjusHsp-10 50 -1.0 UGAGAUGAAAUCUUUGAUUGG CCAUUCAAGGAUUUCCUUUUC
ath-miR3440b-3p ZjusHsp-39 50 -1.0 UAAGUUAAGAUUUGUGAAGAA UACAUGACAGAUCCUAGUUUA
ath-miR390a-5p ZjusHsp-55 40 -1.0 UGAGAGAAGUGAGAUGAAAUC AUUUUUAUUUUAUUUUUUUCU
ath-miR390a-5p ZjusHsp-39 50 -1.0 AUAAGAGCUGUUGAAGGAGUC UAUUCCUCCAGCAACUCUGAU
ath-miR391-5p ZjusHsp-33 50 -1.0 CAUCCAAGGUGUUUGUAGAAA UCUCUUCGGACAUCUGGGAUC
ath-miR3932a ZjusHsp-58 45 -1.0 UCGGACCAGGCUUCAUUCCCC GAGAGAGGAAACCUGGUUCGA
ath-miR3932b-3p ZjusHsp-58 45 -1.0 UCGGACCAGGCUUCAUUCCCC GAGAGAGGAAACCUGGUUCGA
ath-miR3932b-5p ZjusHsp-39 50 -1.0 AUAAGAGCUGUUGAAGGAGUC UAUUCCUCCAGCAACUCUGAU
ath-miR393a-5p ZjusHsp-09 50 -1.0 ACUUGGCUGAUUCUAUUAUU AAAAGGAGAAGCAGCCAAGC
ath-miR393b-5p ZjusHsp-17 50 -1.0 UGGAUUGGUCAAGGGAAGCGU AUGUUUGCUUUGAUUAACUCA
ath-miR394a ZjusHsp-08 50 -1.0 AAGCUCAGGAGGGAUAGCGCC GCUGCUUUCCCUCUUCAACUU
ath-miR394b-5p ZjusHsp-08 50 -1.0 AAGCUCAGGAGGGAUAGCGCC GCUGCUUUCCCUCUUCAACUU
ath-miR395a ZjusHsp-57 50 -1.0 UUCGCAGGAGAGAUAGCGCCA UCGAGCUGUCUUUUGUGUGGA
ath-miR395b ZjusHsp-33 50 -1.0 UUGGCAUUCUGUCCACcUCC GGAGGAGGGCAGAGUGCUCC
ath-miR395¢ ZjusHsp-34 50 -1.0 CUGAAGUGUUUGGGGGAACUC GGAUGCUUCCAGAUACUUCAA
ath-miR395d ZjusHsp-34 50 -1.0 CUGAAGUGUUUGGGGGGACUC GGAUGCUUCCAGAUACUUCAA
ath-miR395e ZjusHsp-34 50 -1.0 CUGAAGUGUUUGGGGGGACUC GGAUGCUUCCAGAUACUUCAA
ath-miR395f ZjusHsp-34 50 -1.0 CUGAAGUGUUUGGGGGAACUC GGAUGCUUCCAGAUACUUCAA
ath-miR396a-5p ZjusHsp-34 50 -1.0 CUGAAGUGUUUGGGGGAACUC GGAUGCUUCCAGAUACUUCAA
ath-miR396b-3p ZjusHsp-36 50 -1.0 CUGAAGUGUUUGGGGGGACUC GGAUGCUUCCAGAUACUUCAA
ath-miR396b-5p ZjusHsp-28 45 -1.0 UUCCACAGCUUUCUUGAACUG AAGGAUAAGGAAGCCGUGGAA
ath-miR398c-5p ZjusHsp-04 50 -1.0 UUCCACAGCUUUCUUGAACUG CAGU--GAGAAAGUUGUGGAA
ath-miR403-3p ZjusHsp-05 50 -1.0 UUCCACAGCUUUCUUGAACUG CAGU--GAGAAAGUUGUGGAA
ath-miR403-5p ZjusHsp-17 50 -1.0 GCUCAAGAAAGCUGUGGGAAA UUUCCCUGAGCUUUCUAGGGA
ath-miR406 ZjusHsp-22 50 -1.0 GCUCAAGAAAGCUGUGGGAAA UCUUCCAGAGUUUUCUAGGGA
ath-miR408-5p ZjusHsp-14 40 -1.0 AAGCUCAGGAGGGAUAGCGCC AAAGCCGUCCUUCCUGGGUUU
ath-miR414 ZjusHsp-23 50 -1.0 GCUCAAGAAAGCUGUGGGAAA UCUUCCAGAGUUUUCUAGGGA
ath-miR415 ZjusHsp-18 45 -1.0 GCUCAAGAAAGCUGUGGGAAA UUUCCCAGAGUUUUCUAGGGA
ath-miR4221 ZjusHsp-13 50 -1.0 UUAGAUUCACGCACAAACUCG UGCAUCUGUGCGAGAGUCUAA
ath-miR4228-3p ZjusHsp-56 50 -1.0 UGUUUUGUGCUUGAAUCUAAUU AUCAAGGUUCAAGUGGAGGACA
ath-miR4239 ZjusHsp-12 50 -1.0 UAGAAUGCUAUUGUAAUCCAG UGCAAAUACGAUAGCGUUUUG
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miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR4243 ZjusHsp-39 50 -1.0 UCGGAUGCGAAACGGUGGUGU UUGUCACAGUU-CGCAUCCGA
ath-miR4245 ZjusHsp-57 50 -1.0 UUUGUUAUUUUCGCAUGCUCC CAAGUAUGUGAGAAUGGAGAG
ath-miR426 ZjusHsp-37 50 -1.0 UUUGUUAUUUUCGCAUGCUCC CUGGGAUGCGAAGGAGACAGA
ath-miR447a.2-3p ZjusHsp-04 45 -1.0 UUCCACAGCUUUCUUGAACUU GACAGUGAGAAAGUUGUGGAA
ath-miR472-5p ZjusHsp-34 50 -1.0 UUUGUUAUUUUCGCAUGCUCC CUGGGAUGCGAAGGAGACAGA
ath-miR5012 ZjusHsp-35 50 -1.0 UUUGUUAUUUUCGCAUGCUCC CUGGGAUGCGAAGGAGACAGA
ath-miR5014a-3p ZjusHsp-06 35 -1.0 AGAAUCUUGAUGAUGCUGCAG UAGCAGCGUUAUUAGUAUUCU
ath-miR5014a-5p ZjusHsp-55 50 -1.0 UUGAAAUUGUAGAUUUCGUAC CAACGAAAUUUGAACUUUUGA
ath-miR5015 ZjusHsp-70 50 -1.0 AUGGUCGAAGUAGGCAAAAUC CGUUUUCCCGACUUCGACGAC
ath-miR5016 ZjusHsp-29 50 -1.0 UUUUACUGCUACUUGUGUUCC GAAACAGGAGAAGCAGCAGAA
ath-miR5017-5p ZjusHsp-50 45 -1.0 UUUUGGAAAUUUGUCCUUACG CUUAAUGGCAGGUUUCAAAAG
ath-miR5019 ZjusHsp-29 40 -1.0 UUGGUGUUAUGUGUAGUCUUC CAAGAUUACACACAACUCCAG
ath-miR5020a ZjusHsp-37 50 -1.0 ACACUUAGUUUUGUACAACAU AUGUUGAGUAAAAUUGGCUGU
ath-miR5020c ZjusHsp-08 50 -1.0 UUGGUGUUAUGUGUAGUCUUC GCAAGCAACGCAGAACAUCAA
ath-miR5021 ZjusHsp-64 50 -1.0 UUCUUGUGGAUUCCUUGGAAA AUUUCGAGGGUUUUAUGAGAA
ath-miR5023 ZjusHsp-63 50 -1.0 UUCUUGUGGAUUCCUUGGAAA AUUUCGAGGGUUUUAUGAGAA
ath-miR5025 ZjusHsp-01 45 -1.0 UUCUUGUGGAUUCCUUGGAAA UAUCAAAGGAGAGCACAAGAA
ath-miR5028 ZjusHsp-09 45 -1.0 AUUUGUUACUAAUUUGGAAUG GCAACCGAAUGGGUAACAAAU
ath-miR5029 ZjusHsp-60 50 -1.0 UUCUUGUGGAUUCCUUGGAAA AUUUCGAGGGUUUUAUGAGAA
ath-miR5631 ZjusHsp-59 50 -1.0 UGGCAUGGAAGAAGGUGAGAC UUUUUUUUUUUUUCCAUUCCA
ath-miR5632-5p ZjusHsp-55 40 -1.0 UGAGAAGAAGAAGAAGAAAA AUUUUAUUUUUUUCUUUUUG
ath-miR5633 ZjusHsp-39 50 -1.0 UGAGAAGAAGAAGAAGAAAA UuuuuUuUuUGUUUUUUUUUUuuU
ath-miR5634 ZjusHsp-26 50 -1.0 UGAGAAGAAGAAGAAGAAAA UAUUUUUUUUUAUUUUUUCA
ath-miR5637 ZjusHsp-12 50 -1.0 AAUGAGAGAGAACACUGCAAA GGUUCAUUGUUCUUUUUUGUA
ath-miR5640 ZjusHsp-40 50 -1.0 UGGCAGGAAAGACAUAAUUUU UGUGUUGUGUUUUUUCGGUCA
ath-miR5641 ZjusHsp-59 50 -1.0 UAUGAUCAUCAGAAAACAGUG GUGAGUUUUUUGGUCAUUAUA
ath-miR5645¢ ZjusHsp-58 40 -1.0 UGGAAGAAGAUGAUAGAAUUA UUAUUUUUUUAUUUUUUUUUA
ath-miR5648-5p ZjusHsp-24 50 -1.0 AGGGACUUUGUGAAUUUAGGG ACUUGAAUUUACGAAGUUCGA
ath-miR5649a ZjusHsp-58 50 -1.0 UGAGAGAAGGAAUUAGAUUCA AAUUUCAAAUUCUUUUUUUUA
ath-miR5649b ZjusHsp-59 50 -1.0 UUUGGAAAUAUUUGGCUUGACU UUCCAUUCCAAAUAAUUUCGAG
ath-miR5650 ZjusHsp-06 50 -1.0 AUUGAAUAUGUUGGUUACUAU GCAGUGAACAAUUUCUUCAAU
ath-miR5653 ZjusHsp-19 50 -1.0 AUUGAAUAUGUUGGUUACUAU CCAGAAGCCCAUGUAUUCAAG
ath-miR5655 ZjusHsp-07 50 -1.0 AUUGAAUAUGUUGGUUACUAU GCAGUGAACAAUUUCUUCAAU
ath-miR5658 ZjusHsp-31 50 -1.0 UUGUUUUGGAUCUUAGAUACA AAUGUCUAUGAUUCGGAACGU
ath-miR5662 ZjusHsp-28 50 -1.0 UGGGUUGAGUUGAGUUGAGUUGGC UCCGUCUCAGCUCAGCUGGGCUCU
ath-miR5997 ZjusHsp-27 50 -1.0 UGGGUUGAGUUGAGUUGAGUUGGC UCCGUCUCAGCUCAGCUGGGCUCU
ath-miR5998a ZjusHsp-29 50 -1.0 UGGGUUGAGUUGAGUUGAGUUG AUGGUUGGCUCAUCUCAGCCUA
ath-miR5998b ZjusHsp-14 50 -1.0 AAGUAGACACAUAAGAAGGAG UGUCUUUUUAUUUAUUUAUUU
ath-miR773a ZjusHsp-62 50 -1.0 AAGUAGACACAUAAGAAGGAG UGGCUUAUUAUGAGUCUUCUU
ath-miR773b-3p ZjusHsp-31 50 -1.0 AGAGGUGACCAUUGGAGAUG CUUCUUUAAUCGUCACCUGU
ath-miR777 ZjusHsp-59 45 -1.0 UGAGAGAAGGAAUUAGAUUCA AAAAUUGAAUUUCUAUUUUCA
ath-miR778 ZjusHsp-51 50 -1.0 UGAAACCAAGUAGCUAAAUAG AUAUUGAUCUAAAUGGUUUCA
ath-miR779.1 ZjusHsp-19 50 -1.0 ACAGUUUGUGUUUUGUUUUGU AAAAAACAAAACACAAGUCUG
ath-miR779.2 ZjusHsp-07 50 -1.0 UGGCUUGGUUUAUGUACACCG CGUUGGAAAUGAGCCGAGCCG
ath-miR780.2 ZjusHsp-06 50 -1.0 UGGCUUGGUUUAUGUACACCG CGUUGGAAAUGAGCCGAGCCG
ath-miR781a ZjusHsp-37 50 -1.0 UUCUGCUAUGUUGCUGCUCAU GAGGGUAUCAGUGGAGCAGAA
ath-miR781b ZjusHsp-58 50 -1.0 UUCUUCGUGAAUAUCUGGCAU CAGCCAGAUAAUCGUGCAGAU
ath-miR782 ZjusHsp-66 45 -1.0 UUUGAUUCCAGCUUUUGUCUC AAGAUCAAGGCUGAGGUCAAA
ath-miR8121 ZjusHsp-15 50 -1.0 UUAGAGUUUUCUGGAUACUUA AUUUUCUCCGGAAAACUCUGC
ath-miR8167a ZjusHsp-09 40 -1.0 UUUGCUUCCAGCUUUUGUCUC AGCAAAGAAGUUGGAAGCAAU
ath-miR8167b ZjusHsp-04 40 -1.0 AGAUGUGGAGAUCGUGGGGAUG CAACCCCACGAUCUCAAAAUCC
ath-miR8167c ZjusHsp-04 40 -1.0 AGAUGUGGAGAUCGUGGGGAUG CAACCCCACGAUCUCAAAAUCC
ath-miR8167d ZjusHsp-05 40 -1.0 AGAUGUGGAGAUCGUGGGGAUG CAACCCCACGAUCUCAAAAUCC
ath-miR8167e ZjusHsp-04 40 -1.0 AGAUGUGGAGAUCGUGGGGAUG CAACCCCACGAUCUCAAAAUCC
ath-miR8167f ZjusHsp-04 40 -1.0 AGAUGUGGAGAUCGUGGGGAUG CAACCCCACGAUCUCAAAAUCC
ath-miR8168 ZjusHsp-31 50 -1.0 UUAGAGUUUUCUGGAUACUUA UAGGUUGCCGGAGAACGCUAA
ath-miR8169 ZjusHsp-03 50 -1.0 UUAGAGUUUUCUGGAUACUUA AUUUUCUCCGGAAAACUCUGC
ath-miR8170-3p ZjusHsp-28 50 -1.0 AAAGUAUAAUGGUUUAGUGGUUUG GUAGCC-UAGAAUCAUUAUAUUUU
ath-miR8170-5p ZjusHsp-30 45 -1.0 UACGCAUUGAGUUUCGUUGCUU UUCCAACUAUAUUUGGUGCGUA
ath-miR8177 ZjusHsp-43 50 -1.0 AGGUGCUGAGUGUGCUAGUGC GGGUUGGCAUGCUCAACGUCU
ath-miR8178 ZjusHsp-44 50 -1.0 AGGUGCUGAGUGUGCUAGUGC GGGUUGGCAUGCUCAACGUCU
ath-miR8179 ZjusHsp-16 50 -1.0 AUAGACAGAGUCACUCACAGA GCUGAGAGUGGUU-UGUCUAU
ath-miR8182 ZjusHsp-28 50 -1.0 UUGCUUAAAGAUUUUCUAUGU AAGAAGAGAGUGUUUGAGCAA
ath-miR8183 ZjusHsp-41 50 -1.0 UUGCUUAAAGAUUUUCUAUGU UGAUGGAGAUUUUCUAAGUAA
ath-miR822-3p ZjusHsp-26 45 -1.0 ACAAACACCUUGGAUGUUCUU UCGAAAAACCAAUGUGUUUGA
ath-miR822-5p ZjusHsp-15 50 -1.0 GUGUGAUGAUGUGUCAUUUAUA UUCCAAUCACACAUUAGCACAG
ath-miR824-3p ZjusHsp-23 50 -1.0 UAACAGAGUAAUUGUACAGUG GUUUUUGUAGUUGUUCUGUUU
ath-miR826a ZjusHsp-43 45 -1.0 AUAGCAAAUCGAUAAGCAAUG AGUUGCAUGUCGAAAUGCUAU
ath-miR826b ZjusHsp-25 50 -1.0 CCUUCUCAUCGAUGGUCUAGA UCCAGAUCAGCGGUGAGAGGA
ath-miR827 ZjusHsp-33 50 -1.0 UGGUUUUGGACACGUGAAAAU AAGCCCAUGUGUUCAAAGCCG
ath-miR829-3p.2 ZjusHsp-03 50 -1.0 UGGUUUUGGACACGUGAAAAU AAGCUCAUGUGUUCAAGGCCU
ath-miR829-5p ZjusHsp-40 45 -1.0 UAACAGAGUAAUUGUACAGUG AUGUGUGCAUUUGCUUUGUUG
ath-miR830-3p ZjusHsp-50 50 -1.0 UGGUUUUGGACACGUGAAAAU UUUCCCAGGUGUUCGAAGUCA
ath-miR830-5p ZjusHsp-49 50 -1.0 UGGUUUUGGACACGUGAAAAU UUUCCCAGGUGUUCGAAGUCA
ath-miR831-3p ZjusHsp-54 45 -1.0 UUGUGUUGCGUUUCUGUUGAUU UUUCAACCGAAAGGGAAUACAA
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miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR831-5p ZjusHsp-14 50 -1.0 CAAAUUAAAGCUUCAAGGUAG UAACUUUGAAGUGAUGGUUUG
ath-miR832-3p ZjusHsp-07 45 -1.0 UAGUCCGGUUUUGGAUACGUG CAUGCAUUCAGAACCGAAUUA
ath-miR833a-5p ZjusHsp-11 50 -1.0 CAAAUUAAAGCUUCAAGGUAG UAACUUUGAAGUGAUGGUUUG
ath-miR833b ZjusHsp-45 50 -1.0 UAACUAUUUUGAGAAGAAGUG AUCUGCUUCUCAAUCUAGUUU
ath-miR834 ZjusHsp-02 45 -1.0 ACUUUGAAGCUUUGAUUUGAA UGGAAGUUGAGGAUUCAAAGU
ath-miR835-3p ZjusHsp-14 50 -1.0 UCUUCUCCAAAUAGUUUAGGUU UCGUUGAAAUUUCUGGAGAAGA
ath-miR835-5p ZjusHsp-11 50 -1.0 UCUUCUCCAAAUAGUUUAGGUU UCGUUGAAAUUUCUGGAGAAGA
ath-miR836 ZjusHsp-09 50 -1.0 UGUUUGUUGACAUCGGUCUAG GCCUACCGGUGUCAAUAGCCA
ath-miR837-3p ZjusHsp-57 50 -1.0 UGUUUGUUGACAUCGGUCUAG CAUGAUCGAUGCCAACGAAGA
ath-miR837-5p ZjusHsp-64 50 -1.0 AAACGAACAAAAAACUGAUGG UGGCCAGUUAUUUGUUCGUGU
ath-miR838 ZjusHsp-63 50 -1.0 AAACGAACAAAAAACUGAUGG UGGCCAGUUAUUUGUUCGUGU
ath-miR840-3p ZjusHsp-42 40 -1.0 UUUUCUUCUACUUCUUGCACA UGUUCAGCAAGAAGAAGAAAA
ath-miR841b-3p ZjusHsp-44 50 -1.0 UUUUCUUCUACUUCUUGCACA AGAAGAAGAAGAAGAAGAAGA
ath-miR844-5p ZjusHsp-42 50 -1.0 UUUUCUUCUACUUCUUGCACA AGAAGAAGAAGGAGAAGAAGA
ath-miR846-3p ZjusHsp-42 50 -1.0 UUUUCUUCUACUUCUUGCACA AGAAGAAGAAGAAGAAGAAGA
ath-miR847 ZjusHsp-14 45 -1.0 AAACGAACAAAAAACUGAUGG AUAUCAAUUUUUUGUCUUUUU
ath-miR849 ZjusHsp-57 50 -1.0 UUUUCUUCUACUUCUUGCACA GCGGCGAGAGGAAGAGGGAAG
ath-miR850 ZjusHsp-72 50 -1.0 UGGUAAGAUUGCUUAUAAGCU AGAUUUUGAGCCAUUUUGCCA
ath-miR854a ZjusHsp-29 50 -1.0 UUGAAUUGAAGUGCUUGAAUU GGUGAAAGCAAUUCACUUCAA
ath-miR854b ZjusHsp-37 50 -1.0 UAACUAAACAUUGGUGUAGUA CUCCACAUUAAUGUUGAGUAA
ath-miR854c ZjusHsp-35 50 -1.0 UAACUAAACAUUGGUGUAGUA CUCCACAUUAAUGUUGAGUAA
ath-miR854d ZjusHsp-10 50 -1.0 GAUGAGGAUAGGGAGGAGGAG CCCUUCCUCUCUAUCCACCUA
ath-miR854e ZjusHsp-13 50 -1.0 GAUGAGGAUAGGGAGGAGGAG CCCUUCCUCUCUAUCCACCUA
ath-miR855 ZjusHsp-43 45 -1.0 AUCAGUUUCUUGUUCGUUUCA UGAAGCAGAUAAGCAACUGGU
ath-miR857 ZjusHsp-13 50 -1.0 GAUGAGGAUAGGGAGGAGGAG CCCUUCCUCUCUAUCCACCUA
ath-miR858a ZjusHsp-41 45 -1.0 UUUUCUUCUACUUCUUGCACA GUAGCAAGAAGGAAGAGAAAA
ath-miR858b ZjusHsp-13 50 -1.0 GAUGAGGAUAGGGAGGAGGAG CCCUUCCUCUCUAUCCACCUA
ath-miR860 ZjusHsp-13 50 -1.0 GAUGAGGAUAGGGAGGAGGAG CCCUUCCUCUCUAUCCACCUA
ath-miR863-3p ZjusHsp-10 50 -1.0 GAUGAGGAUAGGGAGGAGGAG CCCUUCCUCUCUAUCCACCUA
ath-miR863-5p ZjusHsp-10 50 -1.0 UUUUGUAUGUUGAAGGUGUAU UCAUAUUUUCAAUAAAAAAAA
ath-miR869.1 ZjusHsp-66 50 -1.0 UUCGUUGUCUGUUCGACCUUG GACGGUUCAGCAGAUGAUGGA
ath-miR869.2 ZjusHsp-56 50 -1.0 UUAUGUCUUGUUGAUCUCAAU GCUGAUAUCGAUAAGAUAUCG
ath-miR870-3p ZjusHsp-58 50 -1.0 AUGAAUUUGGAUCUAAUUGAG UUAAGUUUGUUCUAGAUUCAU
ath-miR870-5p ZjusHsp-49 50 -1.0 AUUGGUUCAAUUCUGGUGUUG GGAAAACAAAAUUGAACUAAA
atr-miR172 ZjusHsp-42 40 -1.0 UUUUCUUCUACUUCUUGCACA UGUUCAGCAAGAAGAAGAAAA
atr-miR390.2 ZjusHsp-66 40 -1.0 UCACUCCUCUUCUUCUUGAUG AAUGGAGAAGAGGAGGAAUGG
atr-miR396d ZjusHsp-07 40 -1.0 GGAAUCUUGAUGAUGCUGCA AGCAGCGUUAUUAGUAUUCU
atr-miR8551 ZjusHsp-14 40 -1.0 AAGCUCAGGAGGGAUAGCGCC AAAGCCGUCCUUCCUGGGUUU
atr-miR8590 ZjusHsp-28 40 -1.0 CUCCACGGCUUUCUUGAACUU AAGGAUAAGGAAGCCGUGGAA

Table S2.2 Targeted ZjuHsp40 genes and their targeting miRNAs.

miRNA_Acc. Target_ Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR156b-5p ZjuHsp40-145 5.0 -1.0 UGACAGAAGAGAGUGAGCAC CUGCAC-UUuCUCuuUCuUGUUC
ath-miR156¢-3p ZjuHsp40-150 5.0 -1.0 GCUCACUGCUCUAUCUGUCAGA GGCGGCGAAUGGAGUGGUGGGA
ath-miR156¢-5p ZjuHsp40-52 5.0 -1.0 UGACAGAAGAG-AGUGAGCAC GUGCUCACUUCUAUUCUGUUA
ath-miR157a-3p ZjuHsp40-101 4.0 -1.0 GCUCUCUAGCCUUCUGUCAUC AAGUACAGGAGGCGAGGGAGC
ath-miR157b-3p ZjuHsp40-101 4.0 -1.0 GCUCUCUAGCCUUCUGUCAUC AAGUACAGGAGGCGAGGGAGC
ath-miR157¢c-3p ZjuHsp40-20 5.0 -1.0 GCUCUCUAUACUUCUGUCACC CAAAACAUAAGUAAAGGGAGC
ath-miR164c-3p ZjuHsp40-78 5.0 -1.0 CACGUGUUCUACUACUCCAAC AAGGGAGUAGUAGUGCAUUUG
ath-miR164c-5p ZjuHsp40-37 40 -1.0 UGGAGAAGCAGGGCACGUGCG CAUACGUGUCCUACUUCUCUU
ath-miR167c-5p ZjuHsp40-101 50 -1.0 UAAGCUGCCAGCAUGAUCUUG GUGGAGUAUGCUGGUGACUUG
ath-miR168b-3p ZjuHsp40-66 5.0 -1.0 CCCGUCUUGUAUCAACUGAAU AUGGAGGUGAGACAAGGCGGG
ath-miR169a-3p ZjuHsp40-106 4.0 -1.0 GGCAAGUUGUCCUUGGCUAC GGAGGAGAGGGCAAUUUGCC
ath-miR169g-3p ZjuHsp40-26 4.0 -1.0 UCCGGCAAGUUGACCUUGGCU UACCAAGUUCAGCUUGCUGUU
ath-miR169h ZjuHsp40-109 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR169i ZjuHsp40-109 50 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR169j ZjuHsp40-109 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR169k ZjuHsp40-109 50 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR169I ZjuHsp40-109 50 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR169m ZjuHsp40-109 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR169n ZjuHsp40-109 50 -1.0 UAGCCAAGGAUGACUUGCCUG CGGCUUCGUCAUCCUGGGCUA
ath-miR170-5p ZjuHsp40-143 50 -1.0 UAUUGGCCUGGUUCACUCAGA UUUGGAUGUAUUGGGUCAAUA
ath-miR171b-5p ZjuHsp40-109 50 -1.0 AGAUAUUAGUGCGGUUCAAUC CUUAGAUCUGCAUUUAUGUCU
ath-miR171c-3p ZjuHsp40-55 5.0 -1.0 UUGAGCCGUGCCAAUAUCACG AUUAAUAUUGGGGCAGCUCAG
ath-miR172b-5p ZjuHsp40-103 4.0 -1.0 GCAGCACCAUUAAGAUUCAC GUGAAUGUUGAAGGUGCUGA
ath-miR172c ZjuHsp40-29 40 -1.0 AGAAUCUUGAUGAUGCUGCAG CUGUGGCUUCAGCAAGAUUUU
ath-miR172e-5p ZjuHsp40-103 4.0 -1.0 GCAGCACCAUUAAGAUUCAC GUGAAUGUUGAAGGUGCUGA
ath-miR173-3p ZjuHsp40-26 5.0 -1.0 UGAUUCUCUGUGUAAGCGAAA UUACACCUUCACAGAGAAUUA
ath-miR173-5p ZjuHsp40-72 4.0 -1.0 UUCGCUUGCAGAGAGAAAUCAC UGCUCUUCUCUUUGGAAGCGAA
ath-miR1886.1 ZjuHsp40-114 2.0 -1.0 UGAGAGAAGUGAGAUGAAAUC GUUUUCUUCUCACUUCUCUUU
ath-miR2111b-3p ZjuHsp40-103 50 -1.0 AUCCUCGGGAUACAGUUUACC AAAGAACUUUAUCUCGGGGAA
ath-miR2111b-5p ZjuHsp40-96 5.0 -1.0 UAAUCUGCAUCCUGAGGUUUA CAAUUCUCGGGAUGCCGAUGA
ath-miR3434-3p ZjuHsp40-74 5.0 -1.0 UCAGAGUAUCAGCCAUGUGA UGAAGUGGCUGAUGUGCUGA
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miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR3440b-3p ZjuHsp40-104 4.0 -1.0 UGGAUUGGUCAAGGGAAGCGU UAGCUGCCCUUGAACAAACCA
ath-miR390b-3p ZjuHsp40-156 5.0 -1.0 CGCUAUCCAUCCUGAGUUCC UGGAAUCAGGAGGGAUGGUC
ath-miR390b-5p ZjuHsp40-104 3.0 -1.0 AAGCUCAGGAGGGAUAGCGCC AGAGUUCUUCCUCCUGGGCUU
ath+A64:1.225-miR403-5p  ZjuHsp40-68 5.0 -1.0 UGUUUUGUGCUUGAAUCUAAUU UCCUAAAUUCAACCAUAGGGUA
ath-miR405a ZjuHsp40-78 40 -1.0 AUGAGUUGGGUCUAACCCAUAACU CACCAAGGCCUAGGUCUAACUCAU
ath-miR405b ZjuHsp40-78 40 -1.0 AUGAGUUGGGUCUAACCCAUAACU CACCAAGGCCUAGGUCUAACUCAU
ath-miR405d ZjuHsp40-78 40 -1.0 AUGAGUUGGGUCUAACCCAUAACU CACCAAGGCCUAGGUCUAACUCAU
ath-miR406 ZjuHsp40-17 4.0 -1.0 UAGAAUGCUAUUGUAAUCCAG GUGGAUUACUAUAGCAUAUUG
ath-miR407 ZjuHsp40-106 5.0 -1.0 UUUAAAUCAUAUACUUUUGGU UCCGGAAGUAUGUGAAUAAGA
ath-miR408-3p ZjuHsp40-41 50 -1.0 AUGCACUGCCUCUUCCCUGGC AAUAGAAAAGAGGCAGUGGAA
ath-miR4245 ZjuHsp40-87 5.0 -1.0 ACAAAGUUUUAUACUGACAAU CCUGUCAGUGCGUAGUUUUGU
ath-miR5014a-3p ZjuHsp40-74 5.0 -1.0 UUGUACAAAUUUAAGUGUACG GCUUCUCUAAAAUUUGUAAAA
ath-miR5017-3p ZjuHsp40-151 4.0 -1.0 UUAUACCAAAUUAAUAGCAAA GAUGAAAUCAAUUUGGUAUAU
ath-miR5022 ZjuHsp40-31 5.0 -1.0 GUCAUGGGGUAUGAUCGAAUG UUUUCGAGCACACCUUAUCAC
ath-miR5595a ZjuHsp40-89 5.0 -1.0 ACAUAUGAUCUGCAUCUUUGC UAGAAGAUGAAGGCUGUAUGU
ath-miR5635a ZjuHsp40-93 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG UUUCUUGAACAUUCCUUAAAA
ath-miR5635b ZjuHsp40-93 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG UUUCUUGAACAUUCCUUAAAA
ath-miR5635¢ ZjuHsp40-93 40 -1.0 UGUUAAGGAGUGUUAACGGUG UUUCUUGAACAUUCCUUAAAA
ath-miR5635d ZjuHsp40-93 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG UUUCUUGAACAUUCCUUAAAA
ath-miR5636 ZjuHsp40-141 50 -1.0 CGUAGUUGCAGAGCUUGACGG UCUUUAGGCUCUGUAUCUACU
ath-miR5638a ZjuHsp40-103 5.0 -1.0 AUACCAAAACUCUCUCACUUU AAAAUGUGAGAGUUUUAGUGA
ath-miR5642a ZjuHsp40-140 4.0 -1.0 UCUCGCGCUUGUACGGCUUU GGAGCUGGACGAGUGUGAGG
ath-miR5642b ZjuHsp40-140 4.0 -1.0 UCUCGCGCUUGUACGGCUUU GGAGCUGGACGAGUGUGAGG
ath-miR5648-3p ZjuHsp40-78 5.0 -1.0 AUCUGAAGAAAAUAGC-GGCAU GUGCCAGCU-UUUUCUUCAGAU
ath-miR5655 ZjuHsp40-100 4.0 -1.0 AAGUAGACACAUAAGAAGGAG UUCUUUUCGGUGUGUUUACUU
ath-miR5995b ZjuHsp40-89 5.0 -1.0 ACAUAUGAUCUGCAUCUUUGC UAGAAGAUGAAGGCUGUAUGU
ath-miR5996 ZjuHsp40-89 5.0 -1.0 UGACAUCCAGAUAGAAGCUUUG UCUAGGUUUUAUCUGACUGUUA
ath-miR5997 ZjuHsp40-170 3.0 -1.0 UGAAACCAAGUAGCUAAAUAG AAAUUUAGCUGCAAGGUUUCA
ath-miR776 ZjuHsp40-86 4.0 -1.0 UCUAAGUCUUCUAUUGAUGUU UGCCUCACUGGAAGAUUUAUA
ath-miR777 ZjuHsp40-33 50 -1.0 UACGCAUUGAGUUUCGUUGCUU UGCUGAUGACGCUUGAUGUGUA
ath-miR8165 ZjuHsp40-100 5.0 -1.0 AAUGGAGGCAAGUGUGAAGGA CCCUCCAAGUAUGCUUCCAUU
ath-miR8169 ZjuHsp40-66 5.0 -1.0 AUAGACAGAGUCACUCACAGA UUUGCUAUUGAAUCUGUUUAU
ath-miR8170-5p ZjuHsp40-18 5.0 -1.0 AUAGCAAAUCGAUAAGCAAUG CCCUGCCCAUUGAUUUGUUAA
ath-miR8173 ZjuHsp40-168 5.0 -1.0 AUGUGCUGAUUCGAGGUGGGA GCCCUGUUCGAUUCAGUAUAU
ath-miR837-3p ZjuHsp40-112 40 -1.0 AAACGAACAAAAAACUGAUGG UACUCCAUUUUGUGUUCGUUU
ath-miR845a ZjuHsp40-79 5.0 -1.0 CGGCUCUGAUACCAAUUGAUG AUUCAAUUUGUAUCGAAGUCU
ath-miR851-3p ZjuHsp40-47 2.0 -1.0 UGGGUGGCAAACAAAGACGAC GCCGUGUUUGUUUGCCACUCU
ath-miR863-3p ZjuHsp40-150 5.0 -1.0 UUGAGAGCAACAAGACAUAAU CUUGU-UUUUGUUGUUCUCUA

Table S2.3 Targeted ZjuHsp60 genes and their targeting miRNAs.

miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR157a-3p ZjuHsp60-01 50 -1.0 GCUCUCUAGCCUUCUGUCAUC CAUGA-GGGAGGCUGGAGUGC
ath-miR157b-3p ZjuHsp60-01 50 -1.0 GCUCUCUAGCCUUCUGUCAUC CAUGA-GGGAGGCUGGAGUGC
ath-miR157¢c-3p ZjuHsp60-12 50 -1.0 GCUCUCUAUACUUCUGUCACC GAUGACAUAAGUGGAGAUGGC
ath-miR158a-3p ZjuHsp60-29 45 -1.0 UCCCAAAUGUAGACAAAGCA AGCUUGGUCUGAAUUUGGAA
ath-miR158a-5p ZjuHsp60-19 50 -1.0 CUUUGUCUACAAUUUUGGAAA AAUCUAAAAAUGUAGGUGCAG
ath-miR159b-5p ZjuHsp60-14 50 -1.0 GAGCUCCUUGAAGUUCAAUGG AAAUUGGUCUUCAACUAGUUC
ath-miR165a-5p ZjuHsp60-14 50 -1.0 GGAAUGUUGUCUGGAUCGAGG UGAUGGUUCAGGCAGUGUUCU
ath-miR167a-3p ZjuHsp60-20 40 -10 GAUCAUGUUCGCAGUUUCACC GGUGAAUAUGUGGACAUGAUA
ath-miR168b-3p ZjuHsp60-01 50 -1.0 CCCGUCUUGUAUCAACUGAAU UCACAGUUGUUACAAGGUGAG
ath-miR169f-3p ZjuHsp60-04 50 -1.0 GCAAGUUGACCUUGGCUCUGC AGAGAGGCAAAGUAGAUUUGC
ath-miR173-5p ZjuHsp60-02 50 -1.0 UUCGCUUGCAGAGAGAAAUCAC UGUGUUGCUCUCUGCAACAGAG
ath-miR2111a-5p ZjuHsp60-29 50 -1.0 UAAUCUGCAUCCUGAGGUUUA AGAAGAUUGGUGUGCAGAUUA
ath-miR2111b-5p ZjuHsp60-29 50 -1.0 UAAUCUGCAUCCUGAGGUUUA AGAAGAUUGGUGUGCAGAUUA
ath-miR319a ZjuHsp60-04 50 -1.0 UUGGACUGAAGGGAGCUCCCU AGAGAUUUCCCUUCAGUCAAU
ath-miR319b ZjuHsp60-04 50 -1.0 UUGGACUGAAGGGAGCUCCCU AGAGAUUUCCCUUCAGUCAAU
ath-miR319c ZjuHsp60-04 50 -1.0 UUGGACUGAAGGGAGCUCCUU AGAGAUUUCCCUUCAGUCAAU
ath-miR390a-3p ZjuHsp60-02 50 -1.0 CGCUAUCCAUCCUGAGUUUCA CCAAACUUGCGGUGGAUGCCG
ath-miR391-5p ZjuHsp60-14 50 -1.0 UUCGCAGGAGAGAUAGCGCCA CAGUCCCAUCUUUGCUGUGAA
ath-miR394b-3p ZjuHsp60-01 50 -1.0 AGGUGGGCAUACUGCCAAUAG CAAGUGGUAGUAUGUCCUCGU
ath-miR396a-5p ZjuHsp60-23 50 -1.0 UUCCACAGCUUUCUUGAACUG UGGUUCGAGAAAUCU-UGGAA
ath-miR396b-5p ZjuHsp60-23 50 -1.0 UUCCACAGCUUUCUUGAACUU UGGUUCGAGAAAUCU-UGGAA
ath-miR399b ZjuHsp60-01 50 -1.0 UGCCAAAGGAGAGUUGCCCUG CUUGGGGACUUUCUUUUGGAA
ath-miR399c-3p ZjuHsp60-01 50 -1.0 UGCCAAAGGAGAGUUGCCCUG CUUGGGGACUUUCUUUUGGAA
ath-miR400 ZjuHsp60-24 50 -1.0 UAUGAGAGUAUUAUAAGUCAC CUGACAUCUAAUGCUGUUGUA
ath-miR407 ZjuHsp60-36 50 -1.0 UUUAAAUCAUAUACUUUUGGU UGACAAAUAAUAUGAUUUGAA
ath-miR415 ZjuHsp60-12 50 -1.0 AACAGAGCAGAAACAGAACAU GAGUUCAGUUUCUGUGUUUUU
ath-miR417 ZjuHsp60-33 50 -1.0 GAAGGUAGUGAAUUUGUUCGA AGAAAUAGAUAUAUUAUCUUC
ath-miR4228-5p ZjuHsp60-11 50 -1.0 AUAGCCUUGAACGCCGUCGUU UGCUAUAGCUUUUGAGGCUAU
ath-miR4243 ZjuHsp60-01 35 -1.0 UUGAAAUUGUAGAUUUCGUAC GAAUGAGUUUUAUAAUUUUAA
ath-miR426 ZjuHsp60-24 45 -1.0 UUUUGGAAAUUUGUCCUUACG AAUAUGGAAGAGUUUUUAAAA
ath-miR447a-3p ZjuHsp60-10 45 -1.0 UUGGGGACGAGAUGUUUUGUUG CCACAAAAGCUCUUGUUUCCGA
ath-miR447b ZjuHsp60-10 45 -1.0 UUGGGGACGAGAUGUUUUGUUG CCACAAAAGCUCUUGUUUCCGA
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ath-miR447c-3p ZjuHsp60-10 50 -1.0 UUGGGGACGACAUCUUUUGUUG CCACAAAAGCUCUUGUUUCCGA
ath-miR472-3p ZjuHsp60-02 40 -1.0 UUUUUCCUACUCCGCCCAUACC UGAAGGGGCUGAGAAGGAAAAA
ath-miR5017-5p ZjuHsp60-36 40 -1.0 AUUUGUUAC-UAAUUUGGAAUG UGUUUCAAAUUAAGUGACAAAU
ath-miR5018 ZjuHsp60-18 50 -1.0 UUAAAGCUCCACCAUGAGUCCAAU GGAGGUCUUAUGGUUGAGUUUUGC
ath-miR5019 ZjuHsp60-18 45 -1.0 UGUUGGGAAAGAAAAACUCUU CUUUGAUUUUCUUUCCUAGUA
ath-miR5020b ZjuHsp60-10 50 -1.0 AUGGCAUGAAAGAAGGUGAGA GAACAAUAUUUUUCAUGUUAU
ath-miR5020c ZjuHsp60-01 45 -1.0 UGGCAUGGAAGAAGGUGAGAC UUCUCAC-UUUUUACAUGUCA
ath-miR5022 ZjuHsp60-14 50 -1.0 GUCAUGGGGUAUGAUCGAAUG CUUUGGACUAGGCCCCAUGGC
ath-miR5023 ZjuHsp60-29 45 -1.0 AUUGGUAGUG-GAUAAGGGGGC AUCUCCUUAUUUCAUUACCAAU
ath-miR5633 ZjuHsp60-23 50 -1.0 UAUGAUCAUCAGAAAACAGUG UGUUGCUUGCAGAUGAUCAUG
ath-miR5641 ZjuHsp60-01 50 -1.0 UGGAAGAAGAUGAUAGAAUUA UCGUUCUUUUGUUCUUUUCCA
ath-miR5642a ZjuHsp60-01 45 -1.0 UCUCGCGCUUGUACGGCUUU UAAGCCAUAUGAGCAUGAGG
ath-miR5642b ZjuHsp60-01 45 -1.0 UCUCGCGCUUGUACGGCUUU UAAGCCAUAUGAGCAUGAGG
ath-miR5650 ZjuHsp60-01 45 -1.0 UUGUUUUGGAUCUUAGAUACA UGCAUUGAGGGUCCAAGACAG
ath-miR5657 ZjuHsp60-12 50 -1.0 UGGACAAGGUUAGAUUUGGUG GCUCAAAUCUAAUCUCGGCCC
ath-miR5664 ZjuHsp60-04 50 -1.0 AUAGUCAAUUUUAUCGGUCUG AGGGGCAGUAGGAUUGAUUGU
ath-miR774a ZjuHsp60-10 50 -1.0 UUGGUUACCCAUAUGGCCAUC CCUGCCCCUGUGGGUAACCCC
ath-miR775 ZjuHsp60-26 50 -1.0 UUCGAUGUCUAGCAGUGCCA AUGCAAUGUUAGACUUUGGA
ath-miR8166 ZjuHsp60-13 50 -1.0 AGAGAGUGUAGAAAGUUUCUCA AGUGAUGUUGUUUACAUUUUCU
ath-miR8170-3p ZjuHsp60-10 50 -1.0 UUGCUUAAAGAUUUUCUAUGU UGUUAGAAGAGCUUUAAGUUA
ath-miR8172 ZjuHsp60-02 50 -1.0 AUGGAUCAUCUAGAUGGAGAU CCGUUGAUCUACGUGAUCUAU
ath-miR8177 ZjuHsp60-01 50 -1.0 GUGUGAUGAUGUGUCAUUUAUA UGAAAAUGGUAUAUUGUCAGAG
ath-miR822-3p ZjuHsp60-14 50 -1.0 UGUGCAAAUGCUUUCUACAGG CAUGAAGGAGGCAUUUGAAUU
ath-miR828 ZjuHsp60-01 50 -1.0 UCUUGCUUAAAUGAGUAUUCCA UAGAUUACUUAUUUUAGGAGGA
ath-miR830-3p ZjuHsp60-20 45 -1.0 UAACUAUUUUGAGAAGAAGUG UUUUUUUUUUCAAAUUAUUUA
ath-miR831-5p ZjuHsp60-03 50 -1.0 AGAAGCGUACAAGGAGAUGAGG GCACGUCUGCUUGUACAUUUUG
ath-miR833a-5p ZjuHsp60-11 50 -1.0 UGUUUGUUGUACUCGGUCUAGU AGGAGGUUGAGGAAAACAGACA
ath-miR834 ZjuHsp60-09 35 -1.0 UGGUAGCAGUAGCGGUGGUAA AUAUCAAAGCUGUUGCUACCA
ath-miR835-5p ZjuHsp60-24 50 -1.0 UUCUUGCAUAUGUUCUUUAUC CGGAAGGAAAAUAUGGAAGAG
ath-miR836 ZjuHsp60-01 45 -1.0 UCCUGUGUUUCCUUUGAUGCGUGG GUUUCCAGCAAAGGAGAAACAGAA
ath-miR839-5p ZjuHsp60-02 50 -1.0 UACCAACCUUUCAUCGUUCCC AGGGAGGCUGAAAAGUUGGUU
ath-miR841a-5p ZjuHsp60-14 50 -1.0 UACGAGCCACUUGAA-ACUGAA GUCAGUCUUCAAGUGGAUUGUC
ath-miR846-3p ZjuHsp60-14 50 -1.0 UUGAAUUGAAGUGCUUGAAUU ACAUCAGGCAUUUCAAUGGAA
ath-miR859 ZjuHsp60-12 45 -1.0 UCUCUCUGUUGUGAAGUCAAA CUCGAAUGCAGAACAGAGAGA
ath-miR860 ZjuHsp60-01 50 -1.0 UCAAUAGAUUGGACUAUGUAU AGGCAGAGUUCAUUCUUUUGA
ath-miR862-3p ZjuHsp60-01 50 -1.0 AUAUGCUGGAUCUACUUGAAG GUUAAAGAAGGUUAAGCAUGU
ath-miR863-3p ZjuHsp60-27 45 -1.0 UUGAGAGCAACAAG-ACAUAAU AGUAUGUUCUUUUUGCUUUUAA
ath-miR863-5p ZjuHsp60-14 50 -1.0 UUAUGUCUUGUUGAUCUCAAU AAAGAAAUCAAGAAGACAGAA
ath-miR865-5p ZjuHsp60-14 50 -1.0 AUGAAUUUGGAUCUAAUUGAG GUUCUUUAGAUUCAGAUUCAG
ath-miR868-3p ZjuHsp60-11 35 -1.0 CUUCUUAAGUGCUGAUAAUGC UUAUUAUUAGGGUUUAGGAAG
ath-miR869.2 ZjuHsp60-14 40 -10 UCUGGUGUUGAGAUAGUUGAC UUCACCAAUUUUGACAUCAGA
ath-miR870-3p ZjuHsp60-01 50 -1.0 UAAUUUGGUGUUUCUUCGAUC UUUAGGAGGAGCACUAGAAUA

Table S2.4 Targeted ZjuHsp70 genes and their targeting miRNAs.

miRNA_Acc.

Target_Acc.

Exp.

UPE

miRNA_aligned_fragment

Target_aligned_fragment

ath-miR156d-3p
ath-miR157c-3p
ath-miR158a-5p
ath-miR160c-3p
ath-miR162a-5p
ath-miR162b-5p
ath-miR163
ath-miR168a-5p
ath-miR168b-5p
ath-miR169a-3p
ath-miR169b-3p
ath-miR172a
ath-miR172b-3p
ath-miR172b-5p
ath-miR172c
ath-miR172d-3p
ath-miR172e-5p
ath-miR173-3p
ath-miR1886.3
ath-miR1888a
ath-miR2936
ath-miR2937
ath-miR3434-3p
ath-miR3440b-5p
ath-miR3932b-5p
ath-miR393b-3p
ath-miR396a-5p
ath-miR396b-5p

ZjuHsp70-05
ZjuHsp70-11
ZjuHsp70-15
ZjuHsp70-19
ZjuHsp70-17
ZjuHsp70-17
ZjuHsp70-19
ZjuHSp70-04
ZjuHSp70-04
ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-06
ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-06
ZjuHsp70-14
ZjuHsp70-08
ZjuHsp70-15
ZjuHsp70-14
ZjuHsp70-19
ZjuHsp70-15
ZjuHsp70-06
ZjuHsp70-05
ZjuHsp70-11
ZjuHsp70-18
ZjuHsp70-18

5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0
5.0

-1.0
-1.0
-1.0
-1.0
-1.0
-1.0
-1.0
-1.0
-1.0

GCUCACUCUCUUUUUGUCAUAAC
GCUCUCUAUACUUCUGUCACC
CUUUGUCUACAAUUUUGGAAA
CGUACAAGGAGUCAAGCAUGA
UGGAGGCAGCGGUUCAUCGAUC
UGGAGGCAGCGGUUCAUCGAUC

UUGAAGAGGACUUGGAACUUCGAU

UCGCUUGGUGCAGGUCGGGAA
UCGCUUGGUGCAGGUCGGGAA
GGCAAGUUGUCCUUGGCUAC
GGCAAGUUGUCCUUCGGCUACA
AGAAUCUUGAUGAUGCUGCAU
AGAAUCUUGAUGAUGCUGCAU
GCAGCACCAUUAAGAUUCAC
AGAAUCUUGAUGAUGCUGCAG
AGAAUCUUGAUGAUGCUGCAG
GCAGCACCAUUAAGAUUCAC
UGAUUCUCUGUGUAAGCGAAA
AAUUAAAGAUUUCAUCUUACU
UAAGUUAAGAUUUGUGAAGAA
CUUGAGAGAGAGAACACAGACG
AUAAGAGCUGUUGAAGGAGUC
UCAGAGUAUCAGCCAUGUGA
UUUUCUUGGCCCAUCCACUUC
UUUGACGUGCUCGAUCUGCUC
AUCAUGCGAUCUCUUUGGAUU
UUCCACAGCUUUCUUGAACUG
UUCCACAGCUUUCUUGAACUU

CAAAUGACAAGGGAAGGUUGAGC
UGUUCCGGAAGUGUAUGGAGC
UAAGCAAGGUUGUGGAUAGGG
UUGAAAUUGAUUCCUUGUAUG
ACACCAUCAGUUGUUGCUUUCA
ACACCAUCAGUUGUUGCUUUCA

GCAGCUGUUGCAGGACUUCUUUAA

CAUCCCACCGGCACCAAGAGG
CAUCCCACCGGCACCAAGAGG
AAGGUUGAGGACGGCUUGCG
AGAAGGUUGAGGACGGCUUGCG
GGGCGGUGUCAUGACGGUUCU
GGGCGGUGUCAUGACGGUUCU
AUGGAUGAUGAUGGUCCUGC
GGGCGGUGUCAUGACGGUUCU
GGGCGGUGUCAUGACGGUUCU
AUGGAUGAUGAUGGUCCUGC
UUUGGCUUACGCGGCGAAUUU
UUCAAGGUGGAAUCCUUAGUG
CCCUUUGGAAAUUUGGACUUG
GACCUGCCGUUUCUCUUUCAAA
GAUCUCUUCAAUGGUUCUCAU
GGUCAUGGCUGGUGUGCUGA
CUUGUGAGAGGGCCAAGAGGA
UGGCAAAACGACCGCGUCGAG
UCUCCACGAAGAUUGCAUGUU
CCCGUGAAGAAGGCUAUGGAA
CCCGUGAAGAAGGCUAUGGAA
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Table S2.4 Continued

miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR399c¢-5p ZjuHsp70-03 50 -1.0 GGGCAUCUUUCUAUUGGCAGG UUUGUCA-UGGAAAGGUGCUG
ath-miR402 ZjuHsp70-16 50 -1.0 UUCGAGGCCUAUUAAACCUCUG GCAGGGCUUAAUGUGGCUCGAA
ath-miR403-5p ZjuHsp70-07 50 -1.0 UGUUUUGUGCUUGAAUCUAAUU GAUUAGUUACAAGGACCAAACA
ath-miR413 ZjuHsp70-03 50 -1.0 AUAGUUUCUCUUGUUCUGCAC GAGCACAGAGAGGGGAACUGU
ath-miR419 ZjuHsp70-02 50 -1.0 UUAUGAAUGCUGAGGAUGUUG GUGCUUCUUCGGCAAUUAUGA
ath-miR4239 ZjuHsp70-09 50 -1.0 UUUGUUAUUUUCGCAUGCUCC AAAGCUUGCGGAGAAGAUAGA
ath-miR5012 ZjuHsp70-06 50 -1.0 UUUUACUGCUACUUGUGUUCC AUGGUACAAGAAGCAGAAAAG
ath-miR5014b ZjuHsp70-11 50 -1.0 AUUUGUACACCUAGAUCUGUA UGUUGAUCCAGGUGUACGAGG
ath-miR5023 ZjuHsp70-11 50 -1.0 AUUGGUAGUGGAUAAGGGGGC ACUCUCUCAUCCACUGCCCAA
ath-miR5028 ZjuHsp70-15 50 -1.0 AAUUGGGUUUAUGCUAGAGUU AGCUAUGGCGGAAGUCCAGUU
ath-miR5628 ZjuHsp70-18 50 -1.0 GAAAUAGCGAAGAUAUGAUUA CGGUUGUCUUUUUGCAAUUUC
ath-miR5630a ZjuHsp70-09 50 -1.0 GCUAAGAGCGGUUCUGAUGGA GUGAUUGGAAUUGAUCUUGGC
ath-miR5630b ZjuHsp70-21 50 -1.0 GCUAAGAGCGGUUCUGAUGGA GUAAUUGGAAUUGAUCUUGGC
ath-miR5632-3p ZjuHsp70-02 50 -1.0 UUGGAUUUAUAGUUGGAUAAG UCUAUUGAACGAUGAAUCAAA
ath-miR5632-5p ZjuHsp70-19 50 -1.0 UUGAUUCUCUUAUCCAACUGU UUCCUUGUAUGAGGGAAUUGA
ath-miR5641 ZjuHsp70-18 50 -1.0 UGGAAGAAGAUGAUAGAAUUA UCGUUCGGUUGUCUUUUUGCA
ath-miR5642a ZjuHsp70-13 50 -1.0 UCUCGCGCUUGUACGGCUUU CCAGGUGUACGAGGGUGAGA
ath-miR5642b ZjuHsp70-13 50 -1.0 UCUCGCGCUUGUACGGCUUU CCAGGUGUACGAGGGUGAGA
ath-miR5643a ZjuHsp70-02 50 -10 AGGCUUUUAAGAUCUGGUUGC GGAAAAAGAUGUUAAGGGCUU
ath-miR5643b ZjuHsp70-02 50 -1.0 AGGCUUUUAAGAUCUGGUUGC GGAAAAAGAUGUUAAGGGCUU
ath-miR5645a ZjuHsp70-17 50 -1.0 AUUUGAGUCAUGUCGUUAAG CCUAGAGGCAUGCCUCAGAU
ath-miR5645b ZjuHsp70-17 50 -1.0 AUUUGAGUCAUGUCGUUAAG CCUAGAGGCAUGCCUCAGAU
ath-miR5645d ZjuHsp70-17 50 -10 AUUUGAGUCAUGUCGUUAAG CCUAGAGGCAUGCCUCAGAU
ath-miR5645e ZjuHsp70-17 50 -1.0 AUUUGAGUCAUGUCGUUAAG CCUAGAGGCAUGCCUCAGAU
ath-miR5645f ZjuHsp70-17 50 -1.0 AUUUGAGUCAUGUCGUUAAG CCUAGAGGCAUGCCUCAGAU
ath-miR5648-5p ZjuHsp70-05 50 -1.0 UUUGGAAAUAUUUGGCUUGACU CUGCAAUCCAAUCAUUUCUAAG
ath-miR5649a ZjuHsp70-12 50 -1.0 AUUGAAUAUGUUGGUUACUAU CCAUUGACCAAGCUAUUCAGU
ath-miR5649b ZjuHsp70-12 50 -10 AUUGAAUAUGUUGGUUACUAU CCAUUGACCAAGCUAUUCAGU
ath-miR5654-3p ZjuHsp70-16 50 -1.0 UGGAAGAUGCUUUGGGAUUUAUU AAUCAAAGCCAAGGCAAUUUUCA
ath-miR5655 ZjuHsp70-14 50 -1.0 AAGUAGACACAUAAGAAGGAG UuucuuuuuGuGUUUUuUCCcuU
ath-miR5661 ZjuHsp70-06 50 -10 AGAGGUACAUCAUGUAGUCUG GCGAUUCAGUGAUGUAUCUGU
ath-miR5662 ZjuHsp70-03 50 -1.0 AGAGGUGACCAUUGGAGAUG GAUAUCAAAUCGUUGCCUUU
ath-miR5664 ZjuHsp70-05 50 -10 AUAGUCAAUUUUAUCGGUCUG AAGAUUGAAGAAGUUGAUUAA
ath-miR771 ZjuHsp70-05 50 -1.0 UGAGCCUCUGUGGUAGCCCUCA UGAGGGAGAUCGCCGAGGCUUA
ath-miR773a ZjuHsp70-13 50 -10 UUUGCUUCCAGCUUUUGUCUC AUUCCAGGAGCUGGAGACAAA
ath-miR773b-3p ZjuHsp70-20 50 -10 UUUGAUUCCAGCUUUUGUCUC UUGACAAGAGCUAGAUUUGAG
ath-miR774b-3p ZjuHsp70-02 50 -1.0 CAUCCAUAUUUUCAUCUCGAA UGAUAGAAGAACAUGUGGAUG
ath-miR780.1 ZjuHsp70-10 50 -1.0 UCUAGCAGCUGUUGAGCAGGU GUGUUCUCAACAGCUGC-AGA
ath-miR782 ZjuHsp70-06 50 -1.0 ACAAACACCUUGGAUGUUCUU AUGGCCGUUCAAGGUGAUUGC
ath-miR8167a ZjuHsp70-03 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG GAACCCGAAGAAUUCUAUAUCU
ath-miR8167b ZjuHsp70-03 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG GAACCCGAAGAAUUCUAUAUCU
ath-miR8167c ZjuHsp70-03 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG GAACCCGAAGAAUUCUAUAUCU
ath-miR8167d ZjuHsp70-03 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG GAACCCGAAGAAUUCUAUAUCU
ath-miR8167e ZjuHsp70-03 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG GAACCCGAAGAAUUCUAUAUCU
ath-miR8167f ZjuHsp70-03 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG GAACCCGAAGAAUUCUAUAUCU
ath-miR8175 ZjuHsp70-12 50 -1.0 GAUCCCCGGCAACGGCGCCA UGGUGCUGGUGCUGGUGGUC
ath-miR8179 ZjuHsp70-14 50 -1.0 UGACUGCAUUAACUUGAUCGU UGGAUCGGGCUGAUGCUGUUA
ath-miR822-3p ZjuHsp70-12 50 -1.0 UGUGCAAAUGCUUUCUACAGG GAAUUGGAAAGCAUUUGCAAC
ath-miR823 ZjuHsp70-09 50 -1.0 UGGGUGGUGAUCAUAUAAGAU AUCUCAGGUGUUUACCACCUA
ath-miR826a ZjuHsp70-17 50 -1.0 UAGUCCGGUUUUGGAUACGUG GCUGUAUCCAAGAUUGGGCAG
ath-miR828 ZjuHsp70-06 50 -1.0 UCUUGCUUAAAUGAGUAUUCCA GGUGAUACUCAUUUAGGUGGUG
ath-miR831-5p ZjuHsp70-14 50 -1.0 AGAAGCGUACAAGGAGAUGAGG GGUUAUUUCUUUUUGUGUUUUU
ath-miR832-5p ZjuHsp70-01 50 -1.0 UGCUGGGAUCGGGAAUCGAAA UGCUGAUCUUCGAUCUCGGCG
ath-miR833a-3p ZjuHsp70-10 50 -1.0 UAGACCGAUGUCAACAAACAAG GAAGGUAGUUGGUAUCGAUCUG
ath-miR833a-5p ZjuHsp70-08 50 -1.0 UGUUUGUUGUACUCGGUCUAGU UUAAGAAGAAGUAUAACAAAGA
ath-miR833b ZjuHsp70-20 50 -1.0 UGUUUGUUGACAUCGGUCUAG CAAAAUUGAUUUCAAGAAACA
ath-miR834 ZjuHsp70-05 50 -1.0 UGGUAGCAGUAGCGGUGGUAA AGCCCACUGCAGCUGCUAUUG
ath-miR835-5p ZjuHsp70-03 50 -1.0 UUCUUGCAUAUGUUCUUUAUC UCUGAUGUGAAUAUGCAAGAG
ath-miR836 ZjuHsp70-09 50 -1.0 UCCUGUGUUUCCUUUGAUGCGUGG GUACUUGUUGGAGGAAGUACAAGA
ath-miR837-5p ZjuHsp70-20 50 -1.0 AUCAGUUUCUUGUUCGUUUCA AGAGGCGGAUAAGAAGGUGAA
ath-miR838 ZjuHsp70-03 50 -1.0 UUUUCUUCUACUUCUUGCACA UGUACAAAAAGCAGUAGAAAA
ath-miR842 ZjuHsp70-11 50 -1.0 UCAUGGUCAGAUCCGUCAUCC GGAUAAGGGCUCUGUCCAUGA
ath-miR844-3p ZjuHsp70-16 50 -1.0 UUAUAAGCCAUCUUACUAGUU GUAUGGUAAGAAGGCUUUUGA
ath-miR856 ZjuHsp70-13 50 -1.0 UAAUCCUACCAAUAACUUCAGC GCCGGUGUUAUUGCUGGGCUUA
ath-miR857 ZjuHsp70-03 50 -1.0 UUUUGUAUGUUGAAGGUGUAU GGUCCUUUUCAAUCUACAAAA
ath-miR858a ZjuHsp70-14 50 -1.0 UUUCGUUGUCUGUUCGACCUU GAGGCCGAACAGACAAAGACU
ath-miR865-3p ZjuHsp70-05 50 -1.0 UUUUUCCUCAAAUUUAUCCAA GUAGAUGAAUUGGAGGACAAG
ath-miR869.2 ZjuHsp70-17 50 -1.0 UCUGGUGUUGAGAUAGUUGAC GCUAAACAUCUUAACAUCACA
ath-miR870-3p ZjuHsp70-08 50 -10 UAAUUUGGUGUUUCUUCGAUC GUUCAAAAAGAUAUCAAGUUU

22



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226
Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S2.5 Targeted ZjuHsp90 genes and their targeting miRNAs.

miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR774b-3p ZjuHsp90-03 40 -10 CAUCCAUAUUUUCAUCUCGAA UGUGACAUCAAAGUAUGGAUG
ath-miR162a-3p ZjuHsp90-02 40 -10 UCGAUAAACCUCUGCAUCCAG ACGGAUUCAGAGGCUUAUCAA
ath-miR162b-3p ZjuHsp90-02 40 -10 UCGAUAAACCUCUGCAUCCAG ACGGAUUCAGAGGCUUAUCAA
ath-miR774b-5p ZjuHsp90-03 40 -10 UGAGAUGAAGAUAUGGGUGAU GCCUCCCAUAUCUACAGCUCA
ath-miR8174 ZjuHsp90-02 40 -10 AUGUGUAUAGGGAAGCUAAUC UGUUUCUUUCCCUAUAUACAC
ath-miR171b-3p ZjuHsp90-01 40 -10 UUGAGCCGUGCCAAUAUCACG AGUGGUAUUGGUAUGACUAAA
ath-miR171c-3p ZjuHsp90-01 40 -10 UUGAGCCGUGCCAAUAUCACG AGUGGUAUUGGUAUGACUAAA
ath-miR1886.3 ZjuHsp90-04 40 -10 AAUUAAAGAUUUCAUCUUACU GACAAGUUGAGAUUUUUAAGU
ath-miR5016 ZjuHsp90-04 40 -10 UUCUUGUGGAUUCCUUGGAAA GUACCAAGAAUUCUACAAGAA
ath-miR5641 ZjuHsp90-03 40 -10 UGGAAGAAGAUGAUAGAAUUA GAAUUUGAUGAUCUUCUGCCA
ath-miR5643a ZjuHsp90-01 40 -10 AGGCUUUUAAGAUCUGGUUGC AGAACAAAAUCUUGAAGGUCA
ath-miR5643b ZjuHsp90-01 40 -10 AGGCUUUUAAGAUCUGGUUGC AGAACAAAAUCUUGAAGGUCA
ath-miR5658 ZjuHsp90-06 40 -10 AUGAUGAUGAUGAUGAUGAAA UCUCAGCCUCAUCAUCAACAC
ath-miR837-5p ZjuHsp90-03 40 -10 AUCAGUUUCUUGUUCGUUUCA GAAAAUGAGGGAGAAAGUGAU
ath-miR859 ZjuHsp90-04 40 -10 UCUCUCUGUUGUGAAGUCAAA ACUCAUUUCACAACUGAGGGU
ath-miR163 ZjuHsp90-01 50 -1.0 UUGAAGAGGACUUGGAACUUCGAU AGAGAAGUUCGAGGGUCUCUGCAA
ath-miR2111a-3p  ZjuHsp90-01 50 -1.0 GUCCUCGGGAUGCGGAUUACC GGUAUUGUGGAUUCCGAGGAU
ath-miR2111a-5p  ZjuHsp90-01 50 -1.0 UAAUCUGCAUCCUGAGGUUUA GAAGGUUGAGGAUGUAGAUGA
ath-miR2111b-5p  ZjuHsp90-01 50 -1.0 UAAUCUGCAUCCUGAGGUUUA GAAGGUUGAGGAUGUAGAUGA
ath-miR407 ZjuHsp90-03 50 -1.0 UUUAAAUCAUAUACUUUUGGU GUUAAAGCUAUAUGGUUGAGG
ath-miR414 ZjuHsp90-03 50 -1.0 UCAUCUUCAUCAUCAUCGUCA UGAUGAGGAAGGAGAAGAUGA
ath-miR4228-5p ZjuHsp90-03 50 -1.0 AUAGCCUUGAACGCCGUCGUU UGAUGUGGAGUUCAAGGCUGU
ath-miR5028 ZjuHsp90-03 50 -1.0 AAUUGGGUUUAUGCUAGAGUU GCCUUUAGCAUGGAGUCAUUU
ath-miR5652 ZjuHsp90-06 50 -1.0 UUGAAUGUGAAUGAAUCGGGC CAGCGAGACAUUCGCAUUCCA
ath-miR5659 ZjuHsp90-01 50 -1.0 CGAUGAAGGUCUUUGGAACGGUA GUGGAUUCCGAGGAUCUUCCUCU
ath-miR780.2 ZjuHsp90-06 50 -1.0 UUCUUCGUGAAUAUCUGGCAU AAGCUGGGCGUUCAUGAAGAU
ath-miR8172 ZjuHsp90-06 50 -1.0 AUGGAUCAUCUAGAUGGAGAU GUUUUAGCCUAGAUGAUCCGA
ath-miR824-5p ZjuHsp90-01 50 -1.0 UAGACCAUUUGUGAGAAGGGA AAGUUUCGCAUGAGUGGUCUU
ath-miR840-5p ZjuHsp90-04 50 -1.0 ACACUGAAGGACCUAAACUAAC ACAAGUUGAGAUUUUUAAGUGU
ath-miR857 ZjuHsp90-01 50 -1.0 UUUUGUAUGUUGAAGGUGUAU CAACACCUUUGGCA-ACAGAA
ath-miR864-3p ZjuHsp90-02 50 -1.0 UAAAGUCAAUAAUACCUUGAAG GUCAAAGGUGUUGUGGACUCUA
ath-miR865-3p ZjuHsp90-01 50 -1.0 UUUUUCCUCAAAUUUAUCCAA GAGGAUGUAGAUGAGGAAAAG

Table S2.6 Targeted ZjuHsp100 genes and their targeting miRNAs.

miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR156a-3p ZjuHsp100-74 50 -1.0 GCUCACUGCUCUUUCUGUCAGA GACAAUGGAAAGAGCA-UGAGC
ath-miR156a-5p ZjuHsp100-99 50 -1.0 UGACAGAAGAGAGUGAGCAC GUUUUUAUUCUUCUUUGUCA
ath-miR156b-3p ZjuHsp100-101 5.0 -1.0 UGCUCACCUCUCUUUCUGUCAGU GAAGGUAGAAGGAUAGGUAGGCA
ath-miR156b-5p ZjuHsp100-99 50 -1.0 UGACAGAAGAGAGUGAGCAC GUUUUUAUUCUUCUUUGUCA
ath-miR156¢-5p ZjuHsp100-100 5.0 -1.0 UGACAGAAGAGAGUGAGCAC GUUUUUAUUCUUCUUUGUCA
ath-miR156d-3p ZjuHsp100-129 5.0 -1.0 GCUCACUCUCUUUUUGUCAUAAC UUUCAGAGAGAAAGAGAGAGAGA
ath-miR156d-5p ZjuHsp100-100 5.0 -1.0 UGACAGAAGAGAGUGAGCAC GUUUUUAUUCUUCUUUGUCA
ath-miR156e ZjuHsp100-100 5.0 -1.0 UGACAGAAGAGAGUGAGCAC GUUUUUAUUCUUCUUUGUCA
ath-miR156f-3p ZjuHsp100-123 5.0 -1.0 GCUCACUCUCUAUCCGUCACC CAUGGUGAAUGGAGAGUUAGA
ath-miR156f-5p ZjuHsp100-99 50 -1.0 UGACAGAAGAGAGUGAGCAC GUUUUUAUUCUUCUUUGUCA
ath-miR1569g ZjuHsp100-57 50 -1.0 CGACAGAAGAGAGUGAGCAC uuGuUUUCCUGUCUUCUGUUU
ath-miR156h ZjuHsp100-25 50 -1.0 UGACAGAAGAAAGAGAGCAC uUcucucucuuuuuucucucc
ath-miR156i ZjuHsp100-146 5.0 -1.0 UGACAGAAGAGAGAGAGCAG ucucucucucucuucuuuuu
ath-miR156j ZjuHsp100-146 5.0 -1.0 UGACAGAAGAGAGAGAGCAC ucucucucucucuucuuuuu
ath-miR157a-3p ZjuHsp100-51 40 -1.0 GCUCUCUAGCCUUCUGUCAUC AUUGAUAGAAGCCUAGACAGA
ath-miR157a-5p ZjuHsp100-81 50 -1.0 UUGACAGAAGAUAGAGAGCAC GUGCUCUUGGUUUUUUCUCAA
ath-miR157b-3p ZjuHsp100-51 40 -1.0 GCUCUCUAGCCUUCUGUCAUC AUUGAUAGAAGCCUAGACAGA
ath-miR157b-5p ZjuHsp100-82 50 -1.0 UUGACAGAAGAUAGAGAGCAC GUGCUCUUGGUUUUUUCUCAA
ath-miR157¢c-3p ZjuHsp100-13 40 -1.0 GCUCUCUAUACUUCUGUCACC AAUGAUAAAGGUAUAGAGAUG
ath-miR157¢c-5p ZjuHsp100-82 50 -1.0 UUGACAGAAGAUAGAGAGCAC GUGCUCUUGGUUUUUUCUCAA
ath-miR157d ZjuHsp100-81 50 -1.0 UGACAGAAGAUAGAGAGCAC GUGCUCUUGGUUUUUUCUCA
ath-miR158a-3p ZjuHsp100-71 50 -1.0 UCCCAAAUGUAGACAAAGCA ACUUUUGUUUCCAUUUUGGA
ath-miR158a-5p ZjuHsp100-07 50 -1.0 CUUUGUCUACAAUUUUGGAAA UUGCUGAAAUUGUAAGCAAAU
ath-miR159a ZjuHsp100-154 5.0 -1.0 UUUGGAUUGAAGGGAGCUCUA GAGAGCUUUCUUUCACCCGAA
ath-miR159b-3p ZjuHsp100-36 3.0 -10 UUUGGAUUGAAGGGAGCUCUU UUAAUUUUCUUUCAAUCCAAA
ath-miR159b-5p ZjuHsp100-101 5.0 -1.0 GAGCUCCUUGAAGUUCAAUGG CCAUUAAAUUUCAAGAAAUUC
ath-miR159¢ ZjuHsp100-82 50 -1.0 UUUGGAUUGAAGGGAGCUCCU GGGAUCUUCUUUAAAUGCAAA
ath-miR160a-3p ZjuHsp100-58 50 -1.0 GCGUAUGAGGAGCCAUGCAUA CUUGCUUUGCUCCUCAGGCGG
ath-miR161.2 ZjuHsp100-70 50 -1.0 UCAAUGCAUUGAAAGUGACUA AUACCACUUUCCAGGCAUUGA
ath-miR162a-3p ZjuHsp100-62 50 -1.0 UCGAUAAACCUCUGCAUCCAG GAAAAUGAAGAAGUUUAUUGA
ath-miR162a-5p ZjuHsp100-12 40 -1.0 UGGAGGCAGCGGUUCAUCGAUC AGUCGAAGAACUACUGCUUCCU
ath-miR163 ZjuHsp100-134 5.0 -1.0 UUGAAGAGGACUUGGAACUUCGAU AACGAAGUACUGAGUCUUCUAUAG
ath-miR164a ZjuHsp100-131 5.0 -1.0 UGGAGAAGCAGGGCACGUGCA UCUACGUGUCCUUCCUUUUCA
ath-miR164b-3p ZjuHsp100-72 50 -1.0 CAUGUGCCCAUCUUCACCAUC GGAGGUCUAGGUGGGCCCAUG
ath-miR164c-5p ZjuHsp100-131 5.0 -1.0 UGGAGAAGCAGGGCACGUGCG UCUACGUGUCCUUCCUUUUCA
ath-miR165a-5p ZjuHsp100-14 50 -1.0 GGAAUGUUGUCUGGAUCGAGG CAAAGUUCAAGAUAACAUUCC
ath-miR166a-3p ZjuHsp100-119 5.0 -1.0 UCGGACCAGGCUUCAUUCCCC UUGGAGUGGGGCUUGGAUUGG
ath-miR166¢ ZjuHsp100-119 5.0 -1.0 UCGGACCAGGCUUCAUUCCCC UUGGAGUGGGGCUUGGAUUGG
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ath-miR166d ZjuHsp100-119 5.0 -1.0 UCGGACCAGGCUUCAUUCCCC UUGGAGUGGGGCUUGGAUUGG
ath-miR166e-3p ZjuHsp100-119 5.0 -1.0 UCGGACCAGGCUUCAUUCCCC UUGGAGUGGGGCUUGGAUUGG
ath-miR166e-5p ZjuHsp100-42 50 -1.0 GGAAUGUUGUCUGGCACGAGG CCAUCUGCAAGACAACAUUUU
ath-miR166f ZjuHsp100-119 5.0 -1.0 UCGGACCAGGCUUCAUUCCCC UUGGAGUGGGGCUUGGAUUGG
ath-miR166g ZjuHsp100-119 5.0 -1.0 UCGGACCAGGCUUCAUUCCCC UUGGAGUGGGGCUUGGAUUGG
ath-miR167a-3p ZjuHsp100-96 50 -1.0 GAUCAUGUUCGCAGUUUCACC ACAGAAACUCCGGGCAAGAUC
ath-miR167a-5p ZjuHsp100-101 5.0 -1.0 UGAAGCUGCCAGCAUGAUCUA AACUUCUUGUUGGCAGUUUUG
ath-miR167b ZjuHsp100-101 5.0 -1.0 UGAAGCUGCCAGCAUGAUCUA AACUUCUUGUUGGCAGUUUUG
ath-miR167c-3p ZjuHsp100-23 50 -1.0 UAGGUCAUGCUGGUAGUUUCACC GAGAAGGUUACUAAAAUGACCUA
ath-miR167c-5p ZjuHsp100-26 50 -1.0 UAAGCUGCCAGCAUGAUCUUG UAUGAUGAUGUUGGCGGUGUA
ath-miR167d ZjuHsp100-132 5.0 -1.0 UGAAGCUGCCAGCAUGAUCUGG CCGGUUCAGGCCGGCGGCUUUG
ath-miR168a-3p ZjuHsp100-23 50 -1.0 CCCGCCUUGCAUCAACUGAAU GGGCGGAGGAUGCAAGGUGGA
ath-miR168a-5p ZjuHsp100-83 3.0 -10 UCGCUUGGUGCAGGUCGGGAA CAGCCAGCCUGCAUCAAGUGA
ath-miR168b-3p ZjuHsp100-162 5.0 -1.0 CCCGUCUUGUAUCAACUGAAU AAUCACGUUAUACAAGAAGGG
ath-miR168b-5p ZjuHsp100-83 3.0 -10 UCGCUUGGUGCAGGUCGGGAA CAGCCAGCCUGCAUCAAGUGA
ath-miR169a-3p ZjuHsp100-129 5.0 -1.0 GGCAAGUUGUCCUUGGCUAC CUGGCCAGAGGCAUCUUGCU
ath-miR169a-5p ZjuHsp100-12 50 -1.0 CAGCCAAGGAUGACUUGCCGA UCAGAGGGUCAUUCUUGUCUG
ath-miR169b-3p ZjuHsp100-31 40 -1.0 GGCAAGUUGUCCUUCGGCUACA CGGAGCCAGAGGGAAAUUUGCU
ath-miR169b-5p ZjuHsp100-15 50 -1.0 CAGCCAAGGAUGACUUGCCGG CUGGGAAGUCAUACUUGGCCA
ath-miR169c ZjuHsp100-15 50 -1.0 CAGCCAAGGAUGACUUGCCGG CUGGGAAGUCAUACUUGGCCA
ath-miR169d ZjuHsp100-80 50 -1.0 UGAGCCAAGGAUGACUUGCCG AGGAAAGACGUGUUUGGCUCG
ath-miR169e ZjuHsp100-80 50 -1.0 UGAGCCAAGGAUGACUUGCCG AGGAAAGACGUGUUUGGCUCG
ath-miR169f-3p ZjuHsp100-99 40 -1.0 GCAAGUUGACCUUGGCUCUGC GGAGAUUGAUGGUUAACUUGC
ath-miR169f-5p ZjuHsp100-80 50 -1.0 UGAGCCAAGGAUGACUUGCCG AGGAAAGACGUGUUUGGCUCG
ath-miR169g-3p ZjuHsp100-19 50 -1.0 UCCGGCAAGUUGACCUUGGCU CUCCAAGUCCAGUUUGUUGGG
ath-miR169g-5p ZjuHsp100-80 50 -1.0 UGAGCCAAGGAUGACUUGCCG AGGAAAGACGUGUUUGGCUCG
ath-miR169h ZjuHsp100-128 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CCGGCAAAACACUUUUGGCUA
ath-miR169i ZjuHsp100-128 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CCGGCAAAACACUUUUGGCUA
ath-miR169j ZjuHsp100-128 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CCGGCAAAACACUUUUGGCUA
ath-miR169k ZjuHsp100-128 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CCGGCAAAACACUUUUGGCUA
ath-miR169I ZjuHsp100-128 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CCGGCAAAACACUUUUGGCUA
ath-miR169m ZjuHsp100-128 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG CCGGCAAAACACUUUUGGCUA
ath-miR169n ZjuHsp100-120 5.0 -1.0 UAGCCAAGGAUGACUUGCCUG UUGGGAAAACAUCUUUGGCUU
ath-miR170-3p ZjuHsp100-155 4.0 -1.0 UGAUUGAGCCGUGUCAAUAUC UGUAUAGACACGGAUGAAUUA
ath-miR170-5p ZjuHsp100-126 5.0 -1.0 UAUUGGCCUGGUUCACUCAGA UUGGAGAGAGUGAGGCCAAUG
ath-miR171a-5p ZjuHsp100-59 50 -1.0 UAUUGGCCUGGUUCACUCAGA GCUGAUUCAACCAGGUAAGUG
ath-miR171b-3p ZjuHsp100-62 50 -1.0 UUGAGCCGUGCCAAUAUCACG GGUUGUGUUGGAACGGUUUAG
ath-miR171b-5p ZjuHsp100-99 50 -1.0 AGAUAUUAGUGCGGUUCAAUC GCUUGGAUUGCCCUGAUAUUG
ath-miR171c-3p ZjuHsp100-13 50 -1.0 UUGAGCCGUGCCAAUAUCACG UUUGAGAAGGGCACAGCUCAA
ath-miR171c-5p ZjuHsp100-59 40 -1.0 AGAUAUUGGUGCGGUUCAAUC ACUUGGGUUCUACCGAUAUCU
ath-miR172a ZjuHsp100-04 50 -1.0 AGAAUCUUGAUGAUGCUGCAU AUUUAGAAUCAUGGAGAUUUU
ath-miR172b-3p ZjuHsp100-04 50 -1.0 AGAAUCUUGAUGAUGCUGCAU AUUUAGAAUCAUGGAGAUUUU
ath-miR172b-5p ZjuHsp100-60 50 -1.0 GCAGCACCAUUAAGAUUCAC GUGACAUUUGAUGAUGUUGC
ath-miR172c ZjuHsp100-08 50 -1.0 AGAAUCUUGAUGAUG-CUGCAG GUGCACAUAUCGUCAAGGUUUU
ath-miR172d-3p ZjuHsp100-08 50 -1.0 AGAAUCUUGAUGAUG-CUGCAG GUGCACAUAUCGUCAAGGUUUU
ath-miR172d-5p ZjuHsp100-04 50 -1.0 GCAACAUCUUCAAGAUUCAGA UUAGAAUCAUGGAGAUUUUGU
ath-miR172e-3p ZjuHsp100-155 5.0 -1.0 GGAAUCUUGAUGAUGCUGCAU AAGCAGCAGCGUCA-GAUUCC
ath-miR172e-5p ZjuHsp100-126 5.0 -1.0 GCAGCACCAUUAAGAUUCAC GGGGAUGCUGGUGGUGCUGC
ath-miR173-3p ZjuHsp100-101 5.0 -1.0 UGAUUCUCUGUGUAAGCGAAA UUCUUCUUGCAUAGAUAAUCA
ath-miR173-5p ZjuHsp100-58 50 -1.0 UUCGCUUGCAGAGAGAAAUCAC CUUUUUCCUUUUUGCAAGUGGU
ath-miR1886.1 ZjuHsp100-110 5.0 -1.0 UGAG-AGAAGUGAGAUGAAAUC UCUUUUAUUUUAUUUCUACUCA
ath-miR1886.2 ZjuHsp100-12 50 -1.0 UGAGAUGAAAUCUUUGAUUGG AUGAAUAAUGAUUUUGUUUCA
ath-miR1886.3 ZjuHsp100-41 50 -1.0 AAUUAAAGAUUUCAUCUUACU ACAAAGAUUAUGUUUUUAAUU
ath-miR1887 ZjuHsp100-59 40 -1.0 UACUAAGUAGAGUCUAAGAGA AGUGUUAGAUUUUAUUUGAUA
ath-miR1888a ZjuHsp100-31 50 -1.0 UAAGUUAAGAUUUGUGAAGAA CGCUUCGGAACUCUUAUCUUG
ath-miR1888b ZjuHsp100-82 50 -1.0 UUAGGCUAAGAUUUGUGAAGA UUCUCAUGAAUCUGAGACUAA
ath-miR2111a-5p  ZjuHsp100-139 50 -1.0 UAAUCUGCAUCCUGAGGUUUA AUAAUCUAAAGAUGUAUAUUA
ath-miR2111b-5p ZjuHsp100-79 50 -1.0 UAAUCUGCAUCCUGAGGUUUA AUAAUCUAAAGAUGUAUAUUA
ath-miR2112-3p ZjuHsp100-31 40 -1.0 CUUUAUAUCCGCAUUUGCGCA AAAGGAAAUGCGGAUUUGAAG
ath-miR2112-5p ZjuHsp100-12 50 -1.0 CGCAAAUGCGGAUAUCAAUGU GGAAUGAUAUUUUCAUUUGUA
ath-miR2934-3p ZjuHsp100-94 50 -1.0 CAUCCAAGGUGUUUGUAGAAA UUUUAAUAGACAUUAUGGAUG
ath-miR2934-5p ZjuHsp100-83 50 -1.0 UCUUUCUGCAAACGCCUUGGA CUCAAGUCGUUGGUCGAAAGG
ath-miR2936 ZjuHsp100-52 50 -1.0 CUUGAGAGAGAGAACACAGACG UGUUUUUGUUUUUUUUUUUAAU
ath-miR2937 ZjuHsp100-115 5.0 -1.0 AUAAGAGC-UGUUGAAGGAGUC GCCUCCAUUGACAUGCUCUUAU
ath-miR2938 ZjuHsp100-129 5.0 -1.0 GAUCUUUUGAGAGGGUUCCAG UUUGAACCUUCCCAAAAGCUU
ath-miR2939 ZjuHsp100-120 5.0 -1.0 UAACGCACAACACUAAGCCAU GAGGCCCUGUGUUGUGCUUUG
ath-miR319a ZjuHsp100-122 5.0 -1.0 UUGGACUGAAGGGAGCUCCCU CAAGUGCUCUUUUUGGUCCAC
ath-miR319b ZjuHsp100-122 5.0 -1.0 UUGGACUGAAGGGAGCUCCCU CAAGUGCUCUUUUUGGUCCAC
ath-miR319c ZjuHsp100-122 5.0 -1.0 UUGGACUGAAGGGAGCUCCUU CAAGUGCUCUUUUUGGUCCAC
ath-miR3434-5p ZjuHsp100-25 50 -1.0 ACUUGGCUGAUUCUAUUAUU GAAAACAACAUCAGCCAAGU
ath-miR3434-3p ZjuHsp100-15 50 -1.0 UCAGAGUAUCAGCCAUGUGA CCAAAUUGUUGAUGCAUUGA
ath-miR3440b-3p ZjuHsp100-80 50 -1.0 UGGAUUGGUCAAGGGAAGCGU CCGCUUUCGUUGGUCAACUCA
ath-miR3440b-5p ZjuHsp100-71 50 -1.0 UUUUCUUGGCCCAUCCACUUC AGAGGGGAUGUGCCAAGCAAU
ath-miR390a-5p ZjuHsp100-60 50 -1.0 AAGCUCAGGAGGGAUAGCGCC GGUGAUGUUUCUCUUGAGGUU
ath-miR390b-3p ZjuHsp100-151 5.0 -1.0 CGCUAUCCAUCCUGAGUUCC GGGAGUCAGGAUGUAAAGUG
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ath-miR390b-5p ZjuHsp100-60 50 -1.0 AAGCUCAGGAGGGAUAGCGCC GGUGAUGUUUCUCUUGAGGUU
ath-miR391-3p ZjuHsp100-101 5.0 -1.0 ACGGUAUCUCUCCUACGUAGC GAUUUGUGGGAAAGGUACCGA
ath-miR3932a ZjuHsp100-99 50 -1.0 AACUUUGUGAUGACAACGAAG UUUGGUUGUCGGGGCAAAGUU
ath-miR3932b-3p ZjuHsp100-99 50 -1.0 AACUUUGUGAUGACAACGAAG UUUGGUUGUCGGGGCAAAGUU
ath-miR3933 ZjuHsp100-96 50 -1.0 AGAAGCAAAAUGACGACUCGG AAGAGU-GUUAUUUUGGUUCA
ath-miR393a-3p ZjuHsp100-60 50 -1.0 AUCAUGCUAUCUCUUUGGAUU CAUCUAAAGAGAUUG-AUGAU
ath-miR393a-5p ZjuHsp100-38 50 -1.0 UCCAAAGGGAUCGCAUUGAUCC CAAUCCAU-CGAUUUCUUUGGU
ath-miR393b-3p ZjuHsp100-109 5.0 -1.0 AUCAUGCGAUCUCUUUGGAUU GCAACAAAGAGAUCAGAUGAU
ath-miR393b-5p ZjuHsp100-38 50 -1.0 UCCAAAGGGAUCGCAUUGAUCC CAAUCCAU-CGAUUUCUUUGGU
ath-miR394a ZjuHsp100-123 5.0 -1.0 UUGGCAUUCUGUCCACCUCC AGAGUUAGAUGGAGGGCCAA
ath-miR394b-5p ZjuHsp100-123 5.0 -1.0 UUGGCAUUCUGUCCACCUCC AGAGUUAGAUGGAGGGCCAA
ath-miR395a ZjuHsp100-39 50 -1.0 CUGAAGUGUUUGGGGGAACUC GAGUUCCUACGAGUACAUCAG
ath-miR395b ZjuHsp100-44 50 -1.0 CUGAAGUGUUUGGGGGGACUC AUUGCCCCCCAAACCUUUCAU
ath-miR395¢ ZjuHsp100-44 50 -1.0 CUGAAGUGUUUGGGGGGACUC AUUGCCCCCCAAACCUUUCAU
ath-miR395d ZjuHsp100-38 50 -1.0 CUGAAGUGUUUGGGGGAACUC GAGUUCCUACGAGUACAUCAG
ath-miR395e ZjuHsp100-39 50 -1.0 CUGAAGUGUUUGGGGGAACUC GAGUUCCUACGAGUACAUCAG
ath-miR395f ZjuHsp100-44 50 -1.0 CUGAAGUGUUUGGGGGGACUC AUUGCCCCCCAAACCUUUCAU
ath-miR396a-3p ZjuHsp100-44 40 -1.0 GUUCAAUAAAGCUGUGGGAAG UUGCCGUCAGCUUUGUUGAGU
ath-miR396a-5p ZjuHsp100-04 50 -1.0 UUCCACAGCUUUCUUGAACUG GAGUUUGAGGAGGUGGUGGGG
ath-miR396b-3p ZjuHsp100-44 50 -1.0 GCUCAAGAAAGCUGUGGGAAA UUGCCGUCAGCUUUGUUGAGU
ath-miR396b-5p ZjuHsp100-04 50 -1.0 UUCCACAGCUUUCUUGAACUU GAGUUUGAGGAGGUGGUGGGG
ath-miR397a ZjuHsp100-148 5.0 -1.0 UCAUUGAGUGCAGCGUUGAUG GUUUGAGGCUGUAAUUAGUGA
ath-miR397b ZjuHsp100-12 50 -1.0 UCAUUGAGUGCAUCGUUGAUG CGUCGGUGAUGCGCUGAAGGA
ath-miR398a-3p ZjuHsp100-106 5.0 -1.0 UGUGUUCUCAGGUCACCCCUU CAAAGGUGACUUGGGAAGAUA
ath-miR398a-5p ZjuHsp100-55 50 -1.0 AAGGAGUGGCAUGUGAACACA UGUGUCCAUAUGUUAUUUGUU
ath-miR398b-3p ZjuHsp100-106 5.0 -1.0 UGUGUUCUCAGGUCACCCCUG CAAAGGUGACUUGGGAAGAUA
ath-miR398b-5p ZjuHsp100-30 50 -1.0 AGGGUUGAUAUGAGAACACAC GAGUGCUCUUAUAUGGACCUC
ath-miR398c-3p ZjuHsp100-108 5.0 -1.0 UGUGUUCUCAGGUCACCCCUG CAAAGGUGACUUGGGAAGAUA
ath-miR398c-5p ZjuHsp100-30 50 -1.0 AGGGUUGAUAUGAGAACACAC GAGUGCUCUUAUAUGGACCUC
ath-miR399b ZjuHsp100-79 3.0 -10 UGCCAAAGGAGAGUUGCCCUG GGGGGCAACUUUGAUUUGGCA
ath-miR399c-3p ZjuHsp100-140 3.0 -1.0 UGCCAAAGGAGAGUUGCCCUG GGGGGCAACUUUGAUUUGGCA
ath-miR399c-5p ZjuHsp100-19 50 -1.0 GGGCAUCUUUCUAUUGGCAGG CCUCCCAAUACAGAGGUUCCC
ath-miR399e ZjuHsp100-101 5.0 -1.0 UGCCAAAGGAGAUUUGCCUCG ACAGGGAAAACUUUAUUGGCA
ath-miR400 ZjuHsp100-34 50 -1.0 UAUGAGAGUAUUAUAAGUCAC GACAUUGAUAAUGCUCUUAAA
ath-miR401 ZjuHsp100-123 5.0 -1.0 CGAAACUGGUGUCGACCGACA UUUUGGUUGGAGUUAGUUUUG
ath-miR402 ZjuHsp100-119 5.0 -1.0 UUCGAGGCCUAUUAAACCUCUG UGGGGCUUGGAUUGGCUUCGAA
ath-miR403-5p ZjuHsp100-01 50 -1.0 UGUUUUGUGCUUGAAUCUAAUU CCGGCGGUUCAAGCUCAAAGCG
ath-miR404 ZjuHsp100-123 5.0 -1.0 AUUAACGCUGGCGGUUGCGGCAGC GCCGCCGCCGCCGCCGCCGUUUAU
ath-miR405a ZjuHsp100-03 40 -1.0 AUGAGUUGGGUCUAACCCAUAACU CGAUUUGGCUGAUACCCAGUUCAU
ath-miR405b ZjuHsp100-03 40 -1.0 AUGAGUUGGGUCUAACCCAUAACU CGAUUUGGCUGAUACCCAGUUCAU
ath-miR405d ZjuHsp100-03 40 -1.0 AUGAGUUGGGUCUAACCCAUAACU CGAUUUGGCUGAUACCCAGUUCAU
ath-miR406 ZjuHsp100-160 5.0 -1.0 UAGAAUGCUAUUGUAAUCCAG GAGGAUCUUGAUCGCAUUCUG
ath-miR407 ZjuHsp100-11 50 -1.0 UUUAAAUCAUAUACUUUUGGU UGAGAAAUUAUAUGAUGUAAU
ath-miR408-3p ZjuHsp100-26 50 -1.0 AUGCACUGCCUCUUCCCUGGC UGCACGGAAGCGGCACUGCAA
ath-miR413 ZjuHsp100-03 50 -1.0 AUAGUUUCUCUUGUUCUGCAC CGAUUUAACAAGAGAAACUAA
ath-miR414 ZjuHsp100-92 50 -1.0 UCAUCUUCAUCAUCAUCGUCA CGACGAUGAUGAUGGAGGCAU
ath-miR415 ZjuHsp100-49 50 -1.0 AACAGAGCAGAAACAGAACAU AUGUUC-GUCUAUGCUCUGUU
ath-miR416 ZjuHsp100-99 50 -1.0 GGUUCGUACGUACACUGUUCA CGAACAG-GUAUGUGCGAGUG
ath-miR417 ZjuHsp100-12 50 -1.0 GAAGGUAGUGAAUUUGUUCGA UCAAAUAGGUUCAUUGCUUUG
ath-miR418 ZjuHsp100-89 50 -1.0 UAAUGUGAUGAUGAACUGACC CAUGAGUCCAUUAUUCCGUUA
ath-miR419 ZjuHsp100-126 5.0 -1.0 UUAUGAAUGCUGAGGAUGUUG CGAAGUUCUCCGUAUUCAUAC
ath-miR420 ZjuHsp100-53 40 -1.0 UAAACUAAUCACGGAAAUGCA UGUAUAUACGUGUUUAGUUUA
ath-miR4221 ZjuHsp100-121 5.0 -1.0 UUUUCCUCUGUUGAAUUCUUGC GCAAGAUAUUACUAGGGGAAAA
ath-miR4228-3p ZjuHsp100-95 50 -1.0 UCGGAUGCGAAACGGUGGUGU AUACUGUGGUUUUCCAUCUGA
ath-miR4228-5p ZjuHsp100-162 5.0 -1.0 AUAGCCUUGAACGCCGUCGUU UCCGGCGACGUUUAAGACUCU
ath-miR4239 ZjuHsp100-12 50 -1.0 UUUGUUAUUUUCGCAUGCUCC AAAGGUUGUGAAAAUUGCAAG
ath-miR4240 ZjuHsp100-75 40 -1.0 UGACUAGACCCGUAACAUUAC UCAAUGUAGCGGUUCUAAUCA
ath-miR4243 ZjuHsp100-12 50 -1.0 UUGAAAUUGUAGAUUUCGUAC UUGUGGAUUCUACAGGUUUAA
ath-miR4245 ZjuHsp100-59 50 -1.0 ACAAAGUUUUAUACUGACAAU UCUGAGAGUAAAAAAUUUUGA
ath-miR426 ZjuHsp100-89 50 -1.0 UUUUGGAAAUUUGUCCUUACG GCAAAGAAUAAAGUUUUAAAA
ath-miR447a.2-3p  ZjuHsp100-98 50 -1.0 UAUGGAAGAAAUUGUAGUAUU GAGAUUGUAAUUUCUUUCUUG
ath-miR447a-3p ZjuHsp100-144 5.0 -1.0 UUGGGGACGAGAUGUUUUGUUG UUGCAGAGAAUCUCAUGCCCAA
ath-miR447b ZjuHsp100-144 5.0 -1.0 UUGGGGACGAGAUGUUUUGUUG UUGCAGAGAAUCUCAUGCCCAA
ath-miR447c-3p ZjuHsp100-12 50 -1.0 UUGGGGACGACAUCUUUUGUUG AAAUAAAAGAGGUCGUUGUUAA
ath-miR472-3p ZjuHsp100-84 40 -1.0 UUUUUCCUACUCCGCCCAUACC GGUGAAAGUGGGGUAGGAAAAA
ath-miR472-5p ZjuHsp100-119 5.0 -1.0 AUGGUCGAAGUAGGCAAAAUC UGUCUGGCUUACUUGGGUCAU
ath-miR5012 ZjuHsp100-12 50 -1.0 UUUUACUGCUACUUGUGUUCC UAAAUGCAUGUGGCAGCAGAA
ath-miR5013 ZjuHsp100-126 5.0 -1.0 UUUGUGACAUCUAGGUGCUUU AGAGAAGAUGGAUGUUAUAGA
ath-miR5014a-3p ZjuHsp100-30 50 -1.0 UUGUACAAAUUUAAGUGUACG UUUGGAGUUGGAUUCGUACAA
ath-miR5014a-5p ZjuHsp100-81 50 -1.0 ACACUUAGUUUUGUACAACAU UCGUCGUACAAAGGUAGCUGU
ath-miR5014b ZjuHsp100-83 50 -1.0 AUUUGUACACCUAGAUCUGUA AACAACUUUGGGUGGAUAAAU
ath-miR5015 ZjuHsp100-62 50 -1.0 UUGGUGUUAUGUGUAGUCUUC UGCUUCUGCACAUAACGUCGA
ath-miR5016 ZjuHsp100-101 5.0 -1.0 UUCUUGUGGAUUCCUUGGAAA AUUUCAAGAAAUUCACAAAAC
ath-miR5017-3p ZjuHsp100-20 50 -1.0 UUAUACCAAAUUAAUAGCAAA CUUGCUAUUUGUUUCGUAUGC
ath-miR5017-5p ZjuHsp100-15 50 -1.0 AUUUGUUACUAAUUUGGAAUG UAUUCCAAAUUGUUGAUGCAU
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ath-miR5019 ZjuHsp100-144 5.0 -1.0 UGUUGGGAAAGAAAAACUCUU UUAUUUUUUUCUUUUUUAAUA
ath-miR5020a ZjuHsp100-127 5.0 -1.0 UGGAAGAAGGUGAGACUUGCA CUUCCGUUUCACCUUCUUCUU
ath-miR5020b ZjuHsp100-65 50 -1.0 AUGGCAUGAAAGAAGGUGAGA UUUCACCUUUGUUUGGGCUAU
ath-miR5020c ZjuHsp100-60 50 -1.0 UGGCAUGGAAGAAGGUGAGAC GUUCCAUUUUUUUCCAUUUCA
ath-miR5021 ZjuHsp100-36 50 -1.0 UGAGAAGAAGAAGAAGAAAA uuGucuuuuucucuuuuucc
ath-miR5022 ZjuHsp100-82 50 -1.0 GUCAUGGGGUAUGAUCGAAUG CCUUCGAUCAUCUUCUUUGAU
ath-miR5023 ZjuHsp100-93 50 -1.0 AUUGGUAGUGGAUAAGGGGGC GUUUUGUUGUCUACCACCAAU
ath-miR5024-3p ZjuHsp100-15 50 -1.0 CCGUAUCUUGGCCUUGUCAUU CCAGAGCAGGCCAAGUUGCGG
ath-miR5025 ZjuHsp100-124 5.0 -1.0 ACUGUAUAUAUGUAAGUGACA AGUUCUUUGUAUAUAUAUGGA
ath-miR5027 ZjuHsp100-18 50 -1.0 ACCGGUUGGAACUUGCCUUAA AUAGGCCAAGUUC-AAUCGGU
ath-miR5028 ZjuHsp100-82 50 -1.0 AAUUGGGUUUAUGCUAGAGUU GAUUUGAUCGUGAAUUCAAUU
ath-miR5029 ZjuHsp100-45 50 -1.0 AAUGAGAGAGAACACUGCAAA CCUGCACUAUUUUUUCUCUUU
ath-miR5595a ZjuHsp100-97 50 -1.0 ACAUAUGAUCUGCAUCUUUGC GGAAAGAUUUAGAUUAUAUUG
ath-miR5628 ZjuHsp100-14 50 -1.0 GAAAUAGCGAAGAUAUGAUUA UAAUUAU-UCUUUGGUAUUUU
ath-miR5629 ZjuHsp100-101 5.0 -1.0 UUAGGGUAGUUAACGGAAGUUA UGGCUUCCCUUGACAACUCUGC
ath-miR5630a ZjuHsp100-126 5.0 -1.0 GCUAAGAGCGGUUCUGAUGGA CACUUCCAAACUGCUCUUGGG
ath-miR5630b ZjuHsp100-42 50 -1.0 GCUAAGAGCGGUUCUGAUGGA CCUAUGAAAGCCGCUCUUCGU
ath-miR5631 ZjuHsp100-03 50 -1.0 UGGCAGGAAAGACAUAAUUUU GAAAUUCUGUCUUCUCUGACG
ath-miR5632-3p ZjuHsp100-114 40 -1.0 UUGGAUUUAUAGUUGGAUAAG UAGAUCCUACUGUGAAUUUGA
ath-miR5632-5p ZjuHsp100-146 5.0 -1.0 UUGAUUCUCUUAUCCAACUGU UAGGUUGGAUGAGAUGAUUGU
ath-miR5633 ZjuHsp100-25 50 -1.0 UAUGAUCAUCAGAAAACAGUG AAUUGUUUAUAGAUGAUUGUA
ath-miR5634 ZjuHsp100-96 50 -1.0 AGGGACUUUGUGAAUUUAGGG CAACAAAUUCAUAAGCUCCUU
ath-miR5635a ZjuHsp100-152 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG ACUCAUUAGUAUUUUUUGACA
ath-miR5635b ZjuHsp100-151 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG ACUCAUUAGUAUUUUUUGACA
ath-miR5635¢ ZjuHsp100-152 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG ACUCAUUAGUAUUUUUUGACA
ath-miR5635d ZjuHsp100-151 4.0 -1.0 UGUUAAGGAGUGUUAACGGUG ACUCAUUAGUAUUUUUUGACA
ath-miR5638a ZjuHsp100-80 50 -1.0 AUACCAAAACUCUCUCACUUU AAAGUGAUGGGGUUUCAGUAU
ath-miR5638b ZjuHsp100-72 50 -1.0 ACAGUGGUCAUCUGGUGGGCU UGCCCUUCAACUGACCGCUGU
ath-miR5639-3p ZjuHsp100-123 4.0 -1.0 UUUAGCCUCAGACCACGGUGGACU AGUUGAACGUGGUCUGAUCUUAAA
ath-miR5639-5p ZjuHsp100-96 50 -1.0 UAGUCCACUGUGGUCUAAGGC GAUUUAGAUUAUAUUGGACGA
ath-miR5640 ZjuHsp100-85 50 -1.0 UGAGAGAAGGAAUUAGAUUCA GUACUAUAUUUCUUUUUCUUA
ath-miR5641 ZjuHsp100-31 50 -1.0 UGGAAGAAGAUGAUAGAAUUA GAAUUCAAAUAUUUGCUUCCA
ath-miR5642a ZjuHsp100-14 40 -1.0 UCUCGCGCUUGUACGGCUUU AAACCAGUCCAGGCGUGAGA
ath-miR5642b ZjuHsp100-14 40 -1.0 UCUCGCGCUUGUACGGCUUU AAACCAGUCCAGGCGUGAGA
ath-miR5643b ZjuHsp100-68 50 -1.0 AGGCUUUUAAGAUCUG-GUUGC GCAACAUAGAUCUUAGGAGGCU
ath-miR5643a ZjuHsp100-36 50 -1.0 AGGCUUUUAAGAUCUGGUUGC UUAACUCGAUCAUGAAACCCU
ath-miR5644 ZjuHsp100-75 50 -1.0 GUGGGUUGCGGAUAACGGUA UAUUGUUGUUCCCAAUCCAG
ath-miR5645a ZjuHsp100-12 50 -1.0 AUUUGAGUCAUGUCGUUAAG CUUGAUGAAAUGAAUCAAAG
ath-miR5645b ZjuHsp100-12 50 -1.0 AUUUGAGUCAUGUCGUUAAG CUUGAUGAAAUGAAUCAAAG
ath-miR5645d ZjuHsp100-12 50 -1.0 AUUUGAGUCAUGUCGUUAAG CUUGAUGAAAUGAAUCAAAG
ath-miR5645e ZjuHsp100-12 50 -1.0 AUUUGAGUCAUGUCGUUAAG CUUGAUGAAAUGAAUCAAAG
ath-miR5645f ZjuHsp100-12 50 -1.0 AUUUGAGUCAUGUCGUUAAG CUUGAUGAAAUGAAUCAAAG
ath-miR5646 ZjuHsp100-157 5.0 -1.0 GUUCGAGGCACGUUGGGAGG ACUUGCAACAUGUCUUGAAA
ath-miR5647 ZjuHsp100-109 5.0 -1.0 UCAAGUUUGAUGACGAUUCCA UGAAAUUGGUGUCAAGUUUGA
ath-miR5648-5p ZjuHsp100-99 50 -1.0 UUUGGAAAUAUUUGGCUUGACU UUUCGGGGGUAGUAUUUCCAAA
ath-miR5649a ZjuHsp100-89 50 -1.0 AUUGAAUAUGUUGGUUACUAU AUAUUAAUUAAUGUAUUUUAU
ath-miR5649b ZjuHsp100-89 50 -1.0 AUUGAAUAUGUUGGUUACUAU AUAUUAAUUAAUGUAUUUUAU
ath-miR5650 ZjuHsp100-127 5.0 -1.0 UUGUUUUGGAUCUUAGAUACA UUGAUCGAAGAUGUGGAACAA
ath-miR5651 ZjuHsp100-15 50 -1.0 UUGUGCGGUUCAAAUAGUAAC UCUUUUAAUUGGAUUGCGCAG
ath-miR5652 ZjuHsp100-43 50 -1.0 UUGAAUGUGAAUGAAUCGGGC GCCCGAUUUGUUAAUGUUCCA
ath-miR5653 ZjuHsp100-12 50 -1.0 UGGGUUGAGUUGAGUUGAGUUGGC AUGAGCUUAACUUGGCUCCAUCUG
ath-miR5654-3p ZjuHsp100-83 50 -1.0 UGGAAGAUGCUUUGGGAUUUAUU CAUAUAUUUCAAGGCAUUUGUCA
ath-miR5654-5p ZjuHsp100-101 4.0 -1.0 AUAAAUCCCAACAUCUUCCA AAGUGGAUGAUGGGAUUUGU
ath-miR5655 ZjuHsp100-80 50 -1.0 AAGUAGACACAUAAGAAGGAG UGCAUUCUUGU-UGUUUACUU
ath-miR5656 ZjuHsp100-132 5.0 -1.0 ACUGAAGUAGAGAUUGGGUUU GCUCUCGAGCUCUGCUUCAGC
ath-miR5657 ZjuHsp100-12 50 -1.0 UGGACAAGGUUAGAUUUGGUG UGGGAAGACUAGCCUUGUUCG
ath-miR5658 ZjuHsp100-03 50 -1.0 AUGAUGAUGAUGAUGAUGAAA GAUCAUGAUCACGAUCAUCAA
ath-miR5659 ZjuHsp100-34 50 -1.0 CGAUGAAGGUCUUUGGAACGGUA GAAAUAUCCAGAUAUCUUCAUUG
ath-miR5660 ZjuHsp100-37 50 -1.0 CAGGUGGUUAGUGCAAUGGAA UUCUAUUGUAUGGUCCACCUG
ath-miR5661 ZjuHsp100-07 40 -1.0 AGAGGUACAUCAUGUAGUCUG ACAAUUGCAUGAUGUGUUUUU
ath-miR5662 ZjuHsp100-80 40 -1.0 AGAGGUGACCAUUGGAGAUG AGCCUUCCAUGGUCGCCUCU
ath-miR5663-3p ZjuHsp100-40 50 -1.0 UGAGAAUGCAAAUCCUUAGCU UUCUAAAGAUUUG-AUUUUUA
ath-miR5663-5p ZjuHsp100-125 5.0 -1.0 AGCUAAGGAUUUGCAUUCUCA AGAGAAUUUGGAUCUUAGGCU
ath-miR5664 ZjuHsp100-126 5.0 -1.0 AUAGUCAAUUUUAU-CGGUCUG UAGACUGGAUGAGGUUGGUUAU
ath-miR5665 ZjuHsp100-01 40 -1.0 UUGGUGGACAAGAUCUGGGAU GGACCGGCUUUUGUACACCAA
ath-miR5995b ZjuHsp100-96 50 -1.0 ACAUAUGAUCUGCAUCUUUGC GGAAAGAUUUAGAUUAUAUUG
ath-miR5996 ZjuHsp100-130 4.0 -1.0 UGACAUCCAGAUAGAAGCUUUG AGGAGCUACUAU-UGGAUGUCG
ath-miR5997 ZjuHsp100-57 40 -1.0 UGAAACCAAGUAGCUAAAUAG ACAUUUGGUU-CUUGGUUUCA
ath-miR5998a ZjuHsp100-91 50 -1.0 ACAGUUUGUGUUUUGUUUUGU ACAGUAUAUAACAUAAACUGG
ath-miR5998b ZjuHsp100-91 50 -1.0 ACAGUUUGUGUUUUGUUUUGU ACAGUAUAUAACAUAAACUGG
ath-miR5999 ZjuHsp100-12 50 -1.0 UCUUCACUAUUAGACGGACAA AGAAUUGUCUGAUACUGAAGA
ath-miR771 ZjuHsp100-114 5.0 -1.0 UGAGCCUCUGUGGUAGCCCUCA UCGAGGCAAUUACAAAGGUUCA
ath-miR773a ZjuHsp100-68 50 -1.0 UUUGCUUCCAGCUUUUGUCUC CAGGCGAAAGAUUGAGGCGAA
ath-miR773b-3p ZjuHsp100-20 50 -1.0 UUUGAUUCCAGCUUUUG-UCUC GAGAUCAAUAGCUGGAAUAGAA
ath-miR773b-5p ZjuHsp100-60 50 -1.0 GGCAAUAACUUGAGCAAACA GGCUUCUUAAAGUUGUUGCU
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miRNA_Acc. Target_Acc. Exp. UPE miRNA_aligned_fragment Target_aligned_fragment
ath-miR774a ZjuHsp100-151 5.0 -1.0 UUGGUUACCCAUAUGGCCAUC UCUGACCGUAUGGAUGACAAA
ath-miR774b-3p ZjuHsp100-12 50 -1.0 CAUCCAUAUUUUCAUCUCGAA CUGGGGAUGGAAAUCUUGAUG
ath-miR774b-5p ZjuHsp100-105 5.0 -1.0 UGAGAUGAAGAUAUGGGUGAU UUUCUCCAUAUCUGCCUCUCA
ath-miR775 ZjuHsp100-40 50 -1.0 UUCGAUGUCUAGCAGUGCCA AGGCAAUGUUUGACAUCCGA
ath-miR776 ZjuHsp100-135 5.0 -1.0 UCUAAGUCUUCUAUUGAUGUU GGAAUUGCUGGAGGAUUUGGA
ath-miR777 ZjuHsp100-18 50 -1.0 UACGCAUUGAGUUUCGUUGCUU AACUAACUGGGCUUGAUGUGUG
ath-miR778 ZjuHsp100-44 50 -1.0 UGGCUUGGUUUAUGUACACCG UUGUGUGCUUGAUCCAAGCCU
ath-miR779.1 ZjuHsp100-83 40 -1.0 UUCUGCUAUGUUGCUGCUCAU CGGAUGAGAAACGUAGCAGGA
ath-miR779.2 ZjuHsp100-109 5.0 -1.0 UGAUUGGAAAUUUCGUUGACU GGUGGAAGAAAUUUUUAACCA
ath-miR780.1 ZjuHsp100-116 5.0 -1.0 UCUAGCAGCUGUUGAGCAGGU UCUUGCUCAUGAGUUGCUGGG
ath-miR780.2 ZjuHsp100-70 50 -1.0 UUCUUCGUGAAUAUCUGGCAU UUCCAAGAUAUUCAAUAAGAA
ath-miR781a ZjuHsp100-115 5.0 -1.0 UUAGAGUUUUCUGGAUACUUA CCAAUUUCUAGGAAACUUUGU
ath-miR781b ZjuHsp100-115 5.0 -1.0 UUAGAGUUUUCUGGAUACUUA CCAAUUUCUAGGAAACUUUGU
ath-miR782 ZjuHsp100-119 5.0 -1.0 ACAAACACCUUGGAUGUUCUU AAGAAUUUCGAGGGAGUUUGU
ath-miR8121 ZjuHsp100-91 50 -1.0 AAAGUAUAAUGGUUUAGUGGUUUG CAGGCCAC-AAGUUAUUGUACUUG
ath-miR8165 ZjuHsp100-36 50 -1.0 AAUGGAGGCAAGUGUGAAGGA CAAGUCAAGCUUGCCUUCAUG
ath-miR8166 ZjuHsp100-98 50 -1.0 AGAGAGUGUAGAAAGUUUCUCA GAAGGAACUGUCUGCAUAUUCU
ath-miR8167a ZjuHsp100-90 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG CUCCCCCAUGAGUUCCAUGACU
ath-miR8167b ZjuHsp100-90 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG CUCCCCCAUGAGUUCCAUGACU
ath-miR8167¢c ZjuHsp100-90 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG CUCCCCCAUGAGUUCCAUGACU
ath-miR8167d ZjuHsp100-90 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG CUCCCCCAUGAGUUCCAUGACU
ath-miR8167e ZjuHsp100-90 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG CUCCCCCAUGAGUUCCAUGACU
ath-miR8167f ZjuHsp100-90 50 -1.0 AGAUGUGGAGAUCGUGGGGAUG CUCCCCCAUGAGUUCCAUGACU
ath-miR8168 ZjuHsp100-109 5.0 -1.0 AGGUGCUGAGUGUGCUAGUGC GCACAAGAGAAUUUAGCACCU
ath-miR8169 ZjuHsp100-12 50 -1.0 AUAGACAGAGUCACUCACAGA AGAGUGGGUCACUUUGUUUAG
ath-miR8170-3p ZjuHsp100-129 5.0 -1.0 UUGCUUAAAGAUUUUCUAUGU UUAUAUAGAAUCUUUCAGAGA
ath-miR8170-5p ZjuHsp100-27 40 -1.0 AUAGCAAAUCGAUAAGCAAUG CAUUGAUUAUUGGUUUUUUGU
ath-miR8171 ZjuHsp100-95 50 -1.0 AUAGGUGGGCCAGUGGUAGGA UGCUGCUGUUGGUCGAUUUAU
ath-miR8172 ZjuHsp100-127 5.0 -1.0 AUGGAUCAUCU-AGAUGGAGAU AUCUCCAUUUUGGAUGAUCCAA
ath-miR8173 ZjuHsp100-131 5.0 -1.0 AUGUGCUGAUUCGAGGUGGGA CCCCAUCACGGUUCAGGACAU
ath-miR8174 ZjuHsp100-12 50 -1.0 AUGUGUAUAGGGAAGCUAAUC UUUUAGCUUCUCUCUAUUCAA
ath-miR8176 ZjuHsp100-58 50 -1.0 GGCCGGUGGUCGCGAGAGGGA AAGCCCUCGCUGCCACCGGCG
ath-miR8177 ZjuHsp100-01 50 -1.0 GUGUGAUGAUGUGUCAUUUAUA UCUAAAUAACUUAUUAUUACAA
ath-miR8178 ZjuHsp100-42 50 -1.0 UAACAGAGUAAUUGUACAGUG AUUUGUAAAGUUAUUCUGUGU
ath-miR8179 ZjuHsp100-08 50 -1.0 UGACUGCAUUAACUUGAUCGU GUGAGCAGGUUGAUGCUGUUC
ath-miR8180 ZjuHsp100-82 50 -1.0 UGCGGUGCGGGAGAAGUGC GCAAUUUUCCCUCACUGUU
ath-miR8181 ZjuHsp100-58 50 -1.0 UGGGGGUGGGGGGGUGACAG UCCUCCUUCUCCCACUCCCA
ath-miR8182 ZjuHsp100-155 5.0 -1.0 UUGUGUUGCGUUUCUGUUGAUU AAACAACAGAAAUACAGCGAAG
ath-miR8183 ZjuHsp100-12 40 -1.0 UUUAGUUGACGGAAUUGUGGC UACACCAUUCCGUUGAUUGGC
ath-miR8184 ZjuHsp100-43 50 -1.0 UUUGGUCUGAUUACGAAUGUA UAAGUUUGUAAUUGGACAAGA
ath-miR822-3p ZjuHsp100-126 5.0 -1.0 UGUGCAAAUGCUUUCUACAGG AAUAUGGAAAGCGUGUUCACA
ath-miR823 ZjuHsp100-147 5.0 -1.0 UGGGUGGUGAUCAUAUAAGAU ACAUUCAAUGAUCACUAUUUA
ath-miR824-3p ZjuHsp100-102 5.0 -1.0 CCUUCUCAUCGAUGGUCUAGA AGGAGCUCAUCGAUGAGAACC
ath-miR824-5p ZjuHsp100-60 50 -1.0 UAGACCAUUUGUGAGAAGGGA UGCCUUGUGGGAAAUGGUUUA
ath-miR825 ZjuHsp100-153 5.0 -1.0 UUCUCAAGAAGGUGCAUGAAC AUUCAUGUAUUAUUUUGAUAA
ath-miR826a ZjuHsp100-70 40 -1.0 UAGUCCGGUUUUGGAUACGUG UUAGGAUUCAAGACCGGGCUC
ath-miR826b ZjuHsp100-131 5.0 -1.0 UGGUUUUGGACACGUGAAAAU CUAUUUAUGUGACUAAGACUA
ath-miR827 ZjuHsp100-12 50 -1.0 UUAGAUGACCAUCAACAAACU UACCGUUUGAUGGUUAUUUAA
ath-miR870-3p ZjuHsp100-13 40 -1.0 UAAUUUGGUGUUUCUUCGAUC ACUGGAAGAAACUCCAAGUAA
ath-miR870-5p ZjuHsp100-12 40 -1.0 AAGAACAUCAAAUUAGAAUGU CGAUGCAAAUGUGAUGUUCUC
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Table S3.1 Calculation of divergence time rates and Ka/Ks ratios of orthologous ZjusHsp gene pairs between jujube and peach,
banana, orange, Arabidopsis.

Ziziphus jujuba — A. thaliana

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjusHsp-01 1 AT4G27670.1 4 5,4464 0,2618 0,048068449 41,89538462
ZjusHsp-04 1 AT5G54660.1 5 6,9186 0,4109 0,059390628 53,22
ZjusHsp-10 2 AT2G29500.1 2 17,6597 0,1919 0,010866549 135,8438462
ZjusHsp-10 2 AT1G07400.1 1 4,5738 0,1917 0,041912633 35,18307692
ZjusHsp-10 2 AT3G46230.1 3 11,1716 0,2521 0,02256615 85,93538462
ZjusHsp-10 2 AT5G59720.1 5 7,0981 0,2365 0,033318775 54,60076923
ZjusHsp-10 2 AT1G53540.1 1 6,8061 0,2388 0,035086173 52,35461538
ZjusHsp-10 2 AT1G59860.1 1 56,9142 0,1967 0,00345608 437,8015385
ZjusHsp-12 2 AT2G29500.1 2 53,1931 0,1328 0,002496564 409,1776923
ZjusHsp-12 2 AT5G59720.1 5 16,3847 0,2189 0,013360025 126,0361538
ZjusHsp-12 2 AT3G46230.1 3 6,4691 0,2099 0,032446554 49,76230769
ZjusHsp-12 2 AT1G53540.1 1 4,9877 0,1935 0,038795437 38,36692308
ZjusHsp-12 2 AT1G07400.1 1 9,6581 0,1748 0,018098798 74,29307692
ZjusHsp-13 2 AT2G29500.1 2 17,0303 0,1893 0,011115482 131,0023077
ZjusHsp-13 2 AT1G53540.1 1 6,8204 0,2289 0,033561081 52,46461538
ZjusHsp-13 2 AT1G07400.1 1 4,6325 0,1884 0,040669185 35,63461538
ZjusHsp-13 2 AT3G46230.1 3 9,1355 0,2417 0,026457227 70,27307692
ZjusHsp-13 2 AT5G59720.1 5 6,9812 0,2264 0,032429955 53,70153846
ZjusHsp-16 2 AT2G29500.1 2 13,4878 0,1183 0,008770889 103,7523077
ZjusHsp-16 2 AT3G46230.1 3 51,6998 0,2 0,003868487 397,6907692
ZjusHsp-16 2 AT5G59720.1 5 51,7111 0,2093 0,004047487 397,7776923
ZjusHsp-16 2 AT1G53540.1 1 55,5624 0,1935 0,003482571 427,4030769
ZjusHsp-16 2 AT1G07400.1 1 3,8494 0,17 0,044162727 29,61076923
ZjusHsp-16 2 AT1G59860.1 1 2,8405 0,1837 0,064671713 21,85
ZjusHsp-17 2 AT5G59720.1 5 51,9847 0,2179 0,004191618 399,8823077
ZjusHsp-17 2 AT1G53540.1 1 9,503 0,2032 0,021382721 731
ZjusHsp-17 2 AT3G46230.1 3 9,4729 0,2078 0,02193626 72,86846154
ZjusHsp-17 2 AT1G07400.1 1 12,6857 0,1521 0,011989878 97,58230769
ZjusHsp-18 2 AT2G29500.1 2 9,6916 0,1298 0,013393041 74,55076923
ZjusHsp-18 2 AT3G46230.1 3 10,4039 0,2171 0,020867175 80,03
ZjusHsp-18 2 AT5G59720.1 5 36,086 0,2192 0,006074378 277,5846154
ZjusHsp-18 2 AT1G53540.1 1 5,5316 0,1944 0,035143539 42,55076923
ZjusHsp-18 2 AT1G07400.1 1 3,1631 0,1712 0,054124119 24,33153846
ZjusHsp-18 2 AT1G59860.1 1 9,6683 0,1942 0,020086261 74,37153846
ZjusHsp-19 2 AT2G29500.1 2 23,4462 0,1476 0,006295263 180,3553846
ZjusHsp-19 2 AT5G59720.1 5 52,8597 0,2258 0,004271685 406,6130769
ZjusHsp-19 2 AT1G53540.1 1 10,2796 0,2099 0,020419082 79,07384615
ZjusHsp-19 2 AT3G46230.1 3 10,7955 0,2222 0,02058265 83,04230769
ZjusHsp-19 2 AT1G07400.1 1 39,6042 0,1846 0,004661122 304,6476923
ZjusHsp-19 2 AT2G29500.1 2 12,5935 0,1238 0,009830468 96,87307692
ZjusHsp-20 2 AT3G46230.1 3 13,2672 0,1996 0,015044621 102,0553846
ZjusHsp-20 2 AT5G59720.1 5 53,5031 0,21 0,003925006 411,5623077
ZjusHsp-20 2 AT1G53540.1 1 8,4506 0,179 0,021181928 65,00461538
ZjusHsp-20 2 AT1G07400.1 1 3,4483 0,1653 0,047936664 26,52538462
ZjusHsp-21 2 AT2G29500.1 2 21,0417 0,127 0,006035634 161,8592308
ZjusHsp-21 2 AT5G59720.1 5 55,2897 0,2003 0,003622736 425,3053846
ZjusHsp-21 2 AT3G46230.1 3 7,1784 0,197 0,027443441 55,21846154
ZjusHsp-21 2 AT1G53540.1 1 4,657 0,1883 0,040433756 35,82307692
ZjusHsp-21 2 AT1G07400.1 1 23,0819 0,1545 0,006693556 177,5530769
ZjusHsp-21 2 AT1G59860.1 1 52,0275 0,1624 0,003121426 400,2115385
ZjusHsp-22 2 AT2G29500.1 2 6,2729 0,1312 0,020915366 48,25307692
ZjusHsp-22 2 AT3G46230.1 3 11,397 0,2122 0,018618935 87,66923077
ZjusHsp-22 2 AT5G59720.1 5 54,1087 0,2232 0,00412503 416,2207692
ZjusHsp-22 2 AT1G53540.1 1 5,685 0,1905 0,033509235 43,73076923
ZjusHsp-22 2 AT1G07400.1 1 2,9428 0,1777 0,060384668 22,63692308
ZjusHsp-22 2 AT1G59860.1 1 9,4159 0,1957 0,020783993 72,43
ZjusHsp-23 2 AT2G29500.1 2 8,2674 0,1316 0,015917943 63,59538462
ZjusHsp-23 2 AT3G46230.1 3 17,6745 0,2076 0,011745735 135,9576923
ZjusHsp-23 2 AT5G59720.1 5 53,355 0,2193 0,004110205 410,4230769
ZjusHsp-23 2 AT1G53540.1 1 10,3532 0,1869 0,01805239 79,64
ZjusHsp-23 2 AT1G07400.1 1 3,4382 0,1736 0,050491536 26,44769231
ZjusHsp-24 2 AT2G29500.1 2 7,0245 0,1471 0,020940992 54,03461538
ZjusHsp-24 2 AT5G59720.1 5 45,9297 0,2213 0,004818233 353,3053846
ZjusHsp-24 2 AT3G46230.1 3 52,9817 0,2195 0,00414294 407,5515385
ZjusHsp-24 2 AT1G53540.1 1 9,0928 0,2216 0,024370931 69,94461538

28



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226

Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S3.1 Continued

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjusHsp-24 2 AT1G59860.1 1 7,6343 0,2013 0,02636784 58,72538462
ZjusHsp-25 2 AT2G29500.1 2 11,9839 0,1353 0,011290148 92,18384615
ZjusHsp-25 2 AT3G46230.1 3 7,9576 0,2181 0,027407761 61,21230769
ZjusHsp-25 2 AT5G59720.1 5 53,2362 0,2229 0,004187001 409,5092308
ZjusHsp-25 2 AT1G53540.1 1 5,56241 0,1919 0,03473869 42,49307692
ZjusHsp-25 2 AT1G07400.1 1 3,7786 0,1766 0,046736887 29,06615385
ZjusHsp-25 2 AT1G59860.1 1 12,3814 0,1995 0,016112879 95,24153846
ZjusHsp-26 2 AT1G53540.1 1 6,2105 0,153 0,024635698 47,77307692
ZjusHsp-26 2 AT3G46230.1 3 6,2099 0,1421 0,022882816 47,76846154
ZjusHsp-26 2 AT5G59720.1 5 2,4399 0,1685 0,069060207 18,76846154
ZjusHsp-26 2 AT2G29500.1 2 39,9893 0,1831 0,004578725 307,61
ZjusHsp-26 2 AT1G07400.1 1 17,3717 0,2138 0,012307373 133,6284615
ZjusHsp-26 2 AT1G59860.1 1 53,561 0,2051 0,003829279 412,0076923
ZjusHsp-27 2 AT1G54850.1 1 2,775 0,4001 0,14418018 21,34615385
ZjusHsp-28 2 AT1G54850.1 1 21,986 0,3462 0,015746384 169,1230769
ZjusHsp-29 2 AT1G54850.1 1 6,5413 0,3923 0,059972788 50,31769231
ZjusHsp-29 2 AT1G54840.1 1 3,4549 0,4809 0,139193609 26,57615385
ZjusHsp-31 3 AT1G53540.1 1 3,4275 0,3201 0,093391685 26,36538462
ZjusHsp-31 3 AT1G07400.1 1 8,9359 0,3002 0,033594825 68,73769231
ZjusHsp-31 3 AT5G59720.1 5 3,2714 0,342 0,104542398 25,16461538
ZjusHsp-32 3 AT5G59720.1 5 5,2569 0,2299 0,043732999 40,43769231
ZjusHsp-32 3 AT3G46230.1 3 53,2481 0,2076 0,003898731 409,6007692
ZjusHsp-32 3 AT1G53540.1 1 56,7844 0,2231 0,003928896 436,8030769
ZjusHsp-32 3 AT2G29500.1 2 10,451 0,2004 0,019175199 80,39230769
ZjusHsp-32 3 AT1G07400.1 1 6,1565 0,2258 0,036676683 47,35769231
ZjusHsp-33 3 AT5G59720.1 5 57,6905 0,1625 0,002816755 443,7730769
ZjusHsp-33 3 AT3G46230.1 3 45128 0,1784 0,039531998 34,71384615
ZjusHsp-33 3 AT1G53540.1 1 5,6976 0,1719 0,030170598 43,82769231
ZjusHsp-33 3 AT2G29500.1 2 14,2111 0,1782 0,012539494 109,3161538
ZjusHsp-33 3 AT1G07400.1 1 2,7066 0,1811 0,066910515 20,82
ZjusHsp-34 3 AT4G25200.1 4 0,2793 32,1460 115,0948801 2,148461538
ZjusHsp-34 3 AT5G51440.1 5 6,8399 0,3044 0,044503575 52,61461538
ZjusHsp-35 3 AT4G25200.1 4 2,7737 0,2742 0,098857122 21,33615385
ZjusHsp-35 3 AT5G51440.1 5 6,1158 0,2978 0,048693548 47,04461538
ZjusHsp-36 3 AT4G25200.1 4 3,2146 0,2793 0,086884838 24,72769231
ZjusHsp-36 3 AT5G51440.1 5 6,8394 0,3044 0,044506828 52,61076923
ZjusHsp-37 3 AT4G25200.1 4 2,7737 0,2742 0,098857122 21,33615385
ZjusHsp-37 3 AT5G51440.1 5 6,1157 0,2978 0,048694344 47,04384615
ZjusHsp-38 3 ATA4G27670.1 4 5,4458 0,2618 0,048073745 41,89076923
ZjusHsp-42 4 AT1G76510.1 1 1,4242 0,326 0,228900435 10,95538462
ZjusHsp-42 4 AT1G76510.2 1 1,4242 0,326 0,228900435 10,95538462
ZjusHsp-42 4 AT1G76510.3 1 1,3976 0,3331 0,238337149 10,75076923
ZjusHsp-42 4 AT1G20910.1 1 1,7505 0,3224 0,18417595 13,46538462
ZjusHsp-42 4 AT2G17410.1 2 2,2159 0,439 0,198113633 17,04538462
ZjusHsp-42 4 AT2G17410.2 2 2,162 0,4428 0,204810361 16,63076923
ZjusHsp-43 4 AT1G76510.1 1 1,4242 0,326 0,228900435 10,95538462
ZjusHsp-43 4 AT1G76510.2 1 1,4242 0,326 0,228900435 10,95538462
ZjusHsp-43 4 AT1G76510.3 1 1,3976 0,3331 0,238337149 10,75076923
ZjusHsp-43 4 AT1G20910.1 1 1,7505 0,3224 0,18417595 13,46538462
ZjusHsp-43 4 AT2G17410.1 2 2,2159 0,439 0,198113633 17,04538462
ZjusHsp-43 4 AT2G17410.2 2 2,162 0,4428 0,204810361 16,63076923
ZjusHsp-44 4 AT1G76510.1 1 1,418 0,332 0,234132581 10,90769231
ZjusHsp-44 4 AT1G76510.2 1 1,418 0,332 0,234132581 10,90769231
ZjusHsp-44 4 AT1G76510.3 1 1,3918 0,3393 0,243785027 10,70615385
ZjusHsp-44 4 AT1G20910.1 1 1,7354 0,322 0,185548 13,34923077
ZjusHsp-44 4 AT2G17410.1 2 2,2745 0,434 0,190811167 17,49615385
ZjusHsp-44 4 AT2G17410.2 2 2,2216 0,4376 0,196975153 17,08923077
ZjusHsp-45 4 AT1G06460.1 1 1,8965 0,5286 0,278723965 14,58846154
ZjusHsp-54 6 AT1G76440.2 1 2,6833 0,3564 0,132821526 20,64076923
ZjusHsp-54 6 AT1G76440.1 1 2,6833 0,3564 0,132821526 20,64076923
ZjusHsp-54 6 AT1G76440.3 1 2,6833 0,3564 0,132821526 20,64076923
ZjusHsp-55 6 AT5G12020.1 5 4,9009 0,1665 0,033973352 37,69923077
ZjusHsp-55 6 AT5G12030.1 5 6,015 0,2229 0,037057357 46,26923077
ZjusHsp-56 6 AT5G12020.1 5 10,0214 0,2751 0,027451254 77,08769231
ZjusHsp-57 6 AT5G12020.1 5 4,864 0,2132 0,043832237 37,41538462
ZjusHsp-59 7 AT4G14830.1 4 12,0339 0,2547 0,021165208 92,56846154
ZjusHsp-59 7 AT3G22530.1 3 8,3146 0,3525 0,042395305 63,95846154
ZjusHsp-60 8 AT2G17410.1 2 2,9334 0,3451 0,117645054 22,56461538
ZjusHsp-60 8 AT2G17410.2 2 2,942 0,3468 0,117878994 22,63076923
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ZjusHsp-60 8 AT1G76510.1 1 1,9665 0,4202 0,213679125 15,12692308
ZjusHsp-60 8 AT1G76510.2 1 1,9666 0,4202 0,21366826 15,12769231
ZjusHsp-60 8 AT1G76510.3 1 1,9952 0,4312 0,216118685 15,34769231
ZjusHsp-60 8 AT1G20910.1 1 2,3671 0,4145 0,175108783 18,20846154
ZjusHsp-61 8 AT2G17410.1 2 2,9334 0,3451 0,117645054 22,56461538
ZjusHsp-61 8 AT2G17410.2 2 2,942 0,3468 0,117878994 22,63076923
ZjusHsp-61 8 AT1G76510.1 1 1,9666 0,4203 0,213719109 15,12769231
ZjusHsp-61 8 AT1G76510.2 1 1,9666 0,4203 0,213719109 15,12769231
ZjusHsp-61 8 AT1G76510.3 1 1,9952 0,4312 0,216118685 15,34769231
ZjusHsp-61 8 AT1G20910.1 1 1,9952 0,4312 0,216118685 15,34769231
ZjusHsp-62 8 AT4G10250.1 4 3,9075 0,2446 0,062597569 30,05769231
ZjusHsp-63 8 AT2G17410.1 2 2,9334 0,3451 0,117645054 22,56461538
ZjusHsp-63 8 AT2G17410.2 2 2,942 0,3468 0,117878994 22,63076923
ZjusHsp-63 8 AT1G76510.1 1 1,9666 0,4203 0,213719109 15,12769231
ZjusHsp-63 8 AT1G76510.2 1 1,9665 0,4203 0,213729977 15,12692308
ZjusHsp-63 8 AT1G76510.3 1 1,9952 0,4312 0,216118685 15,34769231
ZjusHsp-63 8 AT1G20910.1 1 2,3671 0,4145 0,175108783 18,20846154
ZjusHsp-64 8 AT2G17410.1 2 2,9334 0,3451 0,117645054 22,56461538
ZjusHsp-64 8 AT2G17410.2 2 2,942 0,3468 0,117878994 22,63076923
ZjusHsp-64 8 AT1G76510.1 1 1,9666 0,4203 0,213719109 15,12769231
ZjusHsp-64 8 AT1G76510.2 1 1,9666 0,4203 0,213719109 15,12769231
ZjusHsp-64 8 AT1G76510.3 1 1,9952 0,4312 0,216118685 15,34769231
ZjusHsp-64 8 AT1G20910.1 1 2,3671 0,4145 0,175108783 18,20846154
ZjusHsp-67 12 AT1G53540.1 1 59,3929 0,1752 0,002949848 456,8684615
ZjusHsp-67 12 AT5G59720.1 5 4,7616 0,1722 0,036164315 36,62769231
ZjusHsp-67 12 AT1G07400.1 1 4,1555 0,2706 0,065118518 31,96538462
ZjusHsp-67 12 AT3G46230.1 3 56,8862 0,1948 0,003424381 437,5861538
ZjusHsp-67 12 AT2G29500.1 2 5,2898 0,174 0,032893493 40,69076923

sMean 12,86119693 0,458355828  0,781633958 98,9322841
Z. jujube — C. sinensis

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjusHsp-02 1 orangel.1g004229m scaffold 0,7644 0,1767 0,231161695 5,88
ZjusHsp-04 1 orangel.1g029160m scaffold 1,1409 0,2524  0,221228854  8,776153846
ZjusHsp-04 1 orangel.19g028228m scaffold 1,1409 0,2524  0,221228854  8,776153846
ZjusHsp-05 1 orangel.1g029160m scaffold 1,1024 0,2493 0,226142961 8,48
ZjusHsp-05 1 orangel.1g028228m scaffold 1,1024 0,2493 0,226142961 8,48
ZjusHsp-10 2 orangel.1g031365m scaffold 1,7424 0,176 0,101010101  13,40307692
ZjusHsp-10 2 orangel.1g043288m scaffold 2,2609 0,2052  0,090760317  17,39153846
ZjusHsp-10 2 orangel.1g031266m scaffold 1,6184 0,2042 0,126173999  12,44923077
ZjusHsp-10 2 orangel.1g031937m scaffold 1,3531 0,2148  0,158746582  10,40846154
ZjusHsp-10 2 orangel.1g037294m scaffold 4,2413 0,2663  0,062787353  32,62538462
ZjusHsp-12 2 orangel.1g031218m scaffold 1,6564 0,1253 0,075645979  12,74153846
ZjusHsp-12 2 orangel.1g031266m scaffold 1,9275 0,1379 0,07154345  14,82692308
ZjusHsp-12 2 orangel.1g031365m scaffold 1,5746 0,1286  0,081671536  12,11230769
ZjusHsp-12 2 orangel.1g043288m scaffold 1,3641 0,1506 0,110402463  10,49307692
ZjusHsp-12 2 orangel.1g031937m scaffold 4,3859 0,1455  0,033174491  33,73769231
ZjusHsp-12 2 orangel.19037294m scaffold 1,6116 0,2396 0,148672127  12,39692308
ZjusHsp-13 2 orangel.1g031365m scaffold 1,6665 0,1734  0,104050405  12,81923077
ZjusHsp-13 2 orangel.1g031218m scaffold 2,0442 0,1825  0,089276979  15,72461538
ZjusHsp-13 2 orangel.1g043288m scaffold 2,0925 0,2062  0,098542413  16,09615385
ZjusHsp-13 2 orangel.1g031266m scaffold 1,608 0,2011 0,125062189  12,36923077
ZjusHsp-13 2 orangel.1g037294m scaffold 3,56325 0,2736 0,077452229  27,17307692
ZjusHsp-14 2 orangel.1g031218m scaffold 1,4819 0,1801 0,121533167  11,39923077
ZjusHsp-14 2 orangel.1g031365m scaffold 1,34 0,1595 0,119029851  10,30769231
ZjusHsp-14 2 orangel.1g031266m scaffold 1,5179 0,1754  0,115554384  11,67615385
ZjusHsp-16 2 orangel.1g031218m scaffold 1,2553 0,1054  0,083963993  9,656153846
ZjusHsp-16 2 orangel.19g031365m scaffold 1,2165 0,1029 0,08458693 9,357692308
ZjusHsp-16 2 orangel.1g031266m scaffold 1,5540 0,1192  0,076705277  11,95384615
ZjusHsp-16 2 orangel.1g043288m scaffold 1,4542 0,571  0,108031908  11,18615385
ZjusHsp-16 2 orangel.1g031937m scaffold 3,1844 0,1334 0,041891722  24,49538462
ZjusHsp-16 2 orangel.1g037294m scaffold 3,0767 0,2165  0,070367602  23,66692308
ZjusHsp-16 2 orangel.1g033685m scaffold 1,7025 0,1143  0,067136564  13,09615385
ZjusHsp-17 2 orangel.1g031218m scaffold 1,654 0,1254 0,075816203  12,72307692
ZjusHsp-17 2 orangel.1g031266m scaffold 2,06 0,1441  0,069951456  15,84615385
ZjusHsp-17 2 orangel.1g031365m scaffold 1,8139 0,1345  0,074149622  13,95307692
ZjusHsp-17 2 orangel.19043288m scaffold 1,5712 0,1531 0,097441446  12,08615385
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ZjusHsp-17 2 orangel.1g031937m scaffold 3,7185 0,1491  0,040096813  28,60384615
ZjusHsp-17 2 orangel.1g037294m scaffold 2,3018 0,2603 0,113085411  17,70615385
ZjusHsp-18 2 orangel.1g031218m scaffold 1,3736 0,1199  0,0872883876  10,56615385
ZjusHsp-18 2 orangel.1g031266m scaffold 1,4481 0,1353  0,093432774  11,13923077
ZjusHsp-18 2 orangel.1g031365m scaffold 1,2963 0,1261 0,097276865  9,971538462
ZjusHsp-18 2 orangel.1g043288m scaffold 1,2168 0,1488 0,122287968 9,36
ZjusHsp-18 2 orangel.1g031937m scaffold 2,0808 0,1443  0,069348328  16,00615385
ZjusHsp-18 2 orangel.1g037294m scaffold 1,7505 0,2461 0,140588403  13,46538462
ZjusHsp-19 2 orangel.1g031365m scaffold 1,846 0,1374  0,074431203 14,2
ZjusHsp-19 2 orangel.1g031218m scaffold 2,3142 0,1382  0,059718261  17,80153846
ZjusHsp-19 2 orangel.1g031266m scaffold 3,3086 0,1502 0,045396845  25,45076923
ZjusHsp-19 2 orangel.1g043288m scaffold 1,8837 0,1696 0,090035568 14,49
ZjusHsp-19 2 orangel.1g037294m scaffold 4,3062 0,2609  0,060587061  33,12461538
ZjusHsp-19 2 orangel.1g031937m scaffold 4,5939 0,1504 0,032739067  35,33769231
ZjusHsp-19 2 orangel.1g031218m scaffold 1,2862 0,1129 0,087777951  9,893846154
ZjusHsp-20 2 orangel.1g031266m scaffold 1,3917 0,131 0,094129482  10,70538462
ZjusHsp-20 2 orangel.1g031365m scaffold 1,1971 0,1229  0,102664773  9,208461538
ZjusHsp-20 2 orangel.1g043288m scaffold 1,1767 0,1523  0,129429761  9,051538462
ZjusHsp-20 2 orangel.1g031937m scaffold 1,9705 0,1415 0,071809185  15,15769231
ZjusHsp-20 2 orangel.1g037294m scaffold 1,699 0,2333  0,137316068  13,06923077
ZjusHsp-21 2 orangel.1g031218m scaffold 1,811 0,1218 0,06725566 13,93076923
ZjusHsp-21 2 orangel.1g031365m scaffold 1,8455 0,1269 0,068761853  14,19615385
ZjusHsp-21 2 orangel.1g031266m scaffold 2,3092 0,136 0,058894855  17,76307692
ZjusHsp-21 2 orangel.19043288m scaffold 1,4877 0,1648 0,110775022  11,44384615
ZjusHsp-21 2 orangel.1g031937m scaffold 3,1586 0,1317 0,041695688  24,29692308
ZjusHsp-21 2 orangel.19037294m scaffold 2,4418 0,2446 0,100172004  18,78307692
ZjusHsp-22 2 orangel.1g031218m scaffold 1,6328 0,129 0,07900539 12,56
ZjusHsp-22 2 orangel.1g031365m scaffold 1,5153 0,1373 0,09060912 11,65615385
ZjusHsp-22 2 orangel.19043288m scaffold 1,314 0,1678 0,127701674  10,10769231
ZjusHsp-22 2 orangel.1g031266m scaffold 1,7866 0,1453  0,081327661  13,74307692
ZjusHsp-22 2 orangel.1g031937m scaffold 2,8579 0,1548 0,054165646  21,98384615
ZjusHsp-22 2 orangel.1g037294m scaffold 1,8605 0,2433  0,130771298  14,31153846
ZjusHsp-23 2 orangel.1g031218m scaffold 1,6567 0,1251  0,075511559  12,74384615
ZjusHsp-23 2 orangel.1g031266m scaffold 1,8476 0,1413 0,076477593  14,21230769
ZjusHsp-23 2 orangel.1g031365m scaffold 1,5214 0,1334  0,087682398  11,70307692
ZjusHsp-23 2 orangel.1g043288m scaffold 1,3387 0,1635  0,122133413  10,29769231
ZjusHsp-23 2 orangel.1g031937m scaffold 3,06 0,1505 0,049183007  23,53846154
ZjusHsp-23 2 orangel.1g037294m scaffold 1,8192 0,2381  0,130881706  13,99384615
ZjusHsp-24 2 orangel.19031218m scaffold 1,4409 0,1332 0,092442224  11,08384615
ZjusHsp-24 2 orangel.1g031365m scaffold 1,4184 0,1364  0,096164693  10,91076923
ZjusHsp-24 2 orangel.1g043288m scaffold 1,371 0,1695  0,123632385  10,54615385
ZjusHsp-24 2 orangel.1g031266m scaffold 1,8708 0,1456  0,077827667  14,39076923
ZjusHsp-24 2 orangel.1g031937m scaffold 2,1177 0,1474  0,069603815 16,29
ZjusHsp-24 2 orangel.1g037294m scaffold 2,3143 0,2638  0,113986951  17,80230769
ZjusHsp-25 2 orangel.19g031218m scaffold 1,5172 0,1156 0,076192987  11,67076923
ZjusHsp-25 2 orangel.1g043288m scaffold 1,3128 0,1606 0,122333943  10,09846154
ZjusHsp-25 2 orangel.1g031365m scaffold 1,3274 0,132 0,099442519  10,21076923
ZjusHsp-25 2 orangel.1g031266m scaffold 1,6392 0,1403  0,085590532  12,60923077
ZjusHsp-25 2 orangel.1g031937m scaffold 1,9025 0,1434  0,075374507  14,63461538
ZjusHsp-25 2 orangel.19037294m scaffold 2,1792 0,2404 0,110315712  16,76307692
ZjusHsp-26 2 orangel.1g031266m scaffold 45,5909 0,1611 0,0035336 350,6992308
ZjusHsp-26 2 orangel.1g031365m scaffold 10,3042 0,1894  0,018380854  79,26307692
ZjusHsp-26 2 orangel.1g031218m scaffold 11,9242 0,1868  0,015665621  91,72461538
ZjusHsp-26 2 orangel.1g037294m scaffold 1,1527 0,2397 0,20794656  8,866923077
ZjusHsp-26 2 orangel.1g043288m scaffold 18,829 0,228 0,012108981  144,8384615
ZjusHsp-26 2 orangel.1g031937m scaffold 8,7453 0,224 0,025613758  67,27153846
ZjusHsp-27 2 orangel.19025769m scaffold 2,2815 0,2902 0,12719702 17,55
ZjusHsp-27 2 orangel.1g043145m scaffold 2,3924 0,221 0,092375857  18,40307692
ZjusHsp-27 2 orangel.1g025484m scaffold 2,8892 0,4438  0,153606535  22,22461538
ZjusHsp-28 2 orangel.1g025769m scaffold 49,8131 0,2967  0,005956265  383,1776923
ZjusHsp-28 2 orangel.1g043145m scaffold 2,3924 0,221 0,092375857  18,40307692
ZjusHsp-28 2 orangel.19025484m scaffold 2,9924 0,4082 0,136412244  23,01846154
ZjusHsp-29 2 orangel.1g039702m scaffold 8,1597 0,5864  0,071865387  62,76692308
ZjusHsp-29 2 orangel.1g043145m scaffold 1,007 0,1484 0,147368421  7,746153846
ZjusHsp-29 2 orangel.1g025769m scaffold 2,1944 0,3901 0,177770689 16,88
ZjusHsp-29 2 orangel.19025484m scaffold 1,7822 0,4872 0,273369992  13,70923077
ZjusHsp-31 3 orangel.1g031266m scaffold 1,3884 0,2734 0,196917315 10,68
ZjusHsp-31 3 orangel.1g031365m scaffold 1,572 0,2981 0,189631043  12,09230769
ZjusHsp-31 3 orangel.1g037294m scaffold 2,1035 0,3232  0,153648681  16,18076923
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ZjusHsp-31 3 orangel.1g031218m scaffold 1,5182 0,3073 0,20241075  11,67846154
ZjusHsp-31 3 orangel.1g043288m scaffold 1,8492 0,2925  0,158176509  14,22461538
ZjusHsp-32 3 orangel.1g037294m scaffold 1,3402 0,2392  0,178480824  10,30923077
ZjusHsp-32 3 orangel.1g031218m scaffold 7,767 0,2204  0,028376465  59,74615385
ZjusHsp-32 3 orangel.1g031266m scaffold 2,9389 0,2228  0,075810677  22,60692308
ZjusHsp-32 3 orangel.1g031365m scaffold 4,1174 0,2366 ~ 0,057463448  31,67230769
ZjusHsp-32 3 orangel.1g043288m scaffold 21,0068 0,2368 0,01127254  161,5907692
ZjusHsp-32 3 orangel.1g031937m scaffold 4,8169 0,2045  0,042454691  37,05307692
ZjusHsp-33 3 orangel.1g037294m scaffold 1,2885 0,1765  0,136980986  9,911538462
ZjusHsp-33 3 orangel.1g031218m scaffold 2,5722 0,1637  0,063642019  19,78615385
ZjusHsp-33 3 orangel.1g031266m scaffold 2,0837 0,1635 0,07846619  16,02846154
ZjusHsp-33 3 orangel.1g031365m scaffold 3,7239 0,1523  0,040897983  28,64538462
ZjusHsp-33 3 orangel.1g043288m scaffold 5,5115 0,0337  0,006114488  42,39615385
ZjusHsp-33 3 orangel.1g031937m scaffold 3,8251 0,1673  0,043737419  29,42384615
ZjusHsp-34 3 orangel.1g028463m scaffold 0,1364 0,1785 1,308651026  1,049230769
ZjusHsp-34 3 orangel.1g028468m scaffold 0,1245 0,1796 1,442570281  0,957692308
ZjusHsp-34 3 orangel.1g028577m scaffold 1,3741 0,791  0,130339859 10,57
ZjusHsp-34 3 orangel.1g028542m scaffold 1,5285 0,1801 0,117827936  11,75769231
ZjusHsp-34 3 orangel.1g028809m scaffold 1,6241 0,280 0,172403177  12,49307692
ZjusHsp-34 3 orangel.1g044098m scaffold 1,3826 0,3218  0,232749892  10,63538462
ZjusHsp-35 3 orangel.1g028577m scaffold 1,3315 0,1797  0,134960571  10,24230769
ZjusHsp-35 3 orangel.1g028542m scaffold 1,4704 0,1807 0,12289173 11,31076923
ZjusHsp-35 3 orangel.1g028463m scaffold 1411 0,1918  0,135931963  10,85384615
ZjusHsp-35 3 orangel.19028468m scaffold 1,5763 0,1927 0,122248303  12,12538462
ZjusHsp-35 3 orangel.1g044098m scaffold 1,5444 0,3142 0,203444703 11,88
ZjusHsp-35 3 orangel.1g028809m scaffold 1,8081 0,2612  0,144461036  13,90846154
ZjusHsp-36 3 orangel.1g028463m scaffold 1,3095 0,1785  0,136311569  10,07307692
ZjusHsp-36 3 orangel.1g028468m scaffold 1,4421 0,1796 0,124540601  11,09307692
ZjusHsp-36 3 orangel.1g028577m scaffold 1,3741 0,1791 0,130339859 10,57
ZjusHsp-36 3 orangel.19028542m scaffold 1,5285 0,1801 0,117827936  11,75769231
ZjusHsp-36 3 orangel.1g028809m scaffold 1,6241 0,28 0,172403177  12,49307692
ZjusHsp-36 3 orangel.1g044098m scaffold 1,3826 0,3218  0,232749892  10,63538462
ZjusHsp-37 3 orangel.1g028577m scaffold 1,3315 0,1797  0,134960571  10,24230769
ZjusHsp-37 3 orangel.1g028542m scaffold 1,4704 0,1807 0,12289173 11,31076923
ZjusHsp-37 3 orangel.1g028463m scaffold 1411 0,1918  0,135931963  10,85384615
ZjusHsp-37 3 orangel.1g028468m scaffold 1,5763 0,1927 0,122248303  12,12538462
ZjusHsp-37 3 orangel.1g044098m scaffold 1,5444 0,3142 0,203444703 11,88
ZjusHsp-37 3 orangel.1g028809m scaffold 1,8082 0,2612  0,144453047  13,90923077
ZjusHsp-39 4 orangel.1g027048m scaffold 1,8104 0,3885 0,21459346  13,92615385
ZjusHsp-39 4 orangel.1g027026m scaffold 1,5846 0,4195 0,26473558 12,18923077
ZjusHsp-42 4 orangel.19013477m scaffold 1,1949 0,2669 0,223365972  9,191538462
ZjusHsp-42 4 orangel.1g012818m scaffold 1,208 0,2819  0,233360927  9,292307692
ZjusHsp-42 4 orangel.1g012780m scaffold 1,208 0,2819 0,233360927  9,292307692
ZjusHsp-42 4 orangel.1g004663m scaffold 1,7459 0,3891  0,222864998 13,43
ZjusHsp-42 4 orangel.1g009739m scaffold 2,0602 0,4099  0,198961266  15,84769231
ZjusHsp-42 4 orangel.1g009744m scaffold 2,0602 0,4099 0,198961266  15,84769231
ZjusHsp-42 4 orangel.1g009726m scaffold 2,0602 0,4099  0,198961266  15,84769231
ZjusHsp-42 4 orangel.1g019019m scaffold 1,4367 0,3615  0,251618292  11,05153846
ZjusHsp-42 4 orangel.1g016768m scaffold 2,3035 0,5333 0,231517256  17,71923077
ZjusHsp-42 4 orangel.1g011847m scaffold 2,259 0,496 0,21956618 17,37692308
ZjusHsp-43 4 orangel.1g013477m scaffold 1,1949 0,2669  0,223365972  9,191538462
ZjusHsp-43 4 orangel.1g012818m scaffold 1,208 0,2819 0,233360927  9,292307692
ZjusHsp-43 4 orangel.1g012780m scaffold 1,208 0,2819  0,233360927  9,292307692
ZjusHsp-43 4 orangel.1g004663m scaffold 1,7459 0,3891 0,222864998 13,43
ZjusHsp-43 4 orangel.1g009739m scaffold 2,0602 0,4099 0,198961266  15,84769231
ZjusHsp-43 4 orangel.1g009744m scaffold 2,0602 0,4099  0,198961266  15,84769231
ZjusHsp-43 4 orangel.1g009726m scaffold 2,0602 0,4099  0,198961266  15,84769231
ZjusHsp-43 4 orangel.1g019019m scaffold 1,4367 0,3615 0,251618292  11,05153846
ZjusHsp-43 4 orangel.1g011847m scaffold 2,259 0,496 0,21956618  17,37692308
ZjusHsp-43 4 orangel.1g016768m scaffold 2,3035 0,5333  0,231517256  17,71923077
ZjusHsp-44 4 orangel.1g013477m scaffold 1,1936 0,2688 0,225201072  9,181538462
ZjusHsp-44 4 orangel.1g012818m scaffold 1,207 0,284 0,235294118  9,284615385
ZjusHsp-44 4 orangel.1g012780m scaffold 1,207 0,284 0,235294118  9,284615385
ZjusHsp-44 4 orangel.1g004663m scaffold 1,7249 0,3875 0,224650704  13,26846154
ZjusHsp-44 4 orangel.1g009739m scaffold 2,0611 0,4112 0,199505119  15,85461538
ZjusHsp-44 4 orangel.1g009744m scaffold 2,0612 0,4112 0,19949544 15,85538462
ZjusHsp-44 4 orangel.1g009726m scaffold 2,0611 0,4112 0,199505119  15,85461538
ZjusHsp-44 4 orangel.1g019019m scaffold 1,4357 0,3658 0,254788605  11,04384615
ZjusHsp-44 4 orangel.1g011847m scaffold 2,264 0,4977  0,219832155  17,41538462
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ZjusHsp-44 4 orangel.1g016768m scaffold 2,3079 0,5359  0,232202435  17,75307692
ZjusHsp-54 6 orangel.1g032436m scaffold 1,9687 0,3144 0,159699294  15,14384615
ZjusHsp-54 6 orange1.1g032405m scaffold 1,9687 0,3144  0,159699294  15,14384615
ZjusHsp-54 6 orangel.1g032427m scaffold 1,9687 0,3144  0,159699294  15,14384615
ZjusHsp-55 6 orangel.1g031515m scaffold 3,1757 0,1574 0,049563876  24,42846154
ZjusHsp-55 6 orange1.1g031533m scaffold 2,4252 0,1681  0,069313871  18,65538462
ZjusHsp-56 6 orangel.1g031533m scaffold 7,1823 0,2833  0,039444189  55,24846154
ZjusHsp-56 6 orangel.1g031515m scaffold 5,2416 0,295 0,056280525 40,32
ZjusHsp-57 6 orangel.1g031533m scaffold 4,0058 0,2145  0,053547356  30,81384615
ZjusHsp-57 6 orangel.1g031515m scaffold 3,9373 0,2409 0,06118406  30,28692308
ZjusHsp-59 7 orangel.1g026013m scaffold 49,7675 0,273 0,005485508  382,8269231
ZjusHsp-59 7 orangel.1g023450m scaffold 10,3454 0,2911 0,02813811 79,58
ZjusHsp-60 8 orange1.1g009739m scaffold 1,5285 0,2725  0,178279359  11,75769231
ZjusHsp-60 8 orangel.1g009744m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-60 8 orangel.1g009726m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-60 8 orangel.1g004663m scaffold 2,4686 0,3962  0,160495828  18,98923077
ZjusHsp-60 8 orangel.19g013477m scaffold 31 0,3807 0,122806452  23,84615385
ZjusHsp-60 8 orangel.19g011847m scaffold 1,9969 0,3323  0,166407932  15,36076923
ZjusHsp-60 8 orangel.1g012818m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-60 8 orangel.1g012780m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-60 8 orangel.1g016768m scaffold 1,8734 0,3794  0,202519483  14,41076923
ZjusHsp-60 8 orangel.1g019019m scaffold 4,3013 0,5015 0,116592658  33,08692308
ZjusHsp-61 8 orangel.1g009739m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-61 8 orangel.1g009744m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-61 8 orangel.1g009726m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-61 8 orangel.1g004663m scaffold 2,4686 0,3962  0,160495828  18,98923077
ZjusHsp-61 8 orangel.1g013477m scaffold 3,0999 0,3807  0,122810413  23,84538462
ZjusHsp-61 8 orangel.1g011847m scaffold 1,9969 0,3323 0,166407932  15,36076923
ZjusHsp-61 8 orangel.1g012818m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-61 8 orangel.1g012780m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-61 8 orangel.1g016768m scaffold 1,8734 0,3794  0,202519483  14,41076923
ZjusHsp-61 8 orangel.1g019019m scaffold 4,3014 0,5015  0,116589947  33,08769231
ZjusHsp-62 8 orangel.1g028798m scaffold 2,1444 0,194 0,090468196  16,49538462
ZjusHsp-63 8 orangel.1g009739m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-63 8 orangel.1g009744m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-63 8 orangel.1g009726m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-63 8 orangel.1g004663m scaffold 2,4686 0,3962 0,160495828  18,98923077
ZjusHsp-63 8 orangel.19g013477m scaffold 3,0999 0,3807  0,122810413  23,84538462
ZjusHsp-63 8 orangel.19g011847m scaffold 1,9969 0,3323  0,166407932  15,36076923
ZjusHsp-63 8 orangel.1g012818m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-63 8 orangel.1g012780m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-63 8 orangel.1g016768m scaffold 1,8734 0,3794  0,202519483  14,41076923
ZjusHsp-63 8 orangel.1g019019m scaffold 4,3014 0,5015 0,116589947  33,08769231
ZjusHsp-64 8 orangel.1g009739m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-64 8 orangel.1g009744m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-64 8 orangel.1g009726m scaffold 1,5285 0,2725 0,178279359  11,75769231
ZjusHsp-64 8 orangel.1g004663m scaffold 2,4686 0,3962  0,160495828  18,98923077
ZjusHsp-64 8 orangel.1g013477m scaffold 3,0999 0,3807  0,122810413  23,84538462
ZjusHsp-64 8 orangel.1g011847m scaffold 1,9969 0,3323 0,166407932  15,36076923
ZjusHsp-64 8 orangel.1g012818m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-64 8 orangel.1g012780m scaffold 3,3358 0,3991 0,119641465 25,66
ZjusHsp-64 8 orangel.1g016768m scaffold 1,8734 0,3794  0,202519483  14,41076923
ZjusHsp-64 8 orangel.1g019019m scaffold 4,3014 05015  0,116589947  33,08769231
ZjusHsp-66 10 orangel.1g027048m scaffold 5,0291 0,3525  0,070092064  38,68538462
ZjusHsp-66 10 orangel.1g027900m scaffold 2,8187 0,2161 0,076666548  21,68230769
ZjusHsp-66 10 orangel.1g027026m scaffold 4,2312 0,3712 0,087729249  32,54769231
ZjusHsp-67 12 orangel.1g031218m scaffold 55,486 0,1806  0,003254875  426,8153846
ZjusHsp-67 12 orangel.1g031365m scaffold 56,7615 0,1979 0,003486518  436,6269231
ZjusHsp-67 12 orangel.1g031266m scaffold 56,2661 0,1831 0,00325418  432,8161538
ZjusHsp-67 12 orangel.1g037294m scaffold 2,3558 0,2459  0,104380677  18,12153846
ZjusHsp-67 12 orangel.1g043288m scaffold 8,0006 0,2069 0,02586056 61,54307692
Mean 3,755125214 0,25530812 0,137667546  28,88557857
Z. jujuba — M. accuminata
1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjusHsp-01 1 GSMUA_Achr2T12540_001 2 51,7447 10,2940 0,005681741  398,0361538
ZjusHsp-04 1 GSMUA_Achr8T03630_001 8 4,7432  0,3935  0,08296087 36,48615385
ZjusHsp-04 1 GSMUA_Achr9T24740_001 9 2,4186 0,3914 0,161829157  18,60461538
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ZjusHsp-05 1 GSMUA_Achr8T03630_001 8 4,8826 10,3732 0,076434686  37,55846154
ZjusHsp-05 1 GSMUA_Achr9T24740_001 9 2,3971 10,3593  0,14988945  18,43923077
ZjusHsp-10 2 GSMUA_Achr1T21160_001 1 57,2561 10,2091 0,003652013  440,4315385
ZjusHsp-10 2 GSMUA_Achr9T00510_001 9 10,0659 0,1984  0,01971011 77,43

ZjusHsp-10 2 GSMUA_Achr9T03540_001 9 18,0814 10,2353 0,013013373  139,0876923
ZjusHsp-10 2 GSMUA_Achr6T33860_001 6 47,5565 0,2184 0,004592432  365,8192308
ZjusHsp-12 2 GSMUA_Achr6T33860_001 6 21,1455 0,1653 0,007817266  162,6576923
ZjusHsp-12 2 GSMUA_Achr1T21160_001 1 9,6361 0,1469 0,015244757  74,12384615
ZjusHsp-12 2 GSMUA_Achr9T03540_001 9 59,4041 10,1927 0,003243884  456,9546154
ZjusHsp-12 2 GSMUA_Achr9T00510_001 9 6,3633 10,1618 0,025427058  48,94846154
ZjusHsp-13 2 GSMUA_Achr1T21160_001 1 12,7425 10,1977 0,015515009  98,01923077
ZjusHsp-13 2 GSMUA_Achr9T00510_001 9 6,7743 0,1957 0,028888594 52,11

ZjusHsp-13 2 GSMUA_Achr9T03540_001 9 10,6258 10,2205 0,020751379  81,73692308
ZjusHsp-16 2 GSMUA_Achr1T21160_001 1 12,8197 10,1337 0,010429261  98,61307692
ZjusHsp-16 2 GSMUA_Achr6T33860_001 6 6,1995 0,1585 0,025566578  47,68846154
ZjusHsp-16 2 GSMUA_Achr9T03540_001 9 53,5130 0,1703 0,003182404  411,6384615
ZjusHsp-16 2 GSMUA_Achr9T00510_001 9 9,5684 0,1511 0,015791564  73,60307692
ZjusHsp-16 2 GSMUA_Achr7T14910_001 7 13,4136 0,24  0,017892288  103,1815385
ZjusHsp-17 2 GSMUA_Achr6T33860_001 6 17,9137 10,1698 0,009478779  137,7976923
ZjusHsp-17 2 GSMUA_Achr1T21160_001 1 23,6450 10,1587 0,006711778  181,8846154
ZjusHsp-17 2 GSMUA_Achr9T03540_001 9 21,3363 0,1746 0,008183237  164,1253846
ZjusHsp-17 2 GSMUA_Achr9T00510_001 9 9,2471 0,1738 0,018795082  71,13153846
ZjusHsp-18 2 GSMUA_Achr6T33860_001 6 8,2287 0,169  0,020537874  63,29769231
ZjusHsp-18 2 GSMUA_Achr1T21160_001 1 5,7967 0,144  0,02484172 44,59

ZjusHsp-18 2 GSMUA_Achr9T03540_001 9 9,7027 10,1872 0,019293599  74,63615385
ZjusHsp-18 2 GSMUA_Achr9T00510_001 9 52775 0,163  0,030885836  40,59615385
ZjusHsp-19 2 GSMUA_Achr6T33860_001 6 28,6761 10,1847 0,006440904  220,5853846
ZjusHsp-19 2 GSMUA_Achr1T21160_001 1 17,8142 0,168  0,009430679  137,0323077
ZjusHsp-19 2 GSMUA_Achr9T00510_001 9 9,6901 0,1659 0,017120566  74,53923077
ZjusHsp-19 2 GSMUA_Achr9T03540_001 9 22,4297 10,1931 0,008609121  172,5361538
ZjusHsp-20 2 GSMUA_Achr1T21160_001 1 72,6674 0,1407 0,001936219 558,98

ZjusHsp-20 2 GSMUA_Achr6T33860_001 6 8,3754 0,1646 0,019652793  64,42615385
ZjusHsp-20 2 GSMUA_Achr9T03540_001 9 7,3976 0,1831 0,024751271  56,90461538
ZjusHsp-20 2 GSMUA_Achr9T00510_001 9 53538 0,1575 0,029418357  41,18307692
ZjusHsp-21 2 GSMUA_Achr1T21160_001 1 22,7266 10,1399 0,006155782 174,82

ZjusHsp-21 2 GSMUA_Achr6T33860_001 6 46,8272 0,167  0,003566303  360,2092308
ZjusHsp-21 2 GSMUA_Achr9T03540_001 9 58,9569 0,1573 0,002668051  453,5146154
ZjusHsp-21 2 GSMUA_Achr9T00510_001 9 11,0312 0,15  0,013597795  84,85538462
ZjusHsp-21 2 GSMUA_Achr7T14910_001 7 25,4362 10,2439 0,009588696  195,6630769
ZjusHsp-22 2 GSMUA_Achr1T21160_001 1 59061 0,1474 0,024957248  45,43153846
ZjusHsp-22 2 GSMUA_Achr9T03540_001 9 6,3329 10,1923 0,030365236  48,71461538
ZjusHsp-22 2 GSMUA_Achr6T33860_001 6 57280 10,1684 0,029399441  44,06153846
ZjusHsp-22 2 GSMUA_Achr9T00510_001 9 4,8291 0,166  0,034374935  37,14692308
ZjusHsp-22 2 GSMUA_Achr7T14910_001 7 6,8768 0,2511 0,036514076  52,89846154
ZjusHsp-23 2 GSMUA_Achr1T21160_001 1 6,2317 10,1435 0,023027424  47,93615385
ZjusHsp-23 2 GSMUA_Achr6T33860_001 6 8,2994 10,1643 0,019796612  63,84153846
ZjusHsp-23 2 GSMUA_Achr9T03540_001 9 60,1397 0,1856 0,003086148  462,6130769
ZjusHsp-23 2 GSMUA_Achr9T00510_001 9 51096 0,1617 0,031646313  39,30461538
ZjusHsp-24 2 GSMUA_Achr1T21160_001 1 8,1175 10,1633 0,020117031  62,44230769
ZjusHsp-24 2 GSMUA_Achr6T33860_001 6 8,8685 10,1812 0,020431866  68,21923077
ZjusHsp-24 2 GSMUA_Achr9T03540_001 9 6,4450 0,192 0,029790535  49,57692308
ZjusHsp-24 2 GSMUA_Achr9T00510_001 9 43850 10,1732 0,03949829  33,73076923
ZjusHsp-24 2 GSMUA_Achr7T14910_001 7 16,6066 0,2297 0,01383185  127,7430769
ZjusHsp-25 2 GSMUA_Achr1T21160_001 1 6,4953 0,1496 0,023032039  49,96384615
ZjusHsp-25 2 GSMUA_Achr6T33860_001 6 14,7230 0,1715 0,011648441  113,2538462
ZjusHsp-25 2 GSMUA_Achr9T03540_001 9 19,1081 10,1969 0,010304531  146,9853846
ZjusHsp-25 2 GSMUA_Achr9T00510_001 9 59242 10,1646 0,027784342  45,57076923
ZjusHsp-25 2 GSMUA_Achr7T14910_001 7 10,6426 0,2515 0,023631443  81,86615385
ZjusHsp-26 2 GSMUA_Achr1T21160_001 1 33,4696 0,1375 0,004108206  257,4584615
ZjusHsp-26 2 GSMUA_Achr9T00510_001 9 18,2482 10,1471 0,008061069  140,3707692
ZjusHsp-26 2 GSMUA_Achr9T03540_001 9 30,3472 0,1852 0,006102705 233,44

ZjusHsp-26 2 GSMUA_Achr6T33860_001 6 19,1669 0,2 0,010434656  147,4376923
ZjusHsp-26 2 GSMUA_Achr7T14910_001 7 14,9494 10,2486 0,01662943  114,9953846
ZjusHsp-31 3 GSMUA_Achr6T33860_001 6 4,8450 0,2603 0,05372549  37,26923077
ZjusHsp-31 3 GSMUA_Achr9T03540_001 9 7,6456 0,2521 0,032973213  58,81230769
ZjusHsp-31 3 GSMUA_Achr1T21160_001 1 4,3100 0,2603 0,060394432  33,15384615
ZjusHsp-31 3 GSMUA_Achr9T00510_001 9 3,9322 10,2567 0,065281522  30,24769231
ZjusHsp-31 3 GSMUA_Achr7T14910_001 7 3,2995 10,3385 0,102591302  25,38076923
ZjusHsp-32 3 GSMUA_Achr1T21160_001 1 13,762 0,1374 0,009984014  105,8615385
ZjusHsp-32 3 GSMUA_Achr9T00510_001 9 49,9168 0,1514 0,003033047  383,9753846
ZjusHsp-32 3 GSMUA_Achr6T33860_001 6 15,895 0,181 0,011387229  122,2692308
ZjusHsp-32 3 GSMUA_Achr9T03540_001 9 26,797 10,1839 0,006862709  206,1307692
ZjusHsp-33 3 GSMUA_Achr1T21160_001 1 7,3063 0,1064 0,014562775  56,20230769
ZjusHsp-33 3 GSMUA_Achr9T00510_001 9 11,5295 0,1055 0,00915044  88,68846154
ZjusHsp-33 3 GSMUA_Achr6T33860_001 6 14,0244 0,1657 0,011815122 107,88
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjusHsp-33 3 GSMUA_Achr9T03540_001 9 69,8225 0,1586 0,002271474  537,0961538
ZjusHsp-38 3 GSMUA_Achr2T12540_001 2 51,9465 0,294 0,005659669  399,5884615
ZjusHsp-39 4 GSMUA_Achr10T16640_001 10 59754 10,3359 0,05621381 45,96461538
ZjusHsp-39 4 GSMUA_Achr1T17060_001 1 3,1516 0,4551 0,144402843  24,24307692
ZjusHsp-42 4 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,2046 0,4051 0,126412033  24,65076923
ZjusHsp-42 4 GSMUA_Achr4T19240_001 4 1,7715 0,2416 0,136381598  13,62692308
ZjusHsp-42 4 GSMUA_Achr3T11660_001 3 3,0981 0,5713 0,184403344  23,83153846
ZjusHsp-43 4 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,2045 10,4051 0,126415978 24,65
ZjusHsp-43 4 GSMUA_Achr4T19240_001 4 1,7715 10,2416 0,136381598  13,62692308
ZjusHsp-43 4 GSMUA_Achr3T11660_001 3 3,0981 0,5713 0,184403344  23,83153846
ZjusHsp-44 4 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,1831 10,4105 0,128962332  24,48538462
ZjusHsp-44 4 GSMUA_Achr4T19240_001 4 1,7395 10,2395 0,137683242  13,38076923
ZjusHsp-44 4 GSMUA_Achr3T11660_001 3 2,9267 10,5645 0,192879352  22,51307692
ZjusHsp-45 4 GSMUA_Achr3T03670_001 3 2,3731 0,5863 0,247060807  18,25461538
ZjusHsp-55 6 GSMUA_Achr10T21120_001 1 18,0973 10,2277 0,012581987 139,21
ZjusHsp-55 6 GSMUA_Achr7T23960_001 7 7,7178 0,2446 0,031692969  59,36769231
ZjusHsp-56 6 GSMUA_Achr10T21120_001 1 54,3983 0,2674 0,004915595  418,4484615
ZjusHsp-57 6 GSMUA_Achr7T23960_001 7 19,6401 0,1901 0,009679177  151,0776923
ZjusHsp-57 6 GSMUA_Achr10T21120_001 10 22,4632 0,1643 0,007314185  172,7938462
ZjusHsp-59 7 GSMUA_Achr9T25740_001 9 3,3766 0,3515 0,104098798  25,97384615
ZjusHsp-60 8 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,4652 10,3633 0,104842433  26,65538462
ZjusHsp-60 8 GSMUA_Achr4T19240_001 4 2,4481 10,1938 0,079163433  18,83153846
ZjusHsp-60 8 GSMUA_Achr3T11660_001 3 2,4344 0,5682 0,233404535  18,72615385
ZjusHsp-61 8 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,4652 10,3633 0,104842433  26,65538462
ZjusHsp-61 8 GSMUA_Achr4T19240_001 4 2,4481 10,1938 0,079163433  18,83153846
ZjusHsp-61 8 GSMUA_Achr3T11660_001 3 2,4344 0,5682 0,233404535  18,72615385
ZjusHsp-62 8 GSMUA_Achr8T29100_001 8 51,7315 0,256  0,004948629  397,9346154
ZjusHsp-63 8 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,4651 10,3633 0,104845459  26,65461538
ZjusHsp-63 8 GSMUA_Achr4T19240_001 4 2,4481 10,1938 0,079163433  18,83153846
ZjusHsp-63 8 GSMUA_Achr3T11660_001 3 2,4344 0,5682 0,233404535  18,72615385
ZjusHsp-64 8 GSMUA_AchrUn_randomT12940_001 chrUn_random 3,4652 10,3633 0,104842433  26,65538462
ZjusHsp-64 8 GSMUA_Achr4T19240_001 4 2,4481 10,1938 0,079163433  18,83153846
ZjusHsp-64 8 GSMUA_Achr3T11660_001 3 2,4344 0,5682 0,233404535  18,72615385
ZjusHsp-66 10 GSMUA_Achr1T17060_001 1 2,2837 10,3026 0,132504269  17,56692308
ZjusHsp-66 10 GSMUA_Achr10T16640_001 1 2,3784 0,2268 0,095358224  18,29538462
ZjusHsp-67 12 GSMUA_Achr6T33860_001 6 22,4216 0,197 0,00878617  172,4738462
ZjusHsp-67 12 GSMUA_Achr9T03540_001 9 62,4253 0,182 0,002915485  480,1946154
ZjusHsp-67 12 GSMUA_Achr1T21160_001 1 8,8854 0,1472 0,016566502  68,34923077
ZjusHsp-67 12 GSMUA_Achr9T00510_001 9 67,733 0,1599  0,00236074  521,0230769
ZjusHsp-67 12 GSMUA_Achr7T14910_001 7 8,1384 10,2888 0,035486091  62,60307692

Mean 16,0377 0,2400 0,049388969  123,3666037
Z. jujuba — P. persica

ID Chromos. Gene IDs Chromos. Ks Ka Ka/Ks Mya
ZjusHsp-01 1 Prupe.2G317700.1 2 1,4474 0,1495 0,103288656 11,13384615
ZjusHsp-02 1 Prupe.4G023100.1 4 0,7261 0,1182 0,162787495 5,585384615
ZjusHsp-04 1 Prupe.4G201100.3 4 0,8411 0,1882 0,223754607 6,47
ZjusHsp-05 1 Prupe.4G201100.1 4 0,8404 0,1998 0,237743931 6,464615385
ZjusHsp-05 1 Prupe.4G201100.3 4 0,8116 0,2002 0,246673238 6,243076923
ZjusHsp-06 1 Prupe.3G034800.1 3 17,9481 12,0326 0,670410796 138,0623077
ZjusHsp-07 1 Prupe.3G034800.1 3 1,094 0,0945 0,086380256 8,415384615
ZjusHsp-10 2 Prupe.6G066400.1 6 1,5767 0,1561 0,099004249 12,12846154
ZjusHsp-10 2 Prupe.6G065900.1 6 1,6244 0,1331 0,081937946 12,49538462
ZjusHsp-10 2 Prupe.6G066500.1 6 1,6174 0,1491 0,092184988 12,44153846
ZjusHsp-10 2 Prupe.2G243400.1 2 3,4881 0,1912 0,054814942 26,83153846
ZjusHsp-10 2 Prupe.6G066100.1 6 1,7784 0,1421 0,079903284 13,68
ZjusHsp-10 2 Prupe.6G066200.1 6 2,1093 0,1465 0,069454321 16,22538462
ZjusHsp-10 2 Prupe.6G066300.1 6 1,9209 0,1373 0,071476912 14,77615385
ZjusHsp-10 2 Prupe.2G243800.1 2 4,2582 0,224 0,052604387 32,75538462
ZjusHsp-11 2 Prupe.6G008800.1 6 1,2255 0,1843 0,150387597 9,426923077
ZjusHsp-12 2 Prupe.6G066400.1 6 1,0234 0,0845 0,082567911 7,872307692
ZjusHsp-12 2 Prupe.6G066500.1 6 1,0457 0,0888 0,084919193 8,043846154
ZjusHsp-12 2 Prupe.2G243400.1 2 4,1830 0,1377 0,032918958 32,17692308
ZjusHsp-12 2 Prupe.6G065900.1 6 1,3003 0,0827 0,063600708 10,00230769
ZjusHsp-12 2 Prupe.6G066300.1 6 1,3202 0,0893 0,067641266 10,15538462
ZjusHsp-12 2 Prupe.6G066100.1 6 1,0912 0,0865 0,079270528 8,393846154
ZjusHsp-12 2 Prupe.6G066200.1 6 1,0873 0,1 0,091970937 8,363846154
ZjusHsp-12 2 Prupe.2G243800.1 2 2,1165 0,1864 0,088069927 16,28076923
ZjusHsp-13 2 Prupe.6G066400.1 6 1,7150 0,1607 0,093702624 13,19230769
ZjusHsp-13 2 Prupe.6G065900.1 6 1,5463 0,1401 0,090603376 11,89461538
ZjusHsp-13 2 Prupe.6G066500.1 6 1,9447 0,1474 0,075795753 14,95923077
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ZjusHsp-13 2 Prupe.2G243400.1 2 2,9149 0,1884 0,064633435 22,42230769
ZjusHsp-13 2 Prupe.6G066200.1 6 2,4895 0,1521 0,061096606 19,15
ZjusHsp-13 2 Prupe.6G066300.1 6 1,7201 0,1769 0,102842858 13,23153846
ZjusHsp-13 2 Prupe.6G066100.1 6 1,8761 0,1475 0,078620543 14,43153846
ZjusHsp-13 2 Prupe.2G243800.1 2 3,3558 0,2251 0,067077895 25,81384615
ZjusHsp-14 2 Prupe.6G008800.1 6 1,0798 0,1889 0,174939804 8,306153846
ZjusHsp-15 2 Prupe.6G066200.1 6 1,1725 0,1312 0,111897655 9,019230769
ZjusHsp-16 2 Prupe.6G066400.1 6 1,2332 0,0866 0,070223808 9,486153846
ZjusHsp-16 2 Prupe.2G243400.1 2 5,2345 0,1256 0,023994651 40,26538462
ZjusHsp-16 2 Prupe.6G066500.1 6 1,5157 0,0783 0,051659299 11,65923077
ZjusHsp-16 2 Prupe.6G065900.1 6 1,3622 0,0787 0,057774189 10,47846154
ZjusHsp-16 2 Prupe.6G066100.1 6 1,2341 0,0788 0,0638522 9,493076923
ZjusHsp-16 2 Prupe.6G066300.1 6 1,6394 0,0771 0,047029401 12,61076923
ZjusHsp-16 2 Prupe.6G066200.1 6 1,2166 0,0907 0,07455203 9,358461538
ZjusHsp-16 2 Prupe.2G243800.1 2 1,5268 0,1852 0,12129945 11,74461538
ZjusHsp-17 2 Prupe.6G066400.1 6 1,3494 0,1026 0,076033793 10,38
ZjusHsp-17 2 Prupe.6G066500.1 6 1,1890 0,1018 0,085618167 9,146153846
ZjusHsp-17 2 Prupe.2G243400.1 2 3,4494 0,1562 0,045283238 26,53384615
ZjusHsp-17 2 Prupe.6G066300.1 6 1,4445 0,0954 0,066043614 11,11153846
ZjusHsp-17 2 Prupe.6G065900.1 6 1,5325 0,1 0,065252855 11,78846154
ZjusHsp-17 2 Prupe.6G066100.1 6 1,3298 0,0999 0,075124079 10,22923077
ZjusHsp-17 2 Prupe.2G243800.1 2 1,5665 0,1978 0,126268752 12,05
ZjusHsp-18 2 Prupe.6G066400.1 6 1,2446 0,0796 0,063956291 9,573846154
ZjusHsp-18 2 Prupe.6G066500.1 6 1,0796 0,0784 0,072619489 8,304615385
ZjusHsp-18 2 Prupe.2G243400.1 2 4,0344 0,1471 0,036461432 31,03384615
ZjusHsp-18 2 Prupe.6G066300.1 6 1,6065 0,0848 0,052785559 12,35769231
ZjusHsp-18 2 Prupe.6G065900.1 6 1,4612 0,0788 0,053928278 11,24
ZjusHsp-18 2 Prupe.6G066100.1 6 1,1678 0,0821 0,070303134 8,983076923
ZjusHsp-18 2 Prupe.6G066200.1 6 1,1431 0,0954 0,083457265 8,793076923
ZjusHsp-18 2 Prupe.2G243800.1 2 1,6059 0,1876 0,116819229 12,35307692
ZjusHsp-19 2 Prupe.6G066400.1 6 1,3294 0,108 0,081239657 10,22615385
ZjusHsp-19 2 Prupe.6G066500.1 6 1,1481 0,1139 0,099207386 8,831538462
ZjusHsp-19 2 Prupe.2G243400.1 2 3,56155 0,1704 0,048471057 27,04230769
ZjusHsp-19 2 Prupe.6G065900.1 6 2,1671 0,1132 0,052235707 16,67
ZjusHsp-19 2 Prupe.6G066300.1 6 1,9645 0,1112 0,056604734 15,11153846
ZjusHsp-19 2 Prupe.6G066100.1 6 1,5395 0,1136 0,073790192 11,84230769
ZjusHsp-19 2 Prupe.6G066200.1 6 1,4760 0,1296 0,087804878 11,35384615
ZjusHsp-19 2 Prupe.2G243800.1 2 1,4392 0,1966 0,136603669 11,07076923
ZjusHsp-20 2 Prupe.6G066400.1 6 1,2507 0,0726 0,058047493 9,620769231
ZjusHsp-20 2 Prupe.6G066500.1 6 1,0165 0,0792 0,077914412 7,819230769
ZjusHsp-20 2 Prupe.2G243400.1 2 3,5696 0,1331 0,037287091 27,45846154
ZjusHsp-20 2 Prupe.6G066300.1 6 1,4388 0,0783 0,05442035 11,06769231
ZjusHsp-20 2 Prupe.6G065900.1 6 1,2843 0,0724 0,056373122 9,879230769
ZjusHsp-20 2 Prupe.6G066100.1 6 1,0589 0,0759 0,071678157 8,145384615
ZjusHsp-20 2 Prupe.6G066200.1 6 1,0542 0,0891 0,084519067 8,109230769
ZjusHsp-20 2 Prupe.2G243800.1 2 1,6133 0,1759 0,109031178 12,41
ZjusHsp-21 2 Prupe.6G066400.1 6 1,2993 0,1 0,076964519 9,994615385
ZjusHsp-21 2 Prupe.2G243400.1 2 3,3416 0,1463 0,043781422 25,70461538
ZjusHsp-21 2 Prupe.6G065900.1 6 1,2655 0,0957 0,075622284 9,734615385
ZjusHsp-21 2 Prupe.6G066500.1 6 1,1485 0,0926 0,080626905 8,834615385
ZjusHsp-21 2 Prupe.6G066100.1 6 1,2167 0,0963 0,079148516 9,359230769
ZjusHsp-21 2 Prupe.6G066300.1 6 1,3345 0,0906 0,067890596 10,26538462
ZjusHsp-21 2 Prupe.6G066200.1 6 1,2035 0,1098 0,091233901 9,257692308
ZjusHsp-21 2 Prupe.2G243800.1 2 1,6726 0,1788 0,106899438 12,86615385
ZjusHsp-22 2 Prupe.6G066400.1 6 1,6026 0,0862 0,053787595 12,32769231
ZjusHsp-22 2 Prupe.6G066500.1 6 1,3051 0,078 0,059765535 10,03923077
ZjusHsp-22 2 Prupe.2G243400.1 2 4,2478 0,1398 0,032911154 32,67538462
ZjusHsp-22 2 Prupe.6G065900.1 6 2,0941 0,0856 0,040876749 16,10846154
ZjusHsp-22 2 Prupe.6G066100.1 6 1,4712 0,0888 0,060358891 11,31692308
ZjusHsp-22 2 Prupe.6G066300.1 6 2,1864 0,0905 0,041392243 16,81846154
ZjusHsp-22 2 Prupe.6G066200.1 6 1,3451 0,1021 0,075905137 10,34692308
ZjusHsp-22 2 Prupe.2G243800.1 2 1,7360 0,1928 0,111059908 13,35384615
ZjusHsp-23 2 Prupe.6G066400.1 6 1,4092 0,0831 0,058969628 10,84
ZjusHsp-23 2 Prupe.6G066500.1 6 1,1374 0,075 0,065939863 8,749230769
ZjusHsp-23 2 Prupe.2G243400.1 2 3,8765 0,1365 0,035212176 29,81923077
ZjusHsp-23 2 Prupe.6G066300.1 6 2,2251 0,088 0,039548784 17,11615385
ZjusHsp-23 2 Prupe.6G065900.1 6 2,0775 0,083 0,039951865 15,98076923
ZjusHsp-23 2 Prupe.6G066100.1 6 1,4212 0,086 0,060512243 10,93230769
ZjusHsp-23 2 Prupe.6G066200.1 6 1,2900 0,0992 0,076899225 9,923076923
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ZjusHsp-23 2 Prupe.2G243800.1 2 1,7264 0,1887 0,109302595 13,28
ZjusHsp-24 2 Prupe.6G066400.1 6 1,2447 0,1055 0,08475938 9,574615385
ZjusHsp-24 2 Prupe.6G065900.1 6 1,2657 0,1028 0,081219878 9,736153846
ZjusHsp-24 2 Prupe.6G066500.1 6 1,2300 0,0979 0,079593496 9,461538462
ZjusHsp-24 2 Prupe.2G243400.1 2 4,8261 0,1581 0,032759371 37,12384615
ZjusHsp-24 2 Prupe.6G066100.1 6 1,2565 0,1071 0,085236769 9,665384615
ZjusHsp-24 2 Prupe.6G066300.1 6 1,3347 0,106 0,079418596 10,26692308
ZjusHsp-24 2 Prupe.6G066200.1 6 1,2188 0,1201 0,098539547 9,375384615
ZjusHsp-24 2 Prupe.2G243800.1 2 1,7084 0,2006 0,117419808 13,14153846
ZjusHsp-25 2 Prupe.6G066400.1 6 1,4536 0,0811 0,055792515 11,18153846
ZjusHsp-25 2 Prupe.2G243400.1 2 3,9822 0,1495 0,037542062 30,63230769
ZjusHsp-25 2 Prupe.6G065900.1 6 1,5987 0,0826 0,051666979 12,29769231
ZjusHsp-25 2 Prupe.6G066500.1 6 1,3131 0,0898 0,068387785 10,10076923
ZjusHsp-25 2 Prupe.6G066100.1 6 1,2896 0,0861 0,066764888 9,92
ZjusHsp-25 2 Prupe.6G066300.1 6 1,5697 0,0891 0,056762439 12,07461538
ZjusHsp-25 2 Prupe.6G066200.1 6 1,2579 0,0998 0,07933858 9,676153846
ZjusHsp-25 2 Prupe.2G243800.1 2 1,8009 0,1961 0,108889999 13,85307692
ZjusHsp-26 2 Prupe.2G243400.1 2 2,8256 0,1123 0,039743771 21,73538462
ZjusHsp-26 2 Prupe.2G243800.1 2 2,8281 0,1602 0,056645805 21,75461538
ZjusHsp-26 2 Prupe.6G066400.1 6 28,0823 0,1836 0,006537926 216,0176923
ZjusHsp-26 2 Prupe.6G066300.1 6 14,4088 0,181 0,012561768 110,8369231
ZjusHsp-26 2 Prupe.6G066500.1 6 22,3743 0,1742 0,007785718 172,11
ZjusHsp-26 2 Prupe.6G065900.1 6 12,4053 0,1811 0,014598599 95,42538462
ZjusHsp-26 2 Prupe.6G066200.1 6 17,3907 0,1903 0,01094263 133,7746154
ZjusHsp-26 2 Prupe.6G066100.1 6 15,0872 0,1852 0,012275306 116,0553846
ZjusHsp-27 2 Prupe.6G328400.1 6 1,3000 0,3416 0,262769231 10
ZjusHsp-27 2 Prupe.6G328400.6 6 1,3000 0,3416 0,262769231 10
ZjusHsp-27 2 Prupe.7G053900.1 7 1,4799 0,323 0,21825799 11,38384615
ZjusHsp-27 2 Prupe.7G053900.5 7 1,4799 0,323 0,21825799 11,38384615
ZjusHsp-27 2 Prupe.7G053900.4 7 1,4799 0,323 0,21825799 11,38384615
ZjusHsp-27 2 Prupe.7G053900.6 7 1,4799 0,323 0,21825799 11,38384615
ZjusHsp-27 2 Prupe.6G328400.2 6 1,0678 0,3161 0,296029219 8,213846154
ZjusHsp-28 2 Prupe.7G053900.1 7 1,7085 0,2577 0,150834065 13,14230769
ZjusHsp-28 2 Prupe.7G053900.5 7 1,7085 0,2577 0,150834065 13,14230769
ZjusHsp-28 2 Prupe.7G053900.4 7 1,7085 0,2577 0,150834065 13,14230769
ZjusHsp-28 2 Prupe.7G053900.6 7 1,7085 0,2577 0,150834065 13,14230769
ZjusHsp-28 2 Prupe.6G328400.2 6 1,1139 0,3341 0,299937158 8,568461538
ZjusHsp-28 2 Prupe.6G328400.1 6 1,1139 0,3341 0,299937158 8,568461538
ZjusHsp-28 2 Prupe.6G328400.6 6 1,1139 0,3341 0,299937158 8,568461538
ZjusHsp-29 2 Prupe.7G053900.1 7 0,6665 0,1805 0,270817704 5,126923077
ZjusHsp-29 2 Prupe.7G053900.5 7 0,6665 0,1805 0,270817704 5,126923077
ZjusHsp-29 2 Prupe.7G053900.4 7 0,6665 0,1805 0,270817704 5,126923077
ZjusHsp-29 2 Prupe.7G053900.6 7 0,6665 0,1805 0,270817704 5,126923077
ZjusHsp-29 2 Prupe.7G053900.3 7 0,6193 0,2075 0,335055708 4,763846154
ZjusHsp-29 2 Prupe.7G053900.9 7 0,6193 0,2075 0,335055708 4,763846154
ZjusHsp-29 2 Prupe.7G053900.2 7 0,6193 0,2075 0,335055708 4,763846154
ZjusHsp-29 2 Prupe.7G053900.8 7 0,6453 0,2381 0,36897567 4,963846154
ZjusHsp-29 2 Prupe.7G053900.7 7 0,6453 0,2381 0,36897567 4,963846154
ZjusHsp-29 2 Prupe.6G328400.1 6 1,5766 0,386 0,244830648 12,12769231
ZjusHsp-29 2 Prupe.6G328400.6 6 1,5766 0,386 0,244830648 12,12769231
ZjusHsp-29 2 Prupe.6G328400.2 6 1,6385 0,3374 0,205920049 12,60384615
ZjusHsp-31 3 Prupe.2G243800.1 2 2,4633 0,2887 0,117200503 18,94846154
ZjusHsp-31 3 Prupe.2G243400.1 2 2,2833 0,2543 0,111373889 17,56384615
ZjusHsp-31 3 Prupe.6G066400.1 6 2,3330 0,2991 0,128204029 17,94615385
ZjusHsp-32 3 Prupe.2G243800.1 2 1,5511 0,0874 0,056347109 11,93153846
ZjusHsp-32 3 Prupe.2G243400.1 2 2,7735 0,14 0,050477736 21,33461538
ZjusHsp-32 3 Prupe.6G066400.1 6 3,339 0,2009 0,060167715 25,68461538
ZjusHsp-32 3 Prupe.6G066500.1 6 2,885 0,1895 0,065684575 22,19230769
ZjusHsp-32 3 Prupe.6G066300.1 6 2,8593 0,217 0,075892701 21,99461538
ZjusHsp-32 3 Prupe.6G065900.1 6 2,7643 0,1895 0,068552617 21,26384615
ZjusHsp-32 3 Prupe.6G066200.1 6 3,1651 0,2104 0,066474993 24,34692308
ZjusHsp-32 3 Prupe.6G066100.1 6 2,4524 0,1985 0,080941119 18,86461538
ZjusHsp-33 3 Prupe.2G243400.1 2 1,632 0,0709 0,043443627 12,55384615
ZjusHsp-33 3 Prupe.2G243800.1 2 2,2603 0,1532 0,067778613 17,38692308
ZjusHsp-33 3 Prupe.6G066400.1 6 52,628 0,1545 0,0029357 404,8307692
ZjusHsp-33 3 Prupe.6G066500.1 6 58,1241 0,1373 0,002362187 447,1084615
ZjusHsp-33 3 Prupe.6G065900.1 6 49,1926 0,1495 0,003039075 378,4046154
ZjusHsp-33 3 Prupe.6G066300.1 6 48,6791 0,1533 0,003149195 374,4546154
ZjusHsp-33 3 Prupe.6G066200.1 6 41,2649 0,1627 0,003942818 317,4223077
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Table S3.1 Continued

ID Chromos. Gene IDs Chromos. Ks Ka Ka/Ks Mya
ZjusHsp-33 3 Prupe.6G066100.1 6 31,462 0,1545 0,004910686 242,0153846
ZjusHsp-34 3 Prupe.5G071200.1 5 1,9725 0,3224 0,163447402 15,17307692
ZjusHsp-35 3 Prupe.5G071200.1 5 1,7306 0,3127 0,180688778 13,31230769
ZjusHsp-36 3 Prupe.5G071200.1 5 1,9725 0,3224 0,163447402 15,17307692
ZjusHsp-37 3 Prupe.5G071200.1 5 1,7306 0,3127 0,180688778 13,31230769
ZjusHsp-38 3 Prupe.2G317700.1 2 14774 0,1495 0,101191282 11,36461538
ZjusHsp-39 4 Prupe.1G237800.1 1 4,8625 0,3835 0,078868895 37,40384615
ZjusHsp-42 4 Prupe.5G004500.1 5 0,7623 0,1829 0,239931785 5,863846154
ZjusHsp-42 4 Prupe.5G004500.3 5 0,7623 0,1829 0,239931785 5,863846154
ZjusHsp-42 4 Prupe.5G004500.2 5 0,7623 0,1829 0,239931785 5,863846154
ZjusHsp-42 4 Prupe.7G187900.2 7 1,5315 0,4134 0,26993144 11,78076923
ZjusHsp-42 4 Prupe.7G187900.1 7 1,5315 0,4134 0,26993144 11,78076923
ZjusHsp-42 4 Prupe.8G182600.1 8 2,1851 0,4824 0,220767928 16,80846154
ZjusHsp-43 4 Prupe.5G004500.1 5 0,7623 0,1829 0,239931785 5,863846154
ZjusHsp-43 4 Prupe.5G004500.3 5 0,7623 0,1829 0,239931785 5,863846154
ZjusHsp-43 4 Prupe.5G004500.2 5 0,7623 0,1829 0,239931785 5,863846154
ZjusHsp-43 4 Prupe.7G187900.2 7 1,5315 0,4134 0,26993144 11,78076923
ZjusHsp-43 4 Prupe.7G187900.1 7 1,5315 0,4134 0,26993144 11,78076923
ZjusHsp-43 4 Prupe.8G182600.1 8 2,1851 0,4824 0,220767928 16,80846154
ZjusHsp-44 4 Prupe.5G004500.1 5 0,7678 0,1822 0,237301381 5,906153846
ZjusHsp-44 4 Prupe.5G004500.3 5 0,7678 0,1822 0,237301381 5,906153846
ZjusHsp-44 4 Prupe.5G004500.2 5 0,7678 0,1822 0,237301381 5,906153846
ZjusHsp-44 4 Prupe.7G187900.2 7 1,5454 0,4144 0,268150641 11,88769231
ZjusHsp-44 4 Prupe.7G187900.1 7 1,5454 0,4144 0,268150641 11,88769231
ZjusHsp-44 4 Prupe.8G182600.1 8 2,1869 0,5006 0,228908501 16,82230769
ZjusHsp-45 4 Prupe.3G108500.1 3 0,7748 0,2213 0,285622096 5,96
ZjusHsp-45 4 Prupe.3G108500.2 3 0,8768 0,2246 0,256158759 6,744615385
ZjusHsp-54 6 Prupe.5G006000.1 5 0,7799 0,2228 0,285677651 5,999230769
ZjusHsp-55 6 Prupe.1G407100.1 1 1,6859 0,1684 0,099887301 12,96846154
ZjusHsp-55 6 Prupe.1G407300.1 1 4,9808 0,168 0,033729521 38,31384615
ZjusHsp-55 6 Prupe.1G407200.1 1 6,0506 0,2749 0,045433511 46,54307692
ZjusHsp-56 6 Prupe.1G407200.1 1 3,467 0,2031 0,058580906 26,66923077
ZjusHsp-57 6 Prupe.1G407300.1 1 1,8464 0,0697 0,037749133 14,20307692
ZjusHsp-57 6 Prupe.1G407100.1 1 6,9407 0,2063 0,029723227 53,39
ZjusHsp-58 6 Prupe.8G031300.1 8 1,72 0,5711 0,332034884 13,23076923
ZjusHsp-59 7 Prupe.1G015400.1 1 1,1561 0,1439 0,124470202 8,893076923
ZjusHsp-60 8 Prupe.7G187900.2 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-60 8 Prupe.7G187900.1 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-60 8 Prupe.5G004500.1 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-60 8 Prupe.5G004500.2 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-60 8 Prupe.5G004500.3 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-60 8 Prupe.8G182600.1 8 2,5583 0,4507 0,176171677 19,67923077
ZjusHsp-61 8 Prupe.7G187900.2 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-61 8 Prupe.7G187900.1 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-61 8 Prupe.5G004500.1 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-61 8 Prupe.5G004500.2 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-61 8 Prupe.5G004500.3 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-61 8 Prupe.8G182600.1 8 2,5583 0,4507 0,176171677 19,67923077
ZjusHsp-62 8 Prupe.8G000400.1 8 0,7358 0,1463 0,198831204 5,66
ZjusHsp-63 8 Prupe.7G187900.2 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-63 8 Prupe.7G187900.1 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-63 8 Prupe.5G004500.1 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-63 8 Prupe.5G004500.2 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-63 8 Prupe.5G004500.3 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-63 8 Prupe.8G182600.1 8 2,5583 0,4507 0,176171677 19,67923077
ZjusHsp-64 8 Prupe.7G187900.2 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-64 8 Prupe.7G187900.1 7 0,7789 0,1824 0,234176403 5,991538462
ZjusHsp-64 8 Prupe.5G004500.1 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-64 8 Prupe.5G004500.2 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-64 8 Prupe.5G004500.3 5 1,6372 0,3012 0,183972636 12,59384615
ZjusHsp-66 10 Prupe.1G237800.1 1 1,2843 0,1859 0,144748112 9,879230769
ZjusHsp-67 12 Prupe.2G243800.1 2 6,2036 0,1342 0,0216326 47,72
ZjusHsp-67 12 Prupe.2G243400.1 2 27,6008 0,1264 0,004579577 212,3138462
ZjusHsp-67 12 Prupe.6G066200.1 6 15,7888 0,21 0,013300567 121,4523077
ZjusHsp-67 12 Prupe.6G066400.1 6 31,3855 0,2094 0,006671871 241,4269231
ZjusHsp-67 12 Prupe.6G066500.1 6 52,4179 0,191 0,003643793 403,2146154
ZjusHsp-67 12 Prupe.6G066300.1 6 18,0103 0,1951 0,01083269 138,5407692

Mean 4,0036  0,239201293 0,126517637 30,7972878
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Table S3.2 Calculation of divergence time rates and Ka/Ks ratios of orthologous ZjuHsp40 gene pairs between jujube and peach,
banana, orange, Arabidopsis.

Z. jujuba — A. thaliana

ID Chromosome Gene IDS Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-01 AT1G28210.1 55,2830 0,6450 0,011667239 425,2538462
ZjuHsp40-01 AT5G48030.1 2,2215 0,2652 0,119378798 17,08846154
ZjuHsp40-01 AT1G28210.2 55,2090 0,6020 0,010904019 424,6846154
ZjuHsp40-01 AT4G39960.1 48,3623 0,7637 0,015791226 372,0176923
ZjuHsp40-01 AT1G80030.3 51,4648 0,8043 0,015628157 395,8830769
ZjuHsp40-01 AT1G80030.1 51,4616 0,8039 0,015621357 395,8584615
ZjuHsp40-01 AT1G80030.2 51,4637 0,8044 0,015630435 395,8746154
ZjuHsp40-01 AT3G17830.1 52,9834 0,7833 0,014783876 407,5646154
ZjuHsp40-03 AT1G30280.1 5,4163 0,4971  0,09177852 41,66384615
ZjuHsp40-06 AT1G61770.1 2,3114 0,1859 0,080427447 17,78
ZjuHsp40-08 AT3G14200.1 3,0720 0,3732  0,121484375 23,63076923

ZjuHsp40-09
ZjuHsp40-10
ZjuHsp40-11
ZjuHsp40-12
ZjuHsp40-13
ZjuHsp40-14
ZjuHsp40-15
ZjuHsp40-16
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17

AT3G14200.1
AT3G14200.1
AT3G14200.1
AT3G14200.1
AT3G14200.1
AT3G14200.1
AT3G14200.1
AT3G14200.1
AT5G25530.1
AT4G28480.1
AT3G08910.1
AT1G59725.1
AT5G01390.1
AT1G10350.1
AT3G47940.1

3,0720 0,3732 0,121484375 23,63076923
3,0582 0,3675 0,120168727 23,52461538
2,9363 0,3792 0,129142118 22,58692308
2,8938 0,3822 0,132075472 22,26
3,2626 0,4520 0,138539815 25,09692308
2,7408 0,3562 0,129962055 21,08307692
3,2626 0,4200 0,128731686 25,09692308
3,0878 0,4023 0,130286936 23,75230769
3,4323 0,1204 0,035078519 26,40230769
7,868 0,3075 0,039082359 60,52307692
41,6374 0,2952  0,00708978 320,2876923
10,8899 0,3196 0,029348295 83,76846154
17,2762 0,3032 0,017550156 132,8938462
38,7108 0,3505 0,009054321 297,7753846
15,0719 0,3655 0,024250426 115,9376923

ZjuHsp40-17 AT5G01390.4 23,0811 0,3081 0,013348584 177,5469231
ZjuHsp40-17 AT2G20550.2 2,9945 0,4469 0,149240274 23,03461538
ZjuHsp40-17 AT2G20550.1 2,9945 0,4469 0,149240274 23,03461538
ZjuHsp40-17 ATA4G28480.2 10,4735 0,2679 0,025578842 80,56538462
ZjuHsp40-17 AT5G01390.2 15,6287 0,3004 0,019221048 120,2207692
ZjuHsp40-17 AT1G44160.1 54,5258 0,7525 0,013800806 419,4292308
ZjuHsp40-19 AT1G80030.3 1,7691 0,1772  0,100163925 13,60846154
ZjuHsp40-19 AT1G80030.1 1,7691 0,1772  0,100163925 13,60846154
ZjuHsp40-19 AT1G80030.2 1,7691 0,1772 0,100163925 13,60846154

ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-20
ZjuHsp40-21
ZjuHsp40-22

AT2G22360.1
AT3G17830.1
AT4G39960.1
AT5G59610.1
AT5G59610.1
AT1G28210.1

52,3501 0,4766  0,00910409 402,6930769
17,4903 0,4903 0,028032681 134,5407692
53,4867 0,4724 0,008832102 411,4361538
10,1752 0,3992 0,039232644 78,27076923
10,3916 0,4032  0,03880057 79,93538462
2,6371 0,2742 0,103977854 20,28538462

ZjuHsp40-22 AT1G28210.2 3,0425 0,2851 0,093705834 23,40384615
ZjuHsp40-22 AT5G48030.1 57,5485 0,5666 0,009845608 442,6807692
ZjuHsp40-22 AT1G80030.3 54,5697 0,6879 0,012605897 419,7669231
ZjuHsp40-22 AT1G80030.1 54,5702 0,688 0,012607614 419,7707692
ZjuHsp40-22 AT1G80030.2 54,5679 0,6879 0,012606313 419,7530769

AT2G22360.1
AT4G39960.1
AT3G17830.1
AT5G18730.1

ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-24

51,5574 0,7634 0,014806798 396,5953846
18,3253 0,7518 0,041025249 140,9638462
27,3955 0,7303 0,026657663 210,7346154
3,9566 0,6375 0,161123187 30,43538462

ZjuHsp40-24 AT3G06340.3 5,4935 0,5501 0,100136525 42,25769231
ZjuHsp40-24 AT3G06340.2 5,4935 0,5501 0,100136525 42,25769231
ZjuHsp40-24 AT3G06340.1 5,4935 0,5501 0,100136525 42,25769231
ZjuHsp40-24 AT3G04960.2 55,4653 0,8397 0,015139195 426,6561538
ZjuHsp40-24 AT3G04960.4 58,076 0,8459 0,014565397 446,7384615
ZjuHsp40-24 AT3G04960.1 58,5375 0,8677 0,014822977 450,2884615
ZjuHsp40-24 AT3G04960.3 58,1009 0,8561 0,014734712 446,93

16,2586 0,6386 0,039277675 125,0661538
2,6295 0,698  0,265449705 20,22692308
56,067 0,3208 0,005721726 431,2846154
1,5167 0,2410 0,158897607 11,66692308
5,6288 0,6257  0,11116046 43,29846154
6,0627 0,6599 0,108845894 46,63615385
7,4430 0,6992 0,093940615 57,25384615
51,4466 0,6748 0,013116513 395,7430769
3,0470 0,6206 0,203675747 23,43846154

AT5G27240.1
AT5G18740.1
AT2G01710.1
AT3G05345.1
AT5G27240.1
AT3G04980.1
AT5G18740.1
AT5G18730.1
AT5G18750.1

ZjuHsp40-24
ZjuHsp40-24
ZjuHsp40-25
ZjuHsp40-26
ZjuHsp40-27
ZjuHsp40-27
ZjuHsp40-27
ZjuHsp40-27
ZjuHsp40-27

NMRNRNRNRONRONNRONNRONNRONNNRONNNNNONNNNNNNNNNNNNNRRRRRRRRRRRRRRPRRREPRRPRRERREPRERREPRERRPRERPREPRREREREPRRERRLRRERREERE
CUIOTWUIONUVITTWWWWWWWUIWWNRRPRRUORRPUOORMWONRPRPRPRUOBRMNNUUWORUOROAMIODWOWOWOWWRRWRERERENRQORE
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Table S3.2 Continued

ID Chromosome Gene IDS Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-27 2 AT3G06340.3 3 11,0006 0,5816 0,052869843 84,62
ZjuHsp40-27 2 AT3G06340.2 3 11,0054 0,5816 0,052846784 84,65692308
ZjuHsp40-27 2 AT3G06340.1 3 11,0026 0,5816 0,052860233 84,63538462
ZjuHsp40-27 2 AT3G04960.2 3 57,8065 0,801 0,013856573 4446653846
ZjuHsp40-27 2 AT3G04960.4 3 8,8167 0,8077 0,09161024 67,82076923
ZjuHsp40-27 2 AT3G04960.1 3 20,9094 0,8781 0,041995466 160,8415385
ZjuHsp40-27 2 AT3G04960.3 3 19,38 0,907  0,046800826 149,0769231
ZjuHsp40-27 2 AT3G05110.1 3 6,6636 0,7276 0,109190228 51,25846154
ZjuHsp40-28 2 AT5G27240.1 5 5,6289 0,6257 0,111158486 43,29923077
ZjuHsp40-28 2 AT3G04980.1 3 6,0627 0,6599 0,108845894 46,63615385
ZjuHsp40-28 2 AT5G18740.1 5 7,4418 0,6992 0,093955763 57,24461538
ZjuHsp40-28 2 AT5G18730.1 5 56,9408 0,6746 0,011847392 438,0061538
ZjuHsp40-28 2 AT5G18750.1 5 3,0470 0,6206 0,203675747 23,43846154
ZjuHsp40-28 2 AT3G06340.3 3 11,0031 0,5816 0,052857831 84,63923077
ZjuHsp40-28 2 AT3G06340.2 3 11,0017 0,5816 0,052864557 84,62846154
ZjuHsp40-28 2 AT3G06340.1 3 11,0026 0,5816 0,052860233 84,63538462
ZjuHsp40-28 2 AT3G04960.2 3 57,8011 0,8011 0,013859598 4446238462
ZjuHsp40-28 2 AT3G04960.4 3 8,8154 0,8077 0,091623749 67,81076923
ZjuHsp40-28 2 AT3G04960.1 3 20,7530 0,8782 0,042316773 159,6384615
ZjuHsp40-28 2 AT3G04960.3 3 19,3454 0,9070 0,046884531 148,8107692
ZjuHsp40-28 2 AT3G05110.1 3 6,6636 0,7276 0,109190228 51,25846154
ZjuHsp40-29 2 AT5G12430.1 5 2,1369 0,4613 0,215873462 16,43769231
ZjuHsp40-29 2 AT2G41520.1 2 3,8963 0,5960 0,152965634 29,97153846
ZjuHsp40-29 2 AT2G41520.2 2 4,4046 0,6146  0,13953594 33,88153846
ZjuHsp40-30 2 AT5G12430.1 5 2,1098 0,4637 0,219783866 16,22923077
ZjuHsp40-30 2 AT2G41520.1 2 3,6147 0,6004 0,166099538 27,80538462
ZjuHsp40-30 2 AT2G41520.2 2 4,0422 0,6195 0,153258127 31,09384615
ZjuHsp40-31 3 AT3G44110.1 3 4,6037 0,0961 0,020874514 35,41307692
ZjuHsp40-31 3 AT5G22060.1 5 4,5926 0,1225 0,026673344 35,32769231
ZjuHsp40-31 3 AT3G44110.2 3 3,0721 0,1012 0,032941636 23,63153846
ZjuHsp40-32 3 AT2G35795.1 2 1,8813 0,0917 0,048742891 14,47153846
ZjuHsp40-32 3 AT5G03030.1 5 4,766 0,1438 0,030172052 36,66153846
ZjuHsp40-32 3 AT3G09700.1 3 5,0623 0,1693  0,033443297 38,94076923
ZjuHsp40-33 3 AT5G53150.1 5 4,7289 0,4245 0,089767176 36,37615385
ZjuHsp40-33 3 AT5G35753.1 5 14,6325 0,6754 0,046157526 112,5576923
ZjuHsp40-33 3 AT2G05230.1 2 5,7495 0,6267 0,109000783 4422692308
ZjuHsp40-33 3 AT2G05250.1 2 5,7491 0,6267 0,109008367 44,22384615
ZjuHsp40-33 3 AT2G25560.1 2 5,138 0,4903 0,095426236 39,52307692
ZjuHsp40-33 3 AT5G37380.3 5 6,8508 0,4866 0,071028201 52,69846154
ZjuHsp40-33 3 AT5G37380.1 5 6,8519 0,4866 0,071016798 52,70692308
ZjuHsp40-33 3 AT5G37380.5 5 6,8526 0,4866 0,071009544 52,71230769
ZjuHsp40-33 3 AT5G37380.2 5 6,8515 0,4866 0,071020944 52,70384615
ZjuHsp40-33 3 AT5G37380.4 5 48,2478 0,4804 0,009956931 371,1369231
ZjuHsp40-33 3 AT5G50115.1 5 45,1066 0,5678 0,012587958 346,9738462
ZjuHsp40-33 3 AT4G19570.1 4 56,1948 0,7991 0,014220177 432,2676923
ZjuHsp40-34 3 AT5G16650.1 5 2,5942 0,2922  0,11263588 19,95538462
ZjuHsp40-35 3 AT5G16650.1 5 2,1846 0,2688  0,12304312 16,80461538
ZjuHsp40-38 3 AT5G16650.1 5 2,9689 0,2832 0,095388865 22,83769231
ZjuHsp40-39 3 AT5G16650.1 5 2,2037 0,2735 0,124109452 16,95153846
ZjuHsp40-42 4 AT3G47940.1 3 54,5047 0,3799 0,006970041 419,2669231
ZjuHsp40-42 4 AT1G10350.1 1 13,7667 0,4872 0,035389745 105,8976923
ZjuHsp40-42 4 AT5G01390.4 5 26,5719 0,5025 0,018910955 204,3992308
ZjuHsp40-42 4 AT5G01390.1 5 33,1403 05219 0,015748198 254,9253846
ZjuHsp40-43 4 AT1G21080.1 1 1,9946 0,1510 0,075704402 15,34307692
ZjuHsp40-43 4 AT1G21080.3 1 2,1110 0,1574 0,074561819 16,23846154
ZjuHsp40-43 4 AT1G76700.1 1 1,6834 0,1569  0,09320423 12,94923077
ZjuHsp40-43 4 AT1G21080.2 1 1,8787 0,1849 0,09841912 14,45153846
ZjuHsp40-43 4 AT1G77020.1 1 30,5624 0,3562 0,011654844 235,0953846
ZjuHsp40-43 4 AT4G39150.1 4 51,8218 0,3872 0,007471759 398,6292308
ZjuHsp40-43 4 AT4G39150.2 4 51,8207 0,3874 0,007475777 398,6207692
ZjuHsp40-43 4 AT2G21510.1 2 16,6815 0,3802 0,022791715 128,3192308
ZjuHsp40-44 5 AT5G53150.1 5 3,4525 0,5650 0,163649529 26,55769231
ZjuHsp40-44 5 AT2G25560.1 2 2,827 0,5226 0,184860276 21,74615385
ZjuHsp40-44 5 AT5G35753.1 5 8,2810 0,6628 0,080038643 63,7
ZjuHsp40-44 5 AT2G05230.1 2 4,9463 0,6699 0,135434567 38,04846154
ZjuHsp40-44 5 AT2G05250.1 2 4,9464 0,6699 0,135431829 38,04923077
ZjuHsp40-44 5 AT5G37380.3 5 0,1700 16,8283 98,99 1,307692308
ZjuHsp40-44 5 AT5G37380.1 5 8,0022 0,5536 0,069180975 61,55538462
ZjuHsp40-44 5 AT5G37380.5 5 8,0025 0,5535 0,069165886 61,55769231
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ZjuHsp40-44 5 AT5G37380.1 5 8,0008 0,5535 0,069180582 61,54461538
ZjuHsp40-44 5 AT5G37380.5 5 8,0028 0,5535 0,069163293 61,56
ZjuHsp40-44 5 AT5G37380.2 5 8,0006 0,5535 0,069182311 61,54307692
ZjuHsp40-44 5 AT5G37380.4 5 8,0006 0,5535 0,069182311 61,54307692
ZjuHsp40-44 5 AT5G50115.1 5 5,8569 0,5564 0,094999061 45,05307692
ZjuHsp40-45 5 AT1G74250.1 1 5,7649 0,4053 0,070304775 44,34538462
ZjuHsp40-46 5 AT1G74250.1 1 5,7651 0,4053 0,070302336 44,34692308
ZjuHsp40-47 5 AT1G18700.1 1 1,4272 0,3336 0,233744395 10,97846154
ZjuHsp40-47 5 AT1G18700.2 1 1,4666 0,3423 0,233396973 11,28153846
ZjuHsp40-47 5 AT1G18700.4 1 1,4422 0,3359 0,232908057 11,09384615
ZjuHsp40-47 5 AT1G18700.3 1 1,4199 0,3477  0,2448764 10,92230769
ZjuHsp40-51 6 AT1G24120.1 1 1,6181 0,1910 0,118039676 12,44692308
ZjuHsp40-51 6 AT1G68370.1 1 17,939 0,3080 0,017169296 137,9923077
ZjuHsp40-51 6 AT1G59980.1 1 2,3993 0,264  0,110032093 18,45615385
ZjuHsp40-52 6 AT1G24120.1 1 1,6181 0,1910 0,118039676 12,44692308
ZjuHsp40-52 6 AT1G68370.1 1 18,0567 0,3080 0,01705738 138,8976923
ZjuHsp40-52 6 AT1G59980.1 1 2,3997 0,2640 0,110013752 18,45923077
ZjuHsp40-53 6 AT5G21430.1 1 2,5438 0,3451 0,135663181 19,56769231
ZjuHsp40-55 6 AT4G36520.1 4 7,7376 0,8073 0,104334677 59,52
ZjuHsp40-55 6 AT1G75310.1 2 4,1539 0,8142  0,19600857 31,95307692
ZjuHsp40-55 6 AT4G12770.1 4 10,2865 0,8715 0,084722695 79,12692308
ZjuHsp40-55 6 AT4G12770.2 4 10,676 0,8842 0,082821281 82,12307692
ZjuHsp40-55 6 AT4G12780.1 4 8,8476 0,8265 0,093415163 68,05846154
ZjuHsp40-55 6 AT4G12780.2 4 11,1423 0,8191 0,07351265 85,71
ZjuHsp40-55 6 AT1G21660.1 1 61,2743 0,8378 0,013672943 471,3407692
ZjuHsp40-56 6 AT4G36520.1 4 7,7379 0,8073 0,104330632 59,52230769
ZjuHsp40-56 6 AT1G75310.1 1 4,1538 0,8142 0,196013289 31,95230769
ZjuHsp40-56 6 AT4G12770.1 4 10,2861 0,8715 0,084725989 79,12384615
ZjuHsp40-56 6 AT4G12770.2 4 10,6751 0,8843 0,082837631 82,11615385
ZjuHsp40-56 6 AT4G12780.1 4 8,8473 0,8265 0,093418331 68,05615385
ZjuHsp40-56 6 AT4G12780.2 4 10,7398 0,8203 0,076379448 82,61384615
ZjuHsp40-56 6 AT1G21660.1 1 61,2734 0,8377 0,013671512 471,3338462
ZjuHsp40-57 6 AT4G36520.1 4 7,7074 0,8006 0,103874199 59,28769231
ZjuHsp40-57 6 AT1G75310.1 1 4,0189 0,8218 0,204483814 30,91461538
ZjuHsp40-57 6 AT4G12770.1 4 10,2872 0,8715 0,08471693 79,13230769
ZjuHsp40-57 6 AT4G12770.2 4 11,7094 0,8919 0,076169573 90,07230769
ZjuHsp40-57 6 AT4G12780.1 4 8,8477 0,8265 0,093414108 68,05923077
ZjuHsp40-57 6 AT4G12780.2 4 10,7375 0,8203 0,076395809 82,59615385
ZjuHsp40-57 6 AT1G21660.1 1 61,2733 0,8378 0,013673166 471,3330769
ZjuHsp40-58 6 AT1G75100.1 1 3,1176 0,6392  0,20502951 23,98153846
ZjuHsp40-59 6 AT1G75100.1 1 3,0993 0,6283 0,202723196 23,84076923
ZjuHsp40-60 6 AT1G75100.1 1 3,0993 0,6283 0,202723196 23,84076923
ZjuHsp40-63 6 AT4G07990.1 4 1,8256 0,2702 0,148006135 14,04307692
ZjuHsp40-63 6 AT4G07990.2 4 2,2131 0,3013 0,136143871 17,02384615
ZjuHsp40-63 6 AT4G07990.2 4 2,1588 0,2730 0,126459144 16,60615385
ZjuHsp40-63 6 AT4G07990.1 4 2,2184 0,3064 0,138117562 17,06461538
ZjuHsp40-63 6 AT4G07990.1 4 2,2184 0,3064 0,138117562 17,06461538
ZjuHsp40-64 6 AT1G21660.1 1 1,8983 0,2909 0,153242375 14,60230769
ZjuHsp40-64 6 AT4G12780.1 4 2,4600 0,3627 0,147439024 18,92307692
ZjuHsp40-64 6 AT4G12770.1 4 2,0903 0,3916  0,18734153 16,07923077
ZjuHsp40-64 6 AT4G12770.2 4 2,0086 0,3884 0,193368515 15,45076923
ZjuHsp40-64 6 AT4G12780.2 4 2,4412 0,3625 0,148492545 18,77846154
ZjuHsp40-64 6 AT4G36520.1 4 8,1970 05182 0,063218251 63,05384615
ZjuHsp40-65 6 AT1G11040.1 1 54,7752 0,6654 0,012147833 421,3476923
ZjuHsp40-66 7 AT5G23240.1 5 2,5922 0,3939 0,151955868 19,94
ZjuHsp40-67 7 AT4G13830.2 4 5,7832 0,3670 0,063459676 44,48615385
ZjuHsp40-68 7 AT3G44110.1 3 5,9378 0,1693 0,028512244 45,67538462
ZjuHsp40-68 7 AT5G22060.1 5 4,4519 0,1950 0,043801523 34,24538462
ZjuHsp40-68 7 AT3G44110.2 3 6,2122 0,1767 0,028444029 47,78615385
ZjuHsp40-69 7 AT3G44110.1 3 5,9384 0,1693 0,028509363 45,68
ZjuHsp40-69 7 AT5G22060.1 5 4,4519 0,1950 0,043801523 34,24538462
ZjuHsp40-69 7 AT3G44110.2 3 6,2121 0,1767 0,028444487 47,78538462
ZjuHsp40-70 7 AT3G44110.1 3 5,9376 0,1693 0,028513204 45,67384615
ZjuHsp40-70 7 AT5G22060.1 5 4,4521 0,1950 0,043799555 34,24692308
ZjuHsp40-71 7 AT3G44110.2 3 6,2084 0,1767 0,028461439 47,75692308
ZjuHsp40-71 7 AT1G77930.1 1 2,2389 0,1725 0,077046764 17,22230769
ZjuHsp40-71 7 AT1G77930.2 1 2,2389 0,1725 0,077046764 17,22230769
ZjuHsp40-72 7 AT1G77020.1 1 3,6818 0,1344 0,036503884 28,32153846
ZjuHsp40-72 7 AT1G76700.1 1 36,5306 0,3252  0,008902126 281,0046154
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ZjuHsp40-72 7 AT1G21080.3 1 54,5838 0,3662 0,00670895 419,8753846
ZjuHsp40-72 7 AT1G21080.1 1 53,5998 0,3582 0,006682861 412,3061538
ZjuHsp40-72 7 AT2G21510.1 2 56,2570 0,3886 0,006907585 432,7461538
ZjuHsp40-72 7 AT4G39150.1 4 56,1851 0,4134 0,007357823 432,1930769
ZjuHsp40-72 7 AT4G39150.2 4 56,1685 0,4136 0,007363558 432,0653846
ZjuHsp40-72 7 AT1G21080.2 1 52,8479 0,4458 0,008435529 406,5223077
ZjuHsp40-74 8 AT4G36520.1 4 5,3568 0,4961 0,09261126 41,20615385
ZjuHsp40-74 8 AT1G75310.1 1 9,0497 0,8158 0,090146635 69,61307692
ZjuHsp40-74 8 AT4G12770.1 4 7,3805 0,7239 0,098082786 56,77307692
ZjuHsp40-74 8 AT4G12770.2 4 7,4478 0,7157  0,096095491 57,29076923
ZjuHsp40-74 8 AT4G12780.1 4 9,8737 0,7678 0,077762136 75,95153846
ZjuHsp40-74 8 AT4G12780.2 4 7,9948 0,6562 0,082078351 61,49846154
ZjuHsp40-74 8 AT1G21660.1 1 4,7274 0,8467 0,179104793 36,36461538
ZjuHsp40-74 8 AT4G37480.1 4 2,7251 0,3032 0,111261972 20,96230769
ZjuHsp40-76 8 AT4G37480.1 4 2,7334 0,3024 0,110631448 21,02615385
ZjuHsp40-77 8 AT2G22360.1 2 6,0925 0,1511 0,024800985 46,86538462
ZjuHsp40-77 8 AT4G39960.1 4 3,5102 0,1488 0,042390747 27,00153846
ZjuHsp40-77 8 AT1G80030.3 1 27,8007 0,4563 0,016413256 213,8515385
ZjuHsp40-77 8 AT1G80030.1 1 27,9257 0,4564 0,016343368 214,8130769
ZjuHsp40-77 8 AT1G80030.2 1 28,3829 0,4563 0,016076581 218,33
ZjuHsp40-77 8 AT3G17830.1 3 20,7410 0,5158 0,024868618 159,5461538
ZjuHsp40-77 8 AT5G48030.1 5 57,7810 0,6872 0,011893183 444,4692308
ZjuHsp40-78 8 AT4G12780.1 4 4,9263 0,3777 0,076670118 37,89461538
ZjuHsp40-78 8 AT4G12770.2 4 4,9165 0,3777 0,076822943 37,81923077
ZjuHsp40-78 8 AT4G12780.2 4 5,1726 0,4154 0,080307776 39,78923077
ZjuHsp40-78 8 AT1G21660.1 1 6,1948 0,5077 0,081955834 47,65230769
ZjuHsp40-78 8 AT4G36520.1 4 57,3091 0,8393 0,014645144 440,8392308
ZjuHsp40-78 8 AT1G75310.1 1 16,2692 1,0648 0,065448824 125,1476923
ZjuHsp40-81 9 AT4G02100.1 4 3,6405 0,2518 0,069166323 28,00384615
ZjuHsp40-81 9 AT3G62570.1 3 2,4057 0,3000 0,124703828 18,50538462
ZjuHsp40-81 9 AT2G47440.1 2 2,4022 0,2208 0,091915744 18,47846154
ZjuHsp40-81 9 AT1G02650.1 1 2,1413 0,3067 0,143230748 16,47153846
ZjuHsp40-85 9 AT2G47440.1 2 2,4022 0,2208 0,091915744 18,47846154
ZjuHsp40-85 9 AT4G02100.1 4 3,6406 0,2518 0,069164423 28,00461538
ZjuHsp40-85 9 AT3G62570.1 3 2,4057 0,3000 0,124703828 18,50538462
ZjuHsp40-85 9 AT1G02650.1 1 2,1413 0,3067 0,143230748 16,47153846
ZjuHsp40-86 9 AT3G62600.1 3 4,6429 0,1318 0,02838743 35,71461538
ZjuHsp40-88 9 AT4G39150.1 4 2,2727 0,1890 0,083160998 17,48230769
ZjuHsp40-88 9 AT4G39150.2 4 2,2728 0,1890 0,083157339 17,48307692
ZjuHsp40-88 9 AT2G21510.1 2 2,7177 0,1750 0,064392685 20,90538462
ZjuHsp40-88 9 AT1G76700.1 1 15,3309 0,3638 0,023729853 117,93
ZjuHsp40-88 9 AT1G21080.1 1 55,7669 0,3672 0,006584551 428,9761538
ZjuHsp40-88 9 AT1G21080.3 1 55,7836 0,3672  0,00658258 429,1046154
ZjuHsp40-88 9 AT1G77020.1 1 60,3601 0,366  0,006063608 464,3084615
ZjuHsp40-88 9 AT1G21080.2 1 57,2979 0,4135 0,007216669 440,7530769
ZjuHsp40-89 9 AT5G53150.1 5 3,5530 0,4836 0,136110329 27,33076923
ZjuHsp40-89 9 AT2G25560.1 2 2,2518 0,4180 0,185629274 17,32153846
ZjuHsp40-89 9 AT5G35753.1 5 12,3844 0,6693 0,054043797 95,26461538
ZjuHsp40-89 9 AT2G05230.1 2 5,6797 0,6011 0,105833055 43,69
ZjuHsp40-89 9 AT2G05250.1 2 5,6792 0,6011 0,105842372 43,68615385
ZjuHsp40-89 9 AT5G50115.1 5 5,6585 0,5421 0,095802775 43,52692308
ZjuHsp40-89 9 AT5G37380.3 5 3,9130 0,4452 0,113774597 30,1
ZjuHsp40-89 9 AT5G37380.1 5 3,9131 0,4452  0,11377169 30,10076923
ZjuHsp40-89 9 AT5G37380.5 5 3,9130 0,4452 0,113774597 30,1
ZjuHsp40-89 9 AT5G37380.2 5 3,9131 0,4452  0,11377169 30,10076923
ZjuHsp40-89 9 AT5G37380.4 5 3,9131 0,4452  0,11377169 30,10076923
ZjuHsp40-90 9 AT5G23590.2 5 6,2488 0,2667 0,042680195 48,06769231
ZjuHsp40-90 9 AT5G23590.1 5 6,2488 0,2667 0,042680195 48,06769231
ZjuHsp40-95 10 AT3G44110.1 3 54,6380 0,4386  0,00802738 420,2923077
ZjuHsp40-95 10 AT5G22060.1 5 55,2435 0,4843 0,008766642 424,95
ZjuHsp40-96 10 AT1G10350.1 1 5,0341 0,2540 0,050455891 38,72384615
ZjuHsp40-96 10 AT1G59725.1 1 59,680 0,2332  0,003907507 459,0769231
ZjuHsp40-96 10 AT3G47940.1 3 55,9363 0,2938 0,005252403 430,2792308
ZjuHsp40-96 10 AT2G20560.1 2 15,5490 0,3145 0,020226381 119,6076923
ZjuHsp40-96 10 AT3G08910.1 3 5,18340 0,3429  0,06615349 39,87230769
ZjuHsp40-96 10 AT5G01390.1 5 8,2335 0,3552 0,043140827 63,33461538
ZjuHsp40-96 10 AT5G25530.1 5 9,6503 0,3505 0,036320114 74,23307692
ZjuHsp40-96 10 AT5G01390.2 5 16,872 0,3131 0,018557373 129,7846154
ZjuHsp40-96 10 AT5G01390.4 5 11,0103 0,3754  0,034095347 84,69461538
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ZjuHsp40-96 10 AT2G20550.2 2 4,1349 0,4455 0,107741421 31,80692308
ZjuHsp40-96 10 AT2G20550.1 2 4,1349 0,4455 0,107741421 31,80692308
ZjuHsp40-96 10 AT4G28480.1 4 10,8094 0,3347 0,030963791 83,14923077
ZjuHsp40-96 10 AT4G28480.2 4 16,3991 0,3293  0,02008037 126,1469231
ZjuHsp40-98 10 AT1G71000.1 1 2,1218 0,4257 0,200631539 16,32153846
ZjuHsp40-99 10 AT1G68370.1 1 1,8644 0,0861 0,046181077 14,34153846
ZjuHsp40-99 10 AT1G24120.1 1 21,0045 0,3309 0,015753767 161,5730769
ZjuHsp40-99 10 AT1G59980.1 1 37,8531 0,4015 0,010606793 291,1776923

ZjuHsp40-100 11 AT2G35720.1 2 17,3415 1,0188 0,058749243 133,3961538
ZjuHsp40-101 11 AT3G08970.1 3 6,2536 0,2592 0,041448126 48,10461538
ZjuHsp40-103 12 AT5G12430.1 5 3,3370 0,5856 0,175486964 25,66923077
ZjuHsp40-103 12 AT2G41520.1 2 2,3379 0,5316 0,227383549 17,98384615
ZjuHsp40-103 12 AT2G41520.2 2 2,3023 0,5526  0,240020849 17,71

ZjuHsp40-104 12 AT2G26890.1 2 1,5767 0,1301 0,082514112 12,12846154
ZjuHsp40-105 12 AT2G26890.1 2 1,4699 0,1301 0,088509422 11,30692308
ZjuHsp40-106 12 AT2G05230.1 2 2,5696 0,3560 0,138542964 19,76615385
ZjuHsp40-106 12 AT2G05250.1 2 2,5696 0,3560 0,138542964 19,76615385
ZjuHsp40-106 12 AT5G35753.1 5 2,8899 0,3510 0,12145749 22,23

ZjuHsp40-106 12 AT5G53150.1 5 6,2350 0,6423 0,103015237 47,96153846
ZjuHsp40-107 12 AT2G25560.1 2 5,2081 0,6102 0,117163649 40,06230769
ZjuHsp40-107 12 AT2G05230.1 2 2,6547 0,3749  0,14122123 20,42076923
ZjuHsp40-107 12 AT2G05250.1 2 2,6547 0,3749  0,14122123 20,42076923
ZjuHsp40-107 12 AT5G35753.1 5 3,6560 0,3865 0,10571663 28,12307692
ZjuHsp40-107 12 AT5G53150.1 5 5,6914 0,6928 0,121727519 43,78

ZjuHsp40-107 12 AT2G25560.1 2 0,1738 15,7909 90,85673188 1,336923077
ZjuHsp40-107 12 AT3G12170.1 3 3,2212 0,1748 0,054265491 24,77846154
ZjuHsp40-108 12 AT5G06910.1 5 1,7127 0,2226 0,129970222 13,17461538
ZjuHsp40-109 12 AT5G18140.1 5 1,9897 0,3264 0,164044831 15,30538462
ZjuHsp40-110 12 AT2G35795.1 2 3,2019 0,1698 0,053031013 24,63

ZjuHsp40-1112 12 AT5G03160.1 5 3,0288 0,144  0,047543582 23,29846154
ZjuHsp40-113 12 AT5G49060.1 5 2,9056 0,2813 0,096813051 22,35076923
ZjuHsp40-113 12 AT3G57340.1 3 8,7962 0,5623 0,063925331 67,66307692
ZjuHsp40-113 12 AT3G57340.2 3 8,7955 0,5623 0,063930419 67,65769231
ZjuHsp40-113 12 AT5G05750.1 5 9,1004 0,4810 0,05285482 70,00307692
ZjuHsp40-114 12 AT3G06778.1 3 3,6748 0,4818 0,131109176 28,26769231
ZjuHsp40-116 scaffold AT1G16680.1 1 1,7813 0,2241 0,125806995 13,70230769
ZjuHsp40-116 scaffold AT1G79030.1 1 1,6413 0,2167 0,132029489 12,62538462
ZjuHsp40-116 scaffold AT5G49580.1 5 53,2512 0,6521 0,012245733 409,6246154
ZjuHsp40-118 scaffold AT1G79940.4 1 1,3991 0,1128 0,080623258 10,76230769
ZjuHsp40-118 scaffold AT1G79940.1 1 1,3991 0,1128 0,080623258 10,76230769
ZjuHsp40-118 scaffold AT1G79940.3 1 1,3991 0,1128 0,080623258 10,76230769
ZjuHsp40-118 scaffold AT1G79940.2 1 1,3991 0,1128 0,080623258 10,76230769
ZjuHsp40-118 scaffold AT4G21180.1 4 1,8929 0,1924 0,101642982 14,56076923
ZjuHsp40-120 scaffold AT1G65280.1 1 4,6148 0,2694 0,058377394 35,49846154
ZjuHsp40-122 scaffold AT5G49580.1 5 1,9269 0,3370 0,174892314 14,82230769
ZjuHsp40-122 scaffold AT1G16680.1 1 6,5006 0,6346 0,097621758 50,00461538
ZjuHsp40-122 scaffold AT1G79030.1 1 46,791 0,6048 0,012925563 359,9307692
ZjuHsp40-123 scaffold AT5G49580.1 5 1,9269 0,3370 0,337 7,692307692
ZjuHsp40-123 scaffold AT1G16680.1 1 6,5016 0,6346 0,097606743 50,01230769
ZjuHsp40-123 scaffold AT1G79030.1 1 46,545 0,6047 0,012991728 358,0384615
ZjuHsp40-124 scaffold AT1G65280.1 1 4,6147 0,2694  0,05837866 35,49769231
ZjuHsp40-125 scaffold AT1G65280.1 1 11,613 0,1781 0,015336261 89,33076923
ZjuHsp40-126 scaffold AT1G65280.1 1 4,1993 0,1886 0,044912247 32,30230769
ZjuHsp40-127 scaffold AT1G16680.1 1 1,7813 0,2241  0,125806995 13,70230769
ZjuHsp40-127 scaffold AT1G79030.1 1 1,6413 0,2167 0,132029489 12,62538462
ZjuHsp40-127 scaffold AT5G49580.1 5 53,2515 0,6521 0,012245664 409,6269231
ZjuHsp40-128 scaffold AT1G16680.1 1 1,7857 0,2241 0,125497004 13,73615385
ZjuHsp40-128 scaffold AT1G79030.1 1 1,6393 0,2191 0,133654609 12,61

ZjuHsp40-128 scaffold AT5G49580.1 5 53,2591 0,653  0,012260816 409,6853846
ZjuHsp40-129 scaffold AT1G16680.1 1 1,8924 0,1831 0,096755443 14,55692308
ZjuHsp40-129 scaffold AT1G79030.1 1 1,5645 0,1649 0,105401087 12,03461538
ZjuHsp40-129 scaffold AT5G49580.1 5 53,8691 0,6402 0,011884364 414,3776923
ZjuHsp40-131 scaffold AT1G65280.1 1 4,6149 0,2694 0,058376129 35,49923077
ZjuHsp40-131 scaffold AT1G79030.1 1 1,5644 0,1667 0,106558425 12,03384615
ZjuHsp40-132 scaffold AT5G49580.1 5 53,8671 0,6411 0,011901513 414,3623077
ZjuHsp40-133 scaffold AT1G65280.1 1 4,6147 0,2694  0,05837866 35,49769231
ZjuHsp40-134 scaffold AT1G65280.1 1 4,6150 0,2694 0,058374865 355

ZjuHsp40-135 scaffold AT1G16680.1 1 1,8974 0,1830 0,096447771 14,59538462
ZjuHsp40-135 scaffold AT1G79030.1 1 1,5643 0,1667 0,106565237 12,03307692
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ID Chromosome Gene IDS Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-135 scaffold AT5G49580.1 5 53,8667 0,6411 0,011901602 414,3592308
ZjuHsp40-135 scaffold AT1G65280.1 1 4,6147 0,2694  0,05837866 35,49769231
ZjuHsp40-138 scaffold AT4G39150.1 4 52,2991 1,2809 0,024491817 402,3007692
ZjuHsp40-138 scaffold AT4G39150.2 4 52,2992 1,2809  0,02449177 402,3015385
ZjuHsp40-140 scaffold AT3G44110.1 3 3,1691 0,1321 0,041683759 24,37769231
ZjuHsp40-140 scaffold AT5G22060.1 5 2,8443 0,1398 0,049150933 21,87923077
ZjuHsp40-140 scaffold AT3G44110.2 3 2,8233 0,1459 0,051677115 21,71769231
ZjuHsp40-141 scaffold AT1G56300.1 1 1,9945 0,2499  0,12529456 15,34230769
ZjuHsp40-142 scaffold AT1G65280.1 1 4,6146 0,2694 0,058379925 35,49692308
ZjuHsp40-144 scaffold AT4G09350.1 4 2,8264 0,3347 0,11841919 21,74153846
ZjuHsp40-145 scaffold AT5G22080.1 5 2,4521 0,072  0,04371763 18,86230769
ZjuHsp40-145 scaffold AT5G22080.2 5 2,5018 0,1113 0,044487969 19,24461538
ZjuHsp40-146 scaffold AT3G59280.1 3 6,9739 0,1653 0,023702663 53,64538462
ZjuHsp40-146 scaffold AT5G61880.1 5 3,7959 0,2418 0,063700308 29,19923077
ZjuHsp40-146 scaffold AT5G61880.2 5 3,7958 0,2418 0,063701986 29,19846154
ZjuHsp40-147 scaffold AT3G59280.1 3 6,9691 0,1653 0,023718988 53,60846154
ZjuHsp40-147 scaffold AT5G61880.1 5 3,7959 0,2418 0,063700308 29,19923077
ZjuHsp40-147 scaffold AT5G61880.2 5 3,7958 0,2418 0,063701986 29,19846154
ZjuHsp40-148 scaffold AT3G59280.1 3 6,9691 0,1653 0,023718988 53,60846154
ZjuHsp40-148 scaffold AT5G61880.1 5 3,7959 0,2418 0,063700308 29,19923077
ZjuHsp40-148 scaffold AT5G61880.2 5 3,7958 0,2418 0,063701986 29,19846154
ZjuHsp40-149 scaffold AT5G22080.1 5 2,4697 0,1073 0,043446572 18,99769231
ZjuHsp40-149 scaffold AT5G22080.2 5 2,5280 0,1113 0,044026899 19,44615385
ZjuHsp40-150 scaffold AT2G35540.1 2 58,5967 0,4536  0,00774105 450,7438462
ZjuHsp40-151 scaffold AT2G42750.1 2 1,3894 0,2012 0,14481071 10,68769231
ZjuHsp40-152 scaffold AT2G42750.1 2 1,3894 0,2012  0,14481071 10,68769231
ZjuHsp40-153 scaffold AT5G49580.1 5 1,9185 0,3381 0,176231431 14,75769231
ZjuHsp40-153 scaffold AT1G16680.1 1 6,8523 0,6321 0,092246399 52,71
ZjuHsp40-153 scaffold AT1G79030.1 1 56,0472 0,6023  0,0107463 431,1323077
ZjuHsp40-154 scaffold AT5G49580.1 5 1,9185 0,3381 0,176231431 14,75769231
ZjuHsp40-154 scaffold AT1G16680.1 1 6,8523 0,6321 0,092246399 52,71
ZjuHsp40-154 scaffold AT1G79030.1 1 56,0472 0,6023  0,0107463 431,1323077
ZjuHsp40-155 scaffold AT5G49580.1 5 1,9185 0,3381 0,176231431 14,75769231
ZjuHsp40-155 scaffold AT1G16680.1 1 1,9185 0,3381 0,176231431 14,75769231
ZjuHsp40-155 scaffold AT1G79030.1 1 6,8523 0,6321 0,092246399 52,71
ZjuHsp40-156 scaffold AT3G17830.1 3 3,1501 0,3529  0,11202819 24,23153846
ZjuHsp40-156 scaffold AT1G80030.3 1 54,2411 0,5413 0,009979517 417,2392308
ZjuHsp40-156 scaffold AT1G80030.2 1 54,2413 0,5414 0,009981324 417,2407692
ZjuHsp40-156 scaffold AT2G22360.1 2 53,7815 0,5867 0,010908956 413,7038462
ZjuHsp40-156 scaffold AT4G39960.1 4 41,4342 0,5907 0,014256339 318,7246154
ZjuHsp40-157 scaffold AT2G26890.1 2 0,5581 0,0577  0,10338649 4,293076923
ZjuHsp40-158 scaffold AT2G26890.1 2 1,4699 0,1244 0,084631608 11,30692308
ZjuHsp40-159 scaffold AT4G10130.1 4 4,707 0,2918 0,061992777 36,20769231
ZjuHsp40-160 scaffold AT4G10130.1 4 4,707 0,2918 0,061992777 36,20769231
ZjuHsp40-161 scaffold AT4G10130.1 4 4,707 0,2918 0,061992777 36,20769231
ZjuHsp40-162 scaffold AT4G10130.1 4 4,707 0,2918 0,061992777 36,20769231
ZjuHsp40-164 scaffold AT4G10130.1 4 4,9445 0,3117 0,063039741 38,03461538
ZjuHsp40-165 scaffold AT3G57340.1 3 4,7554 0,2702 0,056819616 36,58
ZjuHsp40-165 scaffold AT3G57340.2 3 4,7551 0,2702  0,0568232 36,57769231
ZjuHsp40-165 scaffold AT5G05750.1 5 5,0130 0,2804  0,05593457 38,56153846
ZjuHsp40-165 scaffold AT5G49060.1 5 64,0651 0,5424 0,008466388 492,8084615
ZjuHsp40-166 scaffold AT3G57340.1 3 4,7554 0,2702 0,056819616 36,58
ZjuHsp40-166 scaffold AT3G57340.2 3 4,7551 0,2702  0,0568232 36,57769231
ZjuHsp40-166 scaffold AT5G05750.1 5 5,0130 0,2804  0,05593457 38,56153846
ZjuHsp40-166 scaffold AT5G49060.1 5 64,0651 0,5424 0,008466388 492,8084615
ZjuHsp40-167 scaffold AT3G57340.1 3 4,7554 0,2702 0,056819616 36,58
ZjuHsp40-167 scaffold AT3G57340.2 3 4,7551 0,2702  0,0568232 36,57769231
ZjuHsp40-167 scaffold AT5G05750.1 5 5,0130 0,2804  0,05593457 38,56153846
ZjuHsp40-167 scaffold AT5G49060.1 5 64,0651 0,5424 0,008466388 492,8084615
ZjuHsp40-168 scaffold AT3G57340.1 3 4,7554 0,2702 0,056819616 36,58
ZjuHsp40-168 scaffold AT3G57340.2 3 4,7551 0,2702  0,0568232 36,57769231
ZjuHsp40-168 scaffold AT5G05750.1 5 5,0130 0,2804  0,05593457 38,56153846
ZjuHsp40-168 scaffold AT5G49060.1 3 64,0651 0,5424 0,008466388 492,8084615
ZjuHsp40-169 scaffold AT3G12170.1 3 3,0465 0,1518 0,049827671 23,43461538
ZjuHsp40-169 scaffold AT5G06910.1 5 1,6006 0,1793 0,112020492 12,31230769
ZjuHsp40-170 scaffold AT5G06410.1 5 2,0504 0,3941 0,192206399 15,77230769
ZjuHsp40-171 scaffold AT3G59280.1 3 7,8353 0,1650 0,021058543 60,27153846
ZjuHsp40-171 scaffold AT5G61880.1 5 4,2241 0,2411 0,057077247 32,49307692
ZjuHsp40-171 scaffold AT5G61880.2 5 4,2241 0,2411 0,057077247 32,49307692
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ID Chromosome Gene IDS Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-172 scaffold AT3G59280.1 3 7,8353 0,1650 0,021058543 60,27153846
ZjuHsp40-172 scaffold AT5G61880.1 5 4,2241 0,2411 0,057077247 32,49307692
ZjuHsp40-172 scaffold AT5G61880.2 5 4,2241 0,2411 0,057077247 32,49307692
ZjuHsp40-173 scaffold AT4G37480.1 4 2,7251 0,3032 0,111261972 20,96230769
ZjuHsp40-173 scaffold AT4G37480.1 4 2,7333 0,3024 0,110635496 21,02538462

Mean 14,6881 0,5127  0,53295851 112,9679789

Z. jujuba — C. cinensis

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-01 orangel.1g012891m scaffold 15,067 0,577 0,038295613 115,9
ZjuHsp40-01 orangel.19013163m scaffold 1,4665 0,1979  0,134947153 11,28076923

ZjuHsp40-01
ZjuHsp40-01
ZjuHsp40-01
ZjuHsp40-01
ZjuHsp40-01
ZjuHsp40-01
ZjuHsp40-01
ZjuHsp40-02
ZjuHsp40-02
ZjuHsp40-02
ZjuHsp40-03

orangel.1g011767m scaffold 12,6071  0,5758  0,045672677  96,97769231
orangel.1g014884m scaffold 10,1871  0,5697  0,055923668  78,36230769
orangel.1g015636m scaffold 60,5227  0,5954  0,009837631  465,5592308
orangel.1g012301m scaffold 53,7908  0,8359  0,015539832 413,7753846
orangel.1g010831m scaffold 53,6271 0,834 0,015551839 412,5161538
orangel.19g013277m scaffold 55,215 0,8253  0,014947025 424,7307692
orangel.1g010330m scaffold 61,3991  0,7384  0,012026235 472,3007692
orangel.1g011238m scaffold 1,5616 0,2788  0,178534836 12,01230769
orangel.1g011849m scaffold 1,5526 0,2737  0,176284941 11,94307692
orangel.1g014604m scaffold 1,7518 0,3227  0,184210526 13,47538462
orangel.1g011238m scaffold 1,5257 0,2892  0,189552337 11,73615385

ZjuHsp40-03 orangel.1g011849m scaffold 1,559 0,2932  0,188069275  11,99230769
ZjuHsp40-03 orangel.1g014604m scaffold 1,7063 0,3364  0,197151732 13,12538462
ZjuHsp40-06 orangel.1g022251m scaffold 0,716 0,1113  0,155446927 5,507692308

ZjuHsp40-06
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-17
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-19
ZjuHsp40-20
ZjuHsp40-21
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22
ZjuHsp40-22

orangel.1g021520m scaffold 0,7658 0,2045  0,267041003  5,890769231
orangel.1g019662m scaffold 1,0939 0,0987  0,090227626 8,414615385
orangel.1g024880m scaffold 1,049 0,1112 0,10600572 8,069230769
orangel.1g019573m scaffold 4,9993 0,2682  0,053647511  38,45615385
orangel.1g038604m scaffold 7,6543 0,3534  0,046170127 58,87923077
orangel.1g024831m scaffold 4,1117 0,3334  0,081085682 31,62846154
orangel.1g022539m scaffold 27,6393  0,3094  0,011194205 212,61
orangel.1g028960m scaffold 50,4673  0,3403 0,00674298 388,21
orangel.1g010831m scaffold 0,8407 0,1267  0,150707744 6,466923077
orangel.1g012301m scaffold 0,8985 0,1388  0,154479688  6,911538462
orangel.1g012301m scaffold 0,9287 0,1505  0,162054485 7,143846154
orangel.1g017928m scaffold 0,8986 0,0940  0,104607167 6,912307692
orangel.1g017928m scaffold 0,8986 0,0940  0,104607167  6,912307692
orangel.1g017647m scaffold 0,8176 0,1189  0,145425636  6,289230769
orangel.1g010330m scaffold 58,2573  0,5331  0,009150785 448,1330769
orangel.1g012541m scaffold 58,339 0,5445  0,009333379  448,7615385
orangel.1g011450m scaffold 56,8804  0,5525  0,009713363  437,5415385
orangel.1g019562m scaffold 58,489 0,4852  0,008295577 449,9153846
orangel.1g019721m scaffold 55,7689  0,4767  0,008547775  428,9915385
orangel.1g040804m scaffold 1,2228 0,2176  0,177952241 9,406153846
orangel.1g040804m scaffold 1,2865 0,2262  0,175825884 9,896153846
orangel.1g001884m scaffold 1,3194 0,3657  0,277171442 10,14923077
orangel.1g001885m scaffold 1,3194 0,3657  0,277171442 10,14923077
orangel.1g012891m scaffold 0,9896 0,1967  0,198767179 7,612307692
orangel.1g011767m scaffold 1,0532 0,2126  0,201860995  8,101538462
orangel.1g013183m scaffold 1,0985 0,2338  0,212835685 8,45
orangel.1g014884m scaffold 0,9951 0,1997  0,200683348 7,654615385
orangel.1g015636m scaffold 1,2697 0,2627  0,206899268  9,766923077
orangel.1g013163m scaffold 58,7972  0,5558  0,009452831  452,2861538

ZjuHsp40-22 orangel.1g013277m scaffold 56,0209  0,7901  0,014103665 430,93
ZjuHsp40-22 orangel.1g010330m scaffold 22,7384  0,7419  0,032627626 174,9107692
ZjuHsp40-23 orangel.1g032817m scaffold 1,8148 0,1264  0,069649548 13,96

ZjuHsp40-24
ZjuHsp40-24
ZjuHsp40-24
ZjuHsp40-25
ZjuHsp40-26
ZjuHsp40-26
ZjuHsp40-27
ZjuHsp40-27
ZjuHsp40-27
ZjuHsp40-27

orangel.1g003538m scaffold 3,4912 0,5984  0,171402383 26,85538462
orangel.1g003534m scaffold 3,4912 0,5984  0,171402383 26,85538462
orangel.1g047376m scaffold 4,6051 0,6131  0,133135002 35,42384615
orangel.1g021106m scaffold 3,3092 0,2656 0,08026109 25,45538462
orangel.1g024836m scaffold 1,1100 0,1904  0,171531532 8,538461538
orangel.1g027943m scaffold 1,1012 0,2155  0,195695605 8,470769231
orangel.1g003538m scaffold 1,6513 0,4736  0,286804336 12,70230769
orangel.1g003534m scaffold 1,6513 0,4736  0,286804336 12,70230769
orangel.1g001884m scaffold 3,2843 0,5080  0,154675273 25,26384615
orangel.1g001885m scaffold 3,2843 0,5080  0,154675273 25,26384615
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-27 orangel.1g047376m scaffold 1,3058 0,4027  0,308393322 10,04461538
ZjuHsp40-27 orangel.1g047512m scaffold 1,6336 0,5008  0,306562194 12,56615385

ZjuHsp40-28
ZjuHsp40-28
ZjuHsp40-28
ZjuHsp40-28
ZjuHsp40-28
ZjuHsp40-28
ZjuHsp40-29
ZjuHsp40-29

orangel.1g003538m scaffold 1,6513 0,4736  0,286804336 12,70230769
orangel.1g003534m scaffold 1,6513 04736  0,286804336 12,70230769
orangel.1g001884m scaffold 3,2843 0,5080  0,154675273  25,26384615
orangel.1g001885m scaffold 3,2843 0,5080  0,154675273  25,26384615
orangel.1g047376m scaffold 1,3058 0,4027  0,308393322 10,04461538
orangel.1g047512m scaffold 1,6336 0,5008  0,306562194 12,56615385
orangel.1g039706m scaffold 1,2657 0,3078  0,243185589  9,736153846
orangel.19g002199m scaffold 2,1404 0,5350  0,24995328 16,46461538

ZjuHsp40-30 orangel.1g039706m scaffold 1,3010 0,3413  0,262336664 10,00769231
ZjuHsp40-30 orangel.1g002199m scaffold 2,1248 0,5155  0,242611069 16,34461538
ZjuHsp40-31 orangel.1g015690m scaffold 1,2322 0,0445  0,036114267  9,478461538
ZjuHsp40-31 orangel.1g015695m scaffold 1,2322 0,0445  0,036114267  9,478461538
ZjuHsp40-31 orangel.1g015703m scaffold 1,2322 0,0445  0,036114267  9,478461538

ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-31
ZjuHsp40-32
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-33
ZjuHsp40-34
ZjuHsp40-34
ZjuHsp40-34
ZjuHsp40-35
ZjuHsp40-35
ZjuHsp40-36
ZjuHsp40-36
ZjuHsp40-36
ZjuHsp40-36
ZjuHsp40-36
ZjuHsp40-36
ZjuHsp40-38
ZjuHsp40-38
ZjuHsp40-38
ZjuHsp40-38
ZjuHsp40-39
ZjuHsp40-39
ZjuHsp40-39
ZjuHsp40-39
ZjuHsp40-41
ZjuHsp40-41
ZjuHsp40-41
ZjuHsp40-41
ZjuHsp40-41
ZjuHsp40-42
ZjuHsp40-42
ZjuHsp40-42
ZjuHsp40-43
ZjuHsp40-43
ZjuHsp40-43
ZjuHsp40-43

orangel.1g015732m scaffold 1,2481 0,0445  0,035654194  9,600769231
orangel.1g014903m scaffold 2,6218 0,0558  0,021283088  20,16769231
orangel.1g016878m scaffold 1,3185 0,0445  0,033750474 10,14230769
orangel.1g016833m scaffold 1,1730 0,0364  0,031031543 9,023076923
orangel.1g016758m scaffold 1,2459 0,0589  0,034246002  36,74769231
orangel.1g014799m scaffold 47772 0,1636  0,034245285 36,74846154
orangel.1g014800m scaffold 4,7773 0,1636  0,034245285 36,74846154
orangel.1g019828m scaffold 1,1893 0,0349  0,029344993  9,148461538
orangel.1g019801m scaffold 2,7919 0,0631  0,022601096  21,47615385
orangel.1g021275m scaffold 1,0680 0,0757 0,07088015 8,215384615
orangel.1g019908m scaffold 5,8331 0,1788  0,030652655 44,87

orangel.1g025877m scaffold 4,0987 0,1568  0,038256032  31,52846154
orangel.1g040731m scaffold 0,8568 0,0378  0,044117647 6,590769231
orangel.1g004014m scaffold 1,3736 0,2772  0,201805475 10,56615385
orange1.1g004013m scaffold 1,3736 0,2772  0,201805475 10,56615385
orangel.1g003641m scaffold 2,5527 0,3580  0,140243664 19,63615385
orangel.1g003634m scaffold 2,5527 0,3580  0,140243664 19,63615385
orangel.1g003686m scaffold 4,8931 0,445  0,090944391  37,63923077
orangel.1g005584m scaffold 5,1818 05376  0,103747732 39,86

orangel.1g006401m scaffold 59,8923  0,7443  0,012427307 460,71

orangel.1g001884m scaffold 43,3815 0,7639  0,017608889  333,7038462
orangel.1g001885m scaffold 40,9389  0,7641 0,0186644 314,9146154
orangel.1g033253m scaffold 2,0114 0,2071 0,10296311 15,47230769
orangel.1g032533m scaffold 2,0944 0,2506  0,119652406 16,11076923
orangel.1g032522m scaffold 2,0944 0,2506  0,119652406 16,11076923
orangel.1g032521m scaffold 2,0944 0,2506  0,119652406 16,11076923
orangel.1g033253m scaffold 1,8244 0,799  0,098607761 14,03384615
orangel.1g032533m scaffold 1,8796 0,2225 0,11837625 14,45846154
orangel.1g032522m scaffold 1,8796 0,2225  0,11837625 14,45846154
orangel.1g032521m scaffold 1,8796 0,2225  0,11837625 14,45846154
orangel.1g033253m scaffold 1,5571 0,1563 0,10037891 11,97769231
orangel.1g032533m scaffold 1,6592 0,2013  0,121323529 12,76307692
orangel.1g032522m scaffold 1,6592 0,2013  0,121323529 12,76307692
orangel.1g032521m scaffold 1,6592 0,2013  0,121323529 12,76307692
orangel.1g033253m scaffold 2,1795 0,2009  0,092177105 16,76538462
orangel.1g032533m scaffold 2,2814 0,2438  0,106864206 17,54923077
orangel.1g032522m scaffold 2,2815 0,2438  0,106859522 17,55

orangel.1g032521m scaffold 2,2814 0,2438  0,106864206 17,54923077
orangel.1g033253m scaffold 1,8254 0,1841  0,100854607 14,04153846
orangel.1g032533m scaffold 1,8804 0,2268  0,120612636 14,46461538
orangel.1g032522m scaffold 1,8804 0,2268  0,120612636 14,46461538
orangel.1g032521m scaffold 1,8804 0,2268  0,120612636 14,46461538
orangel.1g022195m scaffold 1,7281 0,2556  0,147908107 13,29307692
orangel.1g022733m scaffold 17,468 0,2665  0,015256469 134,3692308
orangel.1g027429m scaffold 2,3205 0,3824  0,164792071 17,85

orangel.1g029849m scaffold 2,1119 0,2576  0,121975472 16,24538462
orangel.1g029583m scaffold 1,1095 0,2846  0,256511942  8,534615385
orangel.1g038604m scaffold 8,4919 0,4151  0,048881876  65,32230769
orangel.1g019573m scaffold 54,5729 05566  0,010199201 419,7915385
orangel.1g029075m scaffold 4,0134 0,3722  0,092739323 30,87230769
orangel.1g015717m scaffold 0,8565 0,0830  0,096906013  6,588461538
orangel.1g015692m scaffold 0,8565 0,0830  0,096906013 6,588461538
orangel.1g015706m scaffold 0,8565 0,0830  0,096906013 6,588461538
orangel.1g015280m scaffold 0,8679 0,0870  0,096906013  6,588461538

AR EAEDMEDDDEDEDRIDREDOVLWWWWLWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWNRNRNPNPNPENPNPNNDNNDNND

46



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226 Supplementary for Ceylan et al.
Kastamonu Univ., Journal of Forestry Faculty

Table S3.2 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-43 orangel.1g013732m scaffold 0,8565 0,0830  0,096906013 6,408461538
ZjuHsp40-43 orangel.1g016823m scaffold 0,8331 0,0868  0,104189173 6,408461538
ZjuHsp40-43 orangel.1g016408m scaffold 0,9189 0,1130 0,12297312 7,068461538
ZjuHsp40-43 orangel.19g022164m scaffold 1,1880 0,0690  0,058080808 9,138461538
ZjuHsp40-43 orangel.1g048612m scaffold 35,8939  0,3625  0,010099209 276,1069231
ZjuHsp40-43 orange1.1g019496m scaffold 54,3754  0,3403  0,006258345 418,2723077
ZjuHsp40-43 orangel.1g019516m scaffold 54,2119  0,3438  0,006341781 417,0146154
ZjuHsp40-43 orangel.1g017985m scaffold 54,2116  0,3440  0,006345505 417,0123077
ZjuHsp40-43 orange1.1g025799m scaffold 10,4307  0,3344  0,03205921 80,23615385
ZjuHsp40-43 orange1.19g024883m scaffold 54,2613  0,3899 0,0071856 417,3946154
ZjuHsp40-44 orangel.1g003641m scaffold 2,5316 0,4083  0,161281403 19,47384615
ZjuHsp40-44 orange1.1g003634m scaffold 2,5316 0,4083  0,161281403 19,47384615
ZjuHsp40-44 orange1.1g003686m scaffold 1,2581 0,3542  0,281535649 9,677692308
ZjuHsp40-44 orangel.1g004014m scaffold 2,5998 0,4167 0,16028156 19,99846154
ZjuHsp40-44 orangel.1g004013m scaffold 2,5997 0,4166 0,16024926 19,99769231

ZjuHsp40-44
ZjuHsp40-44
ZjuHsp40-44
ZjuHsp40-44
ZjuHsp40-44
ZjuHsp40-44
ZjuHsp40-45
ZjuHsp40-45
ZjuHsp40-45
ZjuHsp40-45
ZjuHsp40-45
ZjuHsp40-46
ZjuHsp40-46
ZjuHsp40-46
ZjuHsp40-46
ZjuHsp40-46
ZjuHsp40-47
ZjuHsp40-47
ZjuHsp40-47
ZjuHsp40-47
ZjuHsp40-47
ZjuHsp40-47
ZjuHsp40-47
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-51
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-52
ZjuHsp40-53
ZjuHsp40-54
ZjuHsp40-54
ZjuHsp40-55
ZjuHsp40-55
ZjuHsp40-55
ZjuHsp40-55
ZjuHsp40-55
ZjuHsp40-55
ZjuHsp40-55
ZjuHsp40-55

orangel.1g005584m scaffold 5,2714 0,5396  0,102363698  40,54923077
orangel.1g003641m scaffold 2,5316 0,4083  0,161281403 19,47384615
orangel.1g003634m scaffold 2,5316 0,4083  0,161281403 19,47384615
orangel.1g003686m scaffold 1,2581 0,3542  0,281535649 9,677692308
orangel.1g004014m scaffold 2,5997 0,4167  0,160287726 19,99769231
orangel.1g004013m scaffold 2,5997 04166  0,16024926 19,99769231
orangel.1g008456m scaffold 2,4568 0,3061  0,124592966 18,89846154
orangel.1g008064m scaffold 2,6762 0,3294  0,123084971  20,58615385
orangel.1g007551m scaffold 2,3280 0,2968  0,127491409 17,90769231
orangel.1g011313m scaffold 1,9044 0,3418  0,179479101 14,64923077
orangel.1g009836m scaffold 1,8742 0,3269  0,174421086 14,41692308
orangel.1g008456m scaffold 2,4569 0,3061  0,124587895 18,89923077
orangel.1g008064m scaffold 2,6762 0,3294  0,123084971 20,58615385
orangel.1g007551m scaffold 2,3280 0,2968  0,127491409 17,90769231
orangel.1g011313m scaffold 19.044 0,3418 1,79479E-05 146492,3077
orangel.1g009836m scaffold 1,8742 0,3269  0,174421086 14,41692308
orangel.1g005592m scaffold 0,9682 0,2449  0,252943607  7,447692308
orangel.1g005374m scaffold 0,9665 0,2470  0,255561304  7,434615385
orangel.1g006171m scaffold 1,0198 0,2545  0,249558737 7,844615385
orangel.1g009206m scaffold 0,9725 0,2235  0,229820051  7,480769231
orangel.1g011793m scaffold 0,9745 0,2386  0,244843509  7,496153846
orangel.1g010886m scaffold 1,0782 0,2708 0,25115934 8,293846154
orangel.1g014549m scaffold 1,0994 0,2269  0,206385301  8,456923077
orangel.1g015278m scaffold 1,0311 0,1021  0,099020464  7,931538462
orangel.1g015255m scaffold 1,0311 0,1021  0,099020464 7,931538462
orangel.1g016449m scaffold 1,0721 0,1047 0,0976588 8,246923077
orangel.1g022098m scaffold 1,1364 0,0838  0,07374164 8,741538462
orangel.1g022105m scaffold 1,1364 0,0838 0,07374164 8,741538462
orangel.1g015023m scaffold 15,1846  0,3109  0,020474691 116,8046154
orangel.1g015015m scaffold 15,2150  0,3109  0,020433782 117,0384615
orangel.1g019080m scaffold 13,0041  0,3355  0,025799556 100,0315385
orangel.1g023217m scaffold 3,3784 0,2438  0,072164338  25,98769231
orangel.1g023229m scaffold 3,3783 0,2438  0,072166474  25,98692308
orangel.1g015278m scaffold 1,0311 0,1021  0,099020464 7,931538462
orangel.1g015255m scaffold 1,0311 0,1021  0,099020464  7,931538462
orangel.1g016449m scaffold 1,0721 0,1047 0,0976588 8,246923077
orangel.1g022098m scaffold 1,1364 0,0838 0,07374164 8,741538462
orangel.1g022105m scaffold 1,1364 0,0838  0,07374164 8,741538462
orangel.1g015023m scaffold 15,2617  0,3109  0,020371256 117,3976923
orangel.1g015015m scaffold 15,2672  0,3109  0,020363917 117,44

orangel.1g019080m scaffold 13,0414  0,3355  0,025725766 100,3184615
orangel.1g023217m scaffold 3,3783 0,2438  0,072166474  25,98692308
orangel.1g023229m scaffold 3,3784 0,2438  0,072164338 25,98769231
orangel.1g028038m scaffold 1,7566 0,3146  0,179095981 13,51230769
orangel.1g001695m scaffold 2,0059 0,6427  0,320404806 15,43

orangel.1g001694m scaffold 2,0059 0,6427  0,320404806 15,43

orangel.1g001695m scaffold 2,0659 0,6315  0,305677913 15,89153846
orangel.1g001694m scaffold 2,0659 0,6315  0,305677913 15,89153846
orangel.1g003099m scaffold 3,4720 0,6149  0,177102535 26,70769231
orangel.1g003023m scaffold 3,5633 0,6117  0,171666713 27,41

orangel.1g003048m scaffold 3,5633 0,6117  0,171666713 27,41

orangel.1g003030m scaffold 4,0979 0,6261  0,152785573 31,52230769
orangel.1g002508m scaffold 57,7464  0,8206 0,01421041 444,2030769
orangel.1g002109m scaffold 58,1583  0,8387  0,014420985  447,3715385
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-56 orange1.1g001695m scaffold 2,0659 0,6315  0,305677913 15,89153846
ZjuHsp40-56 orangel.1g001694m scaffold 2,0659 0,6315  0,305677913 15,89153846
ZjuHsp40-56 orange1.1g003099m scaffold 3,4720 0,6149  0,177102535 26,70769231
ZjuHsp40-56 orange1.1g003023m scaffold 3,5633 0,6117  0,171666713 27,41
ZjuHsp40-56 orange1.1g003048m scaffold 3,5633 0,6117  0,171666713 27,41

ZjuHsp40-56
ZjuHsp40-56
ZjuHsp40-56
ZjuHsp40-57
ZjuHsp40-57

orange1.1g003030m scaffold 4,0979 0,6261  0,152785573 31,52230769
orangel.1g002508m scaffold 57,7416  0,8205  0,014209859 444,1661538
orangel.1g002109m scaffold 58,2198  0,8383  0,014398881 447,8446154
orangel.1g001695m scaffold 1,9151 0,6391  0,333716255 14,73153846
orangel.1g001694m scaffold 1,9151 0,6391  0,333716255 14,73153846

ZjuHsp40-57 orange1.1g003099m scaffold 3,5801 0,6161  0,172090165  27,53923077
ZjuHsp40-57 orange1.1g003023m scaffold 3,5633 0,6117  0,171666713 27,41
ZjuHsp40-57 orangel.1g003048m scaffold 3,5633 0,6117  0,171666713 27,41

ZjuHsp40-57
ZjuHsp40-57
ZjuHsp40-57
ZjuHsp40-58
ZjuHsp40-58
ZjuHsp40-58
ZjuHsp40-58
ZjuHsp40-58
ZjuHsp40-59
ZjuHsp40-59
ZjuHsp40-59
ZjuHsp40-59
ZjuHsp40-59
ZjuHsp40-60
ZjuHsp40-60
ZjuHsp40-60
ZjuHsp40-60
ZjuHsp40-60
ZjuHsp40-62
ZjuHsp40-62
ZjuHsp40-62
ZjuHsp40-62
ZjuHsp40-62
ZjuHsp40-62
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-63
ZjuHsp40-64
ZjuHsp40-64
ZjuHsp40-64
ZjuHsp40-64
ZjuHsp40-64
ZjuHsp40-65
ZjuHsp40-65
ZjuHsp40-66
ZjuHsp40-67
ZjuHsp40-67
ZjuHsp40-67
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68
ZjuHsp40-68

orange1.1g003030m scaffold 4,0979 0,6261  0,152785573 31,52230769
orange1.1g002508m scaffold 57,7426 0,8206  0,014211345 4441738462
orange1.1g002109m scaffold 58,1562  0,8388  0,014423226  447,3553846
orangel.1g005030m scaffold 1,2074 0,4703  0,38951466 9,287692308
orangel.1g004773m scaffold 1,2182 0,4832  0,396650796  9,370769231
orangel.1g007657m scaffold 1,2502 0,5562  0,444888818 9,616923077
orangel.1g004595m scaffold 1,2354 0,4832  0,391128379  9,503076923
orangel.1g007759m scaffold 1,3415 0,5139  0,383078643 10,31923077
orangel.1g004773m scaffold 1,2422 0,4832  0,388987281 9,555384615
orangel.1g005030m scaffold 1,2311 0,4703  0,382016083 9,47

orangel.1g004595m scaffold 1,2377 04812  0,388785651  9,520769231
orangel.1g007657m scaffold 12,803 0,556 0,043427322 98,48461538
orangel.1g007759m scaffold 1,2377 0,5163  0,417144704 9,520769231
orangel.1g004773m scaffold 1,2667 0,5088  0,40167364 9,743846154
orangel.1g005030m scaffold 1,2567 0,4949  0,393809183 9,666923077
orangel.1g004595m scaffold 1,2846 0,5087  0,395998754  9,881538462
orangel.1g007657m scaffold 1,3210 0,5971  0,452006056 10,16153846
orangel.1g007759m scaffold 1,4139 0,5506  0,389419337 10,87615385
orangel.1g026279m scaffold 0,8799 0,1624  0,184566428  6,768461538
orangel.1g027143m scaffold 0,8883 0,1797  0,202296521  6,833076923
orangel.1g025178m scaffold 1,0048 0,1995  0,198546975 7,729230769
orangel.1g029124m scaffold 1,0450 0,995  0,190909091  8,038461538
orangel.1g030027m scaffold 0,8507 0,1551  0,182320442  6,543846154
orangel.1g031943m scaffold 0,9934 0,1310  0,131870344 7,641538462
orangel.1g027143m scaffold 0,8968 0,1640  0,182872435  6,898461538
orangel.1g027143m scaffold 0,8968 0,1640  0,182872435  6,898461538
orangel.1g026279m scaffold 0,9156 0,1753  0,191459152 7,043076923
orange1.1g029159m scaffold 1,1277 0,1789  0,158641483  8,674615385
orangel.1g029124m scaffold 1,1277 0,1789  0,158641483 8,674615385
orangel.1g025178m scaffold 1,0427 0,2959  0,283782488 8,020769231
orangel.1g031943m scaffold 0,9934 0,1310  0,131870344  7,641538462
orangel.1g030027m scaffold 0,8853 0,1710  0,193154863 6,81

orangel.1g030027m scaffold 0,8853 0,1710  0,193154863 6,81

orangel.1g002508m scaffold 1,9272 0,3218  0,166977999 14,82461538
orangel.1g002109m scaffold 2,1726 0,3572  0,164411304 16,71230769
orangel.1g003099m scaffold 4,7099 0,5349 0,11356929 36,23

orangel.1g003048m scaffold 3,1614 0,4622 0,14620105 24,31846154
orangel.1g003023m scaffold 3,3954 0,4632  0,136419862  26,11846154
orangel.1g036222m scaffold 2,1280 05178  0,243327068 16,36923077
orangel.1g014837m scaffold 3,7411 0,7004  0,187217663 28,77769231
orangel.1g012925m scaffold 1,4926 0,3180  0,213051052 11,48153846
orangel.1g028571m scaffold 1,6582 0,2528  0,152454469 12,75538462
orangel.1g028609m scaffold 1,6566 0,2539  0,153265725 12,74307692
orangel.1g027814m scaffold 3,5745 04773  0,133529165  27,49615385
orangel.1g014799m scaffold 1,0716 0,0910  0,084919746 8,243076923
orangel.1g014800m scaffold 1,0716 0,0910  0,084919746  8,243076923
orangel.1g014903m scaffold 9,526 0,1580  0,016586185  73,27692308
orangel.1g015690m scaffold 8,7687 0,1678  0,019136246 67,45153846
orangel.1g015695m scaffold 8,7987 0,1678  0,019070999  67,68230769
orangel.1g015703m scaffold 8,7665 0,1678  0,019141048  67,43461538
orangel.1g015732m scaffold 8,8325 0,1682  0,019043306 67,94230769
orangel.1g019908m scaffold 1,2721 0,1007  0,079160443 9,785384615
orangel.1g016878m scaffold 8,9510 0,1612  0,018009161  68,85384615
orangel.1g016833m scaffold 8,1885 0,1635  0,019967027 62,98846154
orangel.1g016758m scaffold 7,2767 0,1884  0,025890857 55,97461538
orangel.1g019828m scaffold 4,1536 0,1736  0,041795069  31,95076923
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-68 orangel.1g021275m scaffold 15,2758  0,1815  0,011881538 117,5061538
ZjuHsp40-68 orange1.1g019801m scaffold 7,0756 0,1820 0,0257222 54,42769231

ZjuHsp40-68
ZjuHsp40-69

orangel.19g025877m scaffold 1,3188 0,0834  0,063239308 10,14461538
orangel.19g014799m scaffold 1,0716 0,0910  0,084919746 8,243076923

ZjuHsp40-69 orangel.1g014800m scaffold 1,0716 0,0910  0,084919746  8,243076923
ZjuHsp40-69 orangel.1g014903m scaffold 9,5075 0,1580  0,016618459  73,13461538
ZjuHsp40-69 orangel.1g015695m scaffold 8,7776 0,1678  0,019116843 67,52

ZjuHsp40-69 orangel.1g015703m scaffold 8,7792 0,1678  0,019113359  67,53230769

ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-69
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-70
ZjuHsp40-71
ZjuHsp40-71
ZjuHsp40-71
ZjuHsp40-71
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-72
ZjuHsp40-74
ZjuHsp40-74
ZjuHsp40-74
ZjuHsp40-74
ZjuHsp40-74
ZjuHsp40-74
ZjuHsp40-75
ZjuHsp40-76
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77
ZjuHsp40-77

orangel.1g015732m scaffold 8,8598 0,1682  0,018984627  68,15230769
orange1.1g019908m scaffold 36,409 0,2022  0,005553572  280,0692308
orangel.19016878m scaffold 8,9542 0,1612  0,018002725 68,87846154
orangel.19016833m scaffold 8,1766 0,1635  0,019996086 62,89692308
orangel.1g016758m scaffold 7,2811 0,1884  0,025875211  56,00846154
orangel.19019828m scaffold 4,1542 0,1736  0,041789033 31,95538462
orangel.19021275m scaffold 15,0853 0,1815 0,01203158 116,0407692
orange1.1g019801m scaffold 7,0780 0,1820  0,025713478  54,44615385
orangel.1g025877m scaffold 1,3188 0,0834  0,063239308 10,14461538
orangel.1g014799m scaffold 1,0716 0,0910  0,084919746  8,243076923
orangel.1g014800m scaffold 1,0716 0,0910  0,084919746 8,243076923
orangel.1g014903m scaffold 9,4905 0,1580  0,016648227  73,00384615
orangel.1g015690m scaffold 8,7645 0,1678  0,019145416 67,41923077
orangel.1g015695m scaffold 8,7660 0,1678 0,01914214 67,43076923
orangel.1g015703m scaffold 8,7865 0,1678  0,019097479  67,58846154
orangel.1g015732m scaffold 8,8479 0,1682  0,019010161  68,06076923
orangel.1g019908m scaffold 1,2721 0,1007  0,079160443 9,785384615
orangel.1g016878m scaffold 8,9577 0,1612  0,017995691  68,90538462
orangel.1g016833m scaffold 8,1867 0,1635 0,019971417  62,97461538
orangel.1g016758m scaffold 7,2751 0,1884  0,025896551 55,96230769
orangel.1g019828m scaffold 4,1537 0,1736  0,041794063  31,95153846
orangel.1g021275m scaffold 14,9114  0,1815  0,012171895 114,7030769
orangel.1g019801m scaffold 7,0765 0,1821 0,02573306 54,43461538
orangel.1g025877m scaffold 1,3188 0,0834  0,063239308 10,14461538
orangel.19024429m scaffold 0,8834 0,1274  0,144215531 6,795384615
orangel.1g027925m scaffold 2,3784 0,1906  0,080137908 18,29538462
orangel.1g027925m scaffold 0,9560 0,1743  0,182322176  7,353846154
orangel.1g027187m scaffold 0,8832 0,1962  0,222146739  6,793846154
orangel.1g048612m scaffold 1,1865 0,0703  0,059249895 9,126923077
orangel.1g015280m scaffold 53,5654  0,3365  0,00628204 412,0415385
orangel.1g015717m scaffold 53,4621  0,3338  0,006243675  411,2469231
orangel.1g015692m scaffold 53,4741  0,3336  0,006238534 411,3392308
orangel.1g015706m scaffold 53,4765 0,3338  0,006241994  411,3576923
orangel.1g013732m scaffold 55,5016  0,3133  0,005644882  426,9353846
orangel.1g022164m scaffold 53,0539  0,2539  0,004785699 408,1069231
orangel.1g016823m scaffold 52,5849  0,3523  0,006699642  404,4992308
orangel.1g016408m scaffold 54,8025 0,3844  0,007014279  421,5576923
orangel.1g019496m scaffold 57,5860  0,3537  0,006142118 442,9692308
orangel.1g019516m scaffold 57,5857  0,3538  0,006143886  442,9669231
orangel.1g017985m scaffold 57,5837  0,3538 0,0061441 442,9515385
orangel.1g025799m scaffold 25,5132  0,3122  0,012236803 196,2553846
orangel.1g024883m scaffold 57,2693  0,4064  0,007096298  440,5330769
orangel.1g003023m scaffold 1,0540 0,3823  0,362713472  8,107692308
orangel.1g003048m scaffold 1,0942 0,3953  0,361268507 8,416923077
orangel.1g003099m scaffold 1,1184 0,4030 0,360336195  8,603076923
orange1.1g003030m scaffold 1,0715 0,4005 0,373775082  8,242307692
orangel.1g002508m scaffold 15,1550  0,7020  0,046321346 116,5769231
orangel.1g002109m scaffold 60,3291  0,7246  0,012010787 464,07

orangel.1g015910m scaffold 1,3034 0,1922  0,147460488 10,02615385
orangel.1g015910m scaffold 1,2959 0,1944  0,150011575 9,968461538
orangel.1g012301m scaffold 55,3491  0,4598  0,008307271  425,7623077
orangel.1g010831m scaffold 55,3545  0,4598  0,008306461  425,8038462
orangel.1g013277m scaffold 55,6235  0,4997  0,008983613 427,8730769
orangel.1g010330m scaffold 59,1229 05574  0,009427819  454,7915385
orangel.1g017647m scaffold 55,1309 04771  0,008653949  424,0838462
orangel.1g017928m scaffold 54,7807  0,4266  0,007787414 421,39

orangel.1g017925m scaffold 54,7784  0,4268  0,007791392 421,3723077
orangel.1g011450m scaffold 59,0762 05650  0,009563919  454,4323077
orangel.1g012541m scaffold 56,6700  0,5758  0,010160579 435,9230769
orangel.1g019562m scaffold 59,1336  0,5537  0,009363543 454,8738462
orangel.1g019721m scaffold 59,1456 05469  0,009246673  454,9661538
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ZjuHsp40-77 orangel.1g013163m scaffold 56,7972  0,7767  0,01367497 436,9015385
ZjuHsp40-77 orangel.1g012891m scaffold 54,2926  0,7698  0,014178728  417,6353846
ZjuHsp40-77 orangel.1g014884m scaffold 54,3260  0,7501  0,013807385  417,8923077
ZjuHsp40-77 orangel.1g013183m scaffold 54,4336  0,7515  0,013805811 418,72

ZjuHsp40-78 orangel.1g002508m scaffold 1,7996 0,2411  0,133974216  13,84307692
ZjuHsp40-78 orangel.1g003099m scaffold 57,2166  0,8027  0,014029145  440,1276923
ZjuHsp40-78 orangel.1g003023m scaffold 57,0649  0,7870  0,013791315  438,9607692
ZjuHsp40-78 orangel.1g003048m scaffold 57,0037  0,7942  0,013932429 438,49

ZjuHsp40-78 orangel.1g003030m scaffold 57,2724  0,8155  0,01423897 440,5569231
ZjuHsp40-80 orangel.1g025513m scaffold 1,7958 0,3872  0,215614211  13,81384615

o]

ZjuHsp40-80 orangel.19g026520m scaffold 1,2993 0,2999  0,230816594  9,994615385
ZjuHsp40-80 orangel.19g023167m scaffold 1,7958 0,3872  0,215614211 13,81384615
ZjuHsp40-81 orangel.1g008039m scaffold 1,8376 0,1258  0,068458859 14,13538462
ZjuHsp40-85 orangel.1g008039m scaffold 1,8376 0,1258  0,068458859 14,13538462
ZjuHsp40-86 orangel.19g019162m scaffold 1,0077 0,0812  0,080579538  7,751538462

ZjuHsp40-86
ZjuHsp40-86
ZjuHsp40-86
ZjuHsp40-86
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-88
ZjuHsp40-89
ZjuHsp40-89
ZjuHsp40-89
ZjuHsp40-89
ZjuHsp40-89
ZjuHsp40-89
ZjuHsp40-89
ZjuHsp40-90
ZjuHsp40-90
ZjuHsp40-90
ZjuHsp40-90
ZjuHsp40-90
ZjuHsp40-90

orangel.1g021128m scaffold 1,1852 0,1182  0,099730003  9,116923077
orangel.1g026801m scaffold 0,8639 0,0850  0,098391017  6,645384615
orangel.19g026559m scaffold 1,5439 0,1223  0,079214975 11,87615385
orangel.1g039840m scaffold 1,3744 0,1839  0,133803842 10,57230769
orangel.1g019496m scaffold 0,9783 0,1161  0,118675253  7,525384615
orangel.1g019516m scaffold 0,9783 0,1161  0,118675253  7,525384615
orangel.1g017985m scaffold 0,9783 0,1161  0,118675253 7,525384615
orangel.1g024883m scaffold 1,1148 0,1311  0,117599569 8575384615
orangel.1g025799m scaffold 0,9942 0,1690  0,169985918  7,647692308
orangel.1g015280m scaffold 55,9272  0,3522  0,006297472 430,2092308
orangel.1g015717m scaffold 55,9243  0,3521  0,006296011  430,1869231
orangel.1g015692m scaffold 56,0576  0,3521  0,00628104 431,2123077
orangel.1g015706m scaffold 55,9204  0,3524  0,006301815 430,1569231
orangel.1g013732m scaffold 22,4389  0,3541  0,015780631 172,6069231
orangel.1g048612m scaffold 53,0113  0,3805 0,007177715  407,7792308
orangel.1g022164m scaffold 20,5587  0,3364  0,016362902 158,1438462
orangel.1g016408m scaffold 56,9457  0,3897  0,006843361  438,0438462
orangel.1g016823m scaffold 55,2364  0,3685 0,006671325  424,8953846
orangel.1g003641m scaffold 0,9617 0,2095  0,217843402 7,397692308
orangel.1g003634m scaffold 0,9617 0,2095  0,217843402  7,397692308
orangel.1g004014m scaffold 2,5314 0,3602  0,142292802 19,47230769
orangel.1g004013m scaffold 2,5314 0,3602  0,142292802 19,47230769
orangel.1g003686m scaffold 2,6016 0,4056  0,155904059  20,01230769
orangel.1g005584m scaffold 3,9089 0,4962  0,126941083  30,06846154
orangel.1g006401m scaffold 57,1610  0,7575  0,013252042 439,7

orangel.1g023364m scaffold 2,1231 0,1859  0,087560642 16,33153846
orangel.1g022762m scaffold 2,0864 0,1839  0,088142255 16,04923077
orangel.1g022790m scaffold 2,1605 0,1850  0,085628327 16,61923077
orangel.1g022800m scaffold 2,1605 0,1850  0,085628327 16,61923077
orangel.1g022759m scaffold 2,1605 0,1850  0,085628327 16,61923077
orangel.1g022780m scaffold 2,1605 0,1850  0,085628327 16,61923077

© OO WYOWWEOWWOWWOOWOOOOOOOO©OWO©UOOOO©OUOWOWO©WOW©W©WEE 0O 0 0 o o

ZjuHsp40-95 10 orangel.1g016878m scaffold 5,7050 0,3256  0,057072743 43,88461538
ZjuHsp40-95 10 orangel.1g019828m scaffold 5,7048 0,3256  0,057074744 43,88307692
ZjuHsp40-95 10 orangel.1g016758m scaffold 5,7047 0,3256  0,057075745 43,88230769
ZjuHsp40-95 10 orangel.1g015690m scaffold 5,7050 0,3256  0,057072743 43,88461538
ZjuHsp40-95 10 orangel.1g015695m scaffold 5,7048 0,3256  0,057074744 43,88307692
ZjuHsp40-95 10 orangel.1g015703m scaffold 5,7052 0,3256  0,057070742 43,88615385
ZjuHsp40-95 10 orangel.1g016833m scaffold 5,7049 0,3256  0,057073744 43,88384615
ZjuHsp40-95 10 orangel.1g015732m scaffold 5,7049 0,3256  0,057073744 43,88384615
ZjuHsp40-95 10 orangel.1g019801m scaffold 7,6493 0,3658  0,047821369 58,84076923
ZjuHsp40-95 10 orangel.1g014903m scaffold 7,6485 0,3658  0,047826371 58,83461538
ZjuHsp40-96 10 orangel.1g019662m scaffold 9,3040 0,3484  0,03744626 71,56923077
ZjuHsp40-96 10 orangel.1g019573m scaffold 6,4273 0,3302  0,051374605 49,44076923
ZjuHsp40-96 10 orangel.1g038604m scaffold 4,2226 0,2963  0,070170037 32,48153846
ZjuHsp40-96 10 orangel.1g022539m scaffold 2,3890 0,2495  0,104437003 18,37692308
ZjuHsp40-96 10 orangel.1g024880m scaffold 9,3346 0,4220 0,04520815 71,80461538
ZjuHsp40-96 10 orangel.1g024831m scaffold 4,8849 0,4030 0,08249913 37,57615385
ZjuHsp40-96 10 orangel.1g028960m scaffold 6,8134 0,4455  0,065385857 52,41076923
ZjuHsp40-98 10 orangel.1g030216m scaffold 1,4644 1,4644 1,00 11,26461538
ZjuHsp40-99 10 orangel.1g015023m scaffold 1,0055 0,0708 0,07041273 7,734615385
ZjuHsp40-99 10 orangel.1g015015m scaffold 1,0055 0,0708 0,07041273 7,734615385
ZjuHsp40-99 10 orangel.1g019080m scaffold 1,0533 0,0942 0,08943321 8,102307692
ZjuHsp40-99 10 orangel.1g023217m scaffold 1,0779 0,0911  0,084516189 8,291538462
ZjuHsp40-99 10 orange1.1g023229m scaffold 1,0779 0,0911  0,084516189 8,291538462
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ZjuHsp40-99 10 orangel.1g015278m scaffold 13,0815  0,3088  0,023605856 100,6269231
ZjuHsp40-99 10 orangel.1g015255m scaffold 13,0485  0,3088  0,023665555 100,3730769
ZjuHsp40-99 10 orangel.1g016449m scaffold 13,1532  0,3108  0,023629231 101,1784615
ZjuHsp40-99 10 orange1.1g022098m scaffold 20,3412  0,3138  0,015426818 156,4707692
ZjuHsp40-99 10 orangel.1g022105m scaffold 20,2009 0,3138  0,015533961 155,3915385
ZjuHsp40-100 11 orangel.1g024186m scaffold 51,0090 13125 0,025730753  392,3769231
ZjuHsp40-100 11 orangel.19g024177m scaffold 52,5952 13123  0,024950946  404,5784615
ZjuHsp40-100 11 orangel.1g027638m scaffold 4,6627 1,3265  0,284491818  35,86692308
ZjuHsp40-100 11 orange1.1g027599m scaffold 4,6626 1,3265  0,28449792 35,86615385
ZjuHsp40-100 11 orangel.1g042966m scaffold 57,523 0,8007  0,01391965 442,4846154
ZjuHsp40-101 11 orangel.1g013319m scaffold 1,4105 0,2254  0,159801489 10,85
ZjuHsp40-103 12 orange1.1g002199m scaffold 1,3626 0,4196  0,307940702 10,48153846
ZjuHsp40-103 12 orange1.1g039706m scaffold 2,2471 0,5703  0,253793779 17,28538462
ZjuHsp40-104 12 orange1.1g000052m scaffold 0,8798 0,0776  0,088201864  6,767692308
ZjuHsp40-104 12 orange1.1g000056m scaffold 0,8864 0,0824  0,092960289  6,818461538
ZjuHsp40-104 12 orange1.1g000065m scaffold 0,8694 0,0766  0,08810674 6,687692308
ZjuHsp40-105 12 orange1.1g000052m scaffold 0,8474 0,0747  0,088151994  6,518461538
ZjuHsp40-105 12 orange1.1g000056m scaffold 0,8533 0,0801  0,093870854  6,563846154
ZjuHsp40-105 12 orangel.1g000065m scaffold 0,8334 0,0734  0,088072954 6,410769231
ZjuHsp40-106 12 orangel.1g005584m scaffold 1,1861 0,1754  0,147879605  9,123846154
ZjuHsp40-106 12 orangel.1g003641m scaffold 5,8769 0,5230  0,088992496  45,20692308
ZjuHsp40-106 12 orangel.1g003634m scaffold 5,8769 0,5231  0,089009512 45,20692308
ZjuHsp40-106 12 orangel.1g004014m scaffold 4,7766 0,5485  0,114830633  36,74307692
ZjuHsp40-106 12 orangel.1g004013m scaffold 4,7766 0,5485  0,114830633  36,74307692
ZjuHsp40-106 12 orangel.1g003686m scaffold 5,3026 0,5883  0,110945574 40,78923077
ZjuHsp40-107 12 orangel.1g005584m scaffold 1,2133 0,1871  0,154207533  9,333076923
ZjuHsp40-107 12 orangel.1g003641m scaffold 5,3978 0,5767  0,106839824  41,52153846
ZjuHsp40-107 12 orangel.1g003634m scaffold 5,3978 0,5767  0,106839824 41,52153846
ZjuHsp40-107 12 orangel.1g004014m scaffold 4,5845 0,6059  0,132162722  35,26538462
ZjuHsp40-107 12 orange1.1g004013m scaffold 4,5845 0,6059  0,132162722  35,26538462
ZjuHsp40-107 12 orangel.1g003686m scaffold 5,4319 0,6059  0,111544763 41,78384615
ZjuHsp40-108 12 orangel.1g023405m scaffold 1,0372 0,1051  0,101330505  7,978461538
ZjuHsp40-108 12 orangel.1g021768m scaffold 1,0372 0,051  0,101330505  7,978461538
ZjuHsp40-108 12 orangel.1g020536m scaffold 1,0487 0,2921  0,278535329 8,066923077
ZjuHsp40-108 12 orangel.1g023421m scaffold 1,2178 0,323  0,265232386  9,367692308
ZjuHsp40-110 12 orangel.1g033628m scaffold 0,7790 0,1347  0,172913992  5,992307692
ZjuHsp40-110 12 orangel.1g033745m scaffold 0,7876 0,1247  0,158329101 6,058461538
ZjuHsp40-110 12 orangel.1g034101m scaffold 0,8505 0,1019  0,119811875  6,542307692
ZjuHsp40-112 12 orangel.1g043837m scaffold 1,0496 0,0937  0,089272104  8,073846154
ZjuHsp40-113 12 orangel.1g047551m scaffold 1,9754 0,1803  0,091272654 15,19538462
ZjuHsp40-113 12 orangel.1g018317m scaffold 58,8510 05430  0,009226691 452,7
ZjuHsp40-114 12 orangel.1g042055m scaffold 1,2546 0,3028  0,241351825  9,650769231
ZjuHsp40-116 scaffold orangel.1g048085m scaffold 1,0296 0,1808  0,175602176 7,92
ZjuHsp40-116 scaffold orangel.1g007833m scaffold 53,6354  0,6328  0,011798178 412,58
ZjuHsp40-116 scaffold orangel.1g006345m scaffold 53,664 0,6524  0,012157126 4128
ZjuHsp40-116 scaffold orangel.1g004641m scaffold 53,5642  0,6562 0,01225072 412,0323077
ZjuHsp40-116 scaffold orangel.1g004646m scaffold 535612  0,6563  0,012253273  412,0092308
ZjuHsp40-116 scaffold orangel.1g004651m scaffold 53,5597  0,6561  0,012249882  411,9976923
ZjuHsp40-116 scaffold orangel.1g007732m scaffold 53,4286  0,6601  0,012354806 410,9892308
ZjuHsp40-116 scaffold orange1.1g009016m scaffold 53,4286  0,6601  0,012354806  410,9892308
ZjuHsp40-118 scaffold orangel.1g030029m scaffold 1,3561 0,1453  0,107145491 10,43153846
ZjuHsp40-118 scaffold orangel.1g032733m scaffold 1,2601 0,0944  0,074914689 9,693076923
ZjuHsp40-118 scaffold orangel.1g032722m scaffold 1,2601 0,0944  0,074914689  9,693076923
ZjuHsp40-118 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611  8,933076923
ZjuHsp40-120 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-120 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-120 scaffold orangel.1g021999m scaffold 1,3594 0,1158  0,08518464 10,45692308
ZjuHsp40-120 scaffold orangel.1g024035m scaffold 1,8024 0,3184  0,176653351 13,86461538
ZjuHsp40-121 scaffold orangel.1g024044m scaffold 1,8024 0,3184  0,176653351 13,86461538
ZjuHsp40-122 scaffold orangel.1g024031m scaffold 1,8024 0,3184  0,176653351 13,86461538
ZjuHsp40-122 scaffold orangel.1g004651m scaffold 1,0810 0,2409  0,222849214 8,315384615
ZjuHsp40-122 scaffold orangel.1g004641m scaffold 1,0828 0,2386  0,220354636  8,329230769
ZjuHsp40-122 scaffold orangel.1g004646m scaffold 1,0828 0,2386  0,220354636  8,329230769
ZjuHsp40-122 scaffold orangel.1g006345m scaffold 1,1270 0,2643  0,234516415 8,669230769
ZjuHsp40-122 scaffold orangel.1g007833m scaffold 1,0147 0,1764  0,173844486 7,805384615
ZjuHsp40-122 scaffold orangel.1g007732m scaffold 1,1542 0,2720  0,235661064  8,878461538
ZjuHsp40-122 scaffold orangel.1g009016m scaffold 1,2075 0,2926  0,242318841 9,288461538
ZjuHsp40-122 scaffold orangel.1g011502m scaffold 1,1006 0,3369 0,30610576 8,466153846
ZjuHsp40-122 scaffold orangel.1g048085m scaffold 53,294 0,6433  0,012070777 409,9538462
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ZjuHsp40-123 scaffold orangel.1g004651m scaffold 1,0810 0,2409  0,222849214 8,315384615
ZjuHsp40-123 scaffold orangel.1g004641m scaffold 1,0828 0,2386  0,220354636 8,329230769
ZjuHsp40-123 scaffold orangel.1g004646m scaffold 1,0828 0,2386  0,220354636 8,329230769
ZjuHsp40-123 scaffold orangel.1g006345m scaffold 1,1270 0,1643  0,145785271 8,669230769
ZjuHsp40-123 scaffold orangel.1g009016m scaffold 1,2075 0,2926  0,242318841 9,288461538
ZjuHsp40-123 scaffold orangel.1g011502m scaffold 1,1239 0,2943  0,261856037 8,645384615
ZjuHsp40-123 scaffold orangel.1g048085m scaffold 53,2920  0,6434  0,012073107 409,9384615
ZjuHsp40-124 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611 8,933076923
ZjuHsp40-124 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-124 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-124 scaffold orangel.1g021999m scaffold 1,3594 0,1158 0,08518464 10,45692308
ZjuHsp40-125 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611 8,933076923
ZjuHsp40-125 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-125 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-126 scaffold orangel.1g021999m scaffold 1,3594 0,1158 0,08518464 10,45692308
ZjuHsp40-126 scaffold orangel.1g014258m scaffold 1,4431 0,1192  0,082599958 11,10076923
ZjuHsp40-126 scaffold orangel.1g011584m scaffold 1,4430 0,1192  0,082605683 111
ZjuHsp40-126 scaffold orangel.1g010253m scaffold 1,4534 0,1228  0,084491537 11,18
ZjuHsp40-127 scaffold orangel.1g048085m scaffold 1,0296 0,1808  0,175602176 7,92
ZjuHsp40-127 scaffold orangel.1g007833m scaffold 53,6369  0,6329  0,011799713 412,5915385
ZjuHsp40-127 scaffold orangel.1g006345m scaffold 53,667 0,6524  0,012156446 412,8230769
ZjuHsp40-127 scaffold orangel.1g004641m scaffold 53,5614  0,6561  0,012249493 412,0107692
ZjuHsp40-127 scaffold orangel.1g004646m scaffold 53,5632  0,6563  0,012252815 412,0246154
ZjuHsp40-127 scaffold orangel.1g004651m scaffold 53,5615  0,6561 0,01224947 412,0115385
ZjuHsp40-127 scaffold orangel.1g007732m scaffold 53,4178  0,6607  0,012368536 410,9061538
ZjuHsp40-128 scaffold orangel.1g048085m scaffold 1,0296 0,1808  0,175602176 7,92
ZjuHsp40-128 scaffold orangel.1g007833m scaffold 53,6554  0,6338  0,011812418 412,7338462
ZjuHsp40-128 scaffold orangel.1g006345m scaffold 53,6911  0,6533  0,012167752 413,0084615
ZjuHsp40-128 scaffold orangel.1g004641m scaffold 53,589 0,6571  0,012261845 412,2230769
ZjuHsp40-128 scaffold orangel.1g004646m scaffold 53,622 0,6554  0,012222595 412,4769231
ZjuHsp40-128 scaffold orangel.1g004651m scaffold 53,5875  0,6573 0,01226592 412,2115385
ZjuHsp40-128 scaffold orangel.1g007732m scaffold 53,4356  0,6618  0,012385002 411,0430769
ZjuHsp40-128 scaffold orangel.1g009016m scaffold 53,6177  0,7136  0,013309038 412,4438462
ZjuHsp40-129 scaffold orangel.1g048085m scaffold 1,0296 0,1808  0,175602176 7,92
ZjuHsp40-129 scaffold orangel.1g007833m scaffold 54,705 0,6094 0,01113975 420,8076923
ZjuHsp40-129 scaffold orangel.1g004651m scaffold 54,5847  0,6319  0,011576504  419,8823077
ZjuHsp40-129 scaffold orangel.1g004641m scaffold 54,6011  0,6283  0,011507094 420,0084615
ZjuHsp40-129 scaffold orangel.1g004646m scaffold 54,6002  0,6282  0,011505452 420,0015385
ZjuHsp40-129 scaffold orangel.1g006345m scaffold 53,8481  0,6219  0,011549154  414,2161538
ZjuHsp40-129 scaffold orangel.1g007732m scaffold 53,2689  0,6711  0,012598345 409,7607692
ZjuHsp40-129 scaffold orangel.1g009016m scaffold 53,6036  0,7121  0,013284556  412,3353846
ZjuHsp40-131 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611  8,933076923
ZjuHsp40-131 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-131 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-131 scaffold orangel.1g021999m scaffold 1,3594 0,1158  0,08518464 10,45692308
ZjuHsp40-132 scaffold orangel.1g048085m scaffold 1,0296 0,1808  0,175602176 7,92
ZjuHsp40-132 scaffold orangel.1g007833m scaffold 54,7111  0,6102 0,01115313 420,8546154
ZjuHsp40-132 scaffold orangel.1g004651m scaffold 54,5978  0,6328  0,011590211  419,9830769
ZjuHsp40-132 scaffold orangel.1g004641m scaffold 54,6172  0,6290 0,011516519 420,1323077
ZjuHsp40-132 scaffold orangel.1g004646m scaffold 54,6153 0,629 0,011516919 420,1176923
ZjuHsp40-132 scaffold orangel.1g006345m scaffold 53,8712  0,6229  0,011562765  414,3938462
ZjuHsp40-132 scaffold orangel.1g007732m scaffold 53,2932  0,6721  0,012611365 409,9476923
ZjuHsp40-132 scaffold orangel.1g009016m scaffold 53,6198  0,7135  0,013306652 412,46
ZjuHsp40-133 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611 8,933076923
ZjuHsp40-133 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-133 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-133 scaffold orangel.1g021999m scaffold 1,3594 0,1158 0,08518464 10,45692308
ZjuHsp40-134 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611 8,933076923
ZjuHsp40-134 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-134 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-134 scaffold orangel.1g021999m scaffold 1,3594 0,1158 0,08518464 10,45692308
ZjuHsp40-134 scaffold orangel.1g048085m scaffold 1,0296 0,1808  0,175602176 7,92
ZjuHsp40-134 scaffold orangel.1g007833m scaffold 54,7142  0,6102  0,011152498 420,8784615
ZjuHsp40-135 scaffold orangel.1g004651m scaffold 54,5987  0,6327  0,011588188 419,99
ZjuHsp40-135 scaffold orangel.1g004641m scaffold 54,6128  0,6290 0,011517446 420,0984615
ZjuHsp40-135 scaffold orangel.1g004646m scaffold 54,6137  0,6290  0,011517257  420,1053846
ZjuHsp40-135 scaffold orangel.1g006345m scaffold 53,8717  0,6228  0,011560801 414,3976923
ZjuHsp40-135 scaffold orangel.1g007732m scaffold 53,2913  0,6722  0,012613691 409,9330769
ZjuHsp40-135 scaffold orange1.1g009016m scaffold 0,1585 15,6892  98,98548896 1,219230769
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ZjuHsp40-137 scaffold orangel.1g011584m scaffold 1,1613 0,1781  0,153362611 8,933076923
ZjuHsp40-137 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713 8,97
ZjuHsp40-137 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,886923077
ZjuHsp40-137 scaffold orangel.1g021999m scaffold 1,3594 0,1158 0,08518464 10,45692308
ZjuHsp40-137 scaffold orangel.1g024883m scaffold 52,3398 1,2838  0,024528179 402,6138462
ZjuHsp40-137 scaffold orangel.1g019496m scaffold 55,1572  1,1635  0,021094254 424,2861538
ZjuHsp40-137 scaffold orangel.1g019516m scaffold 55,1549  1,1636  0,021096947 424,2684615
ZjuHsp40-138 scaffold orangel.1g017985m scaffold 53,7500 1,2036  0,022392558 413,4615385
ZjuHsp40-139 scaffold orangel.1g024044m scaffold 1,8024 0,3184  0,176653351 13,86461538
ZjuHsp40-139 scaffold orangel.1g024035m scaffold 1,8024 0,3184  0,176653351 13,86461538
ZjuHsp40-139 scaffold orangel.1g024031m scaffold 1,8024 0,3184  0,176653351 13,86461538
ZjuHsp40-140 scaffold orangel.1g014903m scaffold 1,5540 0,0776 0,04993565 11,95384615
ZjuHsp40-140 scaffold orangel.1g016878m scaffold 2,6390 0,1228  0,046532778 20,30
ZjuHsp40-140 scaffold orangel.1g015732m scaffold 2,8519 0,1138  0,039903222 21,93769231
ZjuHsp40-140 scaffold orangel.1g015690m scaffold 2,9352 0,1112  0,037884982 21,93769231
ZjuHsp40-140 scaffold orangel.1g015695m scaffold 2,9351 0,1112  0,037886273 22,57846154
ZjuHsp40-140 scaffold orangel.1g015703m scaffold 2,9353 0,1112  0,037883692 22,57769231
ZjuHsp40-140 scaffold orangel.1g016833m scaffold 2,6185 0,1394  0,053236586 22,57923077
ZjuHsp40-140 scaffold orangel.1g019801m scaffold 1,6733 0,0955 0,05707285 20,14230769
ZjuHsp40-140 scaffold orangel.1g016758m scaffold 3,1091 0,1467  0,047184073 12,87153846
ZjuHsp40-140 scaffold orangel.1g019828m scaffold 2,7066 0,1157  0,042747358 23,91615385
ZjuHsp40-140 scaffold orangel.1g014799m scaffold 5,1258 0,2135  0,041652035 20,82
ZjuHsp40-140 scaffold orangel.1g014799m scaffold 5,1253 0,2135  0,041656098  39,42923077
ZjuHsp40-140 scaffold orangel.1g014800m scaffold 5,1253 0,2135  0,041656098 39,42538462
ZjuHsp40-140 scaffold orangel.1g021275m scaffold 3,6860 0,1431  0,038822572 39,42538462
ZjuHsp40-140 scaffold orangel.1g019908m scaffold 5,9140 0,2474  0,041832939 28,35384615
ZjuHsp40-140 scaffold orangel.1g025877m scaffold 4,0662 0,2419  0,059490433 45,49230769
ZjuHsp40-141 scaffold orangel.1g031476m scaffold 0,9980 0,1595  0,159819639 31,27846154
ZjuHsp40-141 scaffold orangel.1g033295m scaffold 1,2909 0,777  0,137655899 7,676923077
ZjuHsp40-141 scaffold orangel.19g032669m scaffold 1,2508 0,2412  0,192836585 9,93
ZjuHsp40-142 scaffold orangel.1g032669m scaffold 1,1613 0,1781  0,153362611 9,621538462
ZjuHsp40-142 scaffold orangel.1g010253m scaffold 1,1661 0,1804  0,154703713  8,933076923
ZjuHsp40-142 scaffold orangel.1g014258m scaffold 1,1553 0,1576  0,136414784 8,97
ZjuHsp40-142 scaffold orangel.1g021999m scaffold 1,3594 0,1158 0,08518464 8,886923077
ZjuHsp40-143 scaffold orangel.1g032817m scaffold 2,3780 0,1306  0,054920101 10,45692308
ZjuHsp40-144 scaffold orangel.1g024973m scaffold 2,0414 0,2927  0,143381993 18,29230769
ZjuHsp40-145 scaffold orangel.1g025594m scaffold 0,9559 0,0667  0,069777173 15,70307692
ZjuHsp40-146 scaffold orangel.1g033572m scaffold 1,7445 0,1441  0,082602465 7,353076923
ZjuHsp40-147 scaffold orangel.1g033572m scaffold 1,7445 0,1441  0,082602465 13,41923077
ZjuHsp40-148 scaffold orangel.1g033572m scaffold 1,7445 0,1441  0,082602465 13,41923077
ZjuHsp40-149 scaffold orangel.1g025594m scaffold 0,9556 0,0668  0,069903725 13,41923077
ZjuHsp40-150 scaffold orangel.1g006401m scaffold 4,4326 0,2362 0,05328701 7,350769231
ZjuHsp40-150 scaffold orangel.1g003641m scaffold 56,7711  0,7406 0,01304537 34,09692308
ZjuHsp40-150 scaffold orangel.1g003634m scaffold 56,7693  0,7407  0,013047545  436,7007692
ZjuHsp40-151 scaffold orangel.1g019486m scaffold 0,8731 0,1330  0,152330775 436,6869231
ZjuHsp40-151 scaffold orangel.1g019284m scaffold 0,8731 0,1330  0,152330775 6,716153846
ZjuHsp40-151 scaffold orangel.1g019589m scaffold 0,8622 0,1342  0,155648341 6,716153846
ZjuHsp40-151 scaffold orangel.1g024126m scaffold 0,9893 0,1474  0,148994238 7,61
ZjuHsp40-151 scaffold orangel.1g024095m scaffold 0,9893 0,1474  0,148994238 7,61
ZjuHsp40-152 scaffold orangel.1g019486m scaffold 0,8731 0,1330  0,152330775 6,716153846
ZjuHsp40-152 scaffold orangel.1g019284m scaffold 0,8731 0,1330  0,152330775 6,716153846
ZjuHsp40-152 scaffold orangel.1g019589m scaffold 0,8622 0,1342  0,155648341 6,632307692
ZjuHsp40-152 scaffold orangel.1g024126m scaffold 0,9893 0,1474  0,148994238 7,61
ZjuHsp40-153 scaffold orangel.1g024095m scaffold 0,9893 0,1474  0,148994238 7,61
ZjuHsp40-153 scaffold orangel.1g004651m scaffold 1,0822 0,2411  0,222786916 8,324615385
ZjuHsp40-153 scaffold orangel.1g004641m scaffold 1,0840 0,2388  0,220295203 8,338461538
ZjuHsp40-153 scaffold orangel.1g004646m scaffold 1,0840 0,2388  0,220295203 8,338461538
ZjuHsp40-153 scaffold orangel.1g006345m scaffold 1,1285 0,2644 0,23429331 8,680769231
ZjuHsp40-153 scaffold orangel.1g007833m scaffold 1,0126 0,775  0,175291329 7,789230769
ZjuHsp40-153 scaffold orangel.1g007732m scaffold 1,1556 0,2722  0,235548633  8,889230769
ZjuHsp40-153 scaffold orangel.1g009016m scaffold 1,2098 0,2927  0,241940817 9,306153846
ZjuHsp40-153 scaffold orangel.1g011502m scaffold 1,1021 0,3371  0,305870611 8,477692308
ZjuHsp40-153 scaffold orangel.1g048085m scaffold 53,3585  0,6396  0,011986844 410,45
ZjuHsp40-154 scaffold orangel.1g004651m scaffold 1,0822 0,2411  0,222786916 8,324615385
ZjuHsp40-154 scaffold orangel.1g004641m scaffold 1,0840 0,2388  0,220295203 8,338461538
ZjuHsp40-154 scaffold orangel.1g004646m scaffold 1,0840 0,2388  0,220295203 8,338461538
ZjuHsp40-154 scaffold orangel.1g006345m scaffold 1,1285 0,2644 0,23429331 8,680769231
ZjuHsp40-154 scaffold orangel.1g007833m scaffold 1,0126 0,1775  0,175291329 7,789230769
ZjuHsp40-154 scaffold orangel.1g007732m scaffold 1,1556 0,2722  0,235548633  8,889230769
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ZjuHsp40-154 scaffold orangel.1g009016m scaffold 1,2098 0,2927  0,241940817 9,306153846
ZjuHsp40-154 scaffold orangel.1g011502m scaffold 1,1021 0,3371  0,305870611 8,477692308

ZjuHsp40-154 scaffold orangel.1g048085m scaffold 53,3585  0,6396  0,011986844 410,45
ZjuHsp40-155 scaffold orangel.1g004651m scaffold 1,0822 0,2411  0,222786916 8,324615385
ZjuHsp40-155 scaffold orangel.1g004641m scaffold 1,0840 0,2388  0,220295203 8,338461538
ZjuHsp40-155 scaffold orangel.1g004646m scaffold 1,0840 0,2388  0,220295203 8,338461538
ZjuHsp40-155 scaffold orangel.1g006345m scaffold 1,1285 0,2644 0,23429331 8,680769231
ZjuHsp40-155 scaffold orangel.1g007833m scaffold 1,0126 0,1775  0,175291329 7,789230769
ZjuHsp40-155 scaffold orangel.1g007732m scaffold 1,1556 0,2722  0,235548633 8,889230769
ZjuHsp40-155 scaffold orangel.1g009016m scaffold 1,2098 0,2927  0,241940817 9,306153846
ZjuHsp40-155 scaffold orangel.1g011502m scaffold 1,1021 0,3371  0,305870611 8,477692308

ZjuHsp40-155 scaffold orangel.1g048085m scaffold 53,3585  0,6396  0,011986844 410,45
ZjuHsp40-156 scaffold orangel.1g010330m scaffold 1,1250 0,2692  0,239288889 8,653846154

ZjuHsp40-156 scaffold orangel.1g012541m scaffold 1,0907 0,2727  0,250022921 8,39
ZjuHsp40-156 scaffold orangel.1g011450m scaffold 1,1308 0,2849  0,251945525 8,698461538
ZjuHsp40-156 scaffold orangel.1g019562m scaffold 1,1794 0,2202  0,186705104 9,072307692
ZjuHsp40-156 scaffold orangel.1g019721m scaffold 1,1251 0,2148  0,190916363  8,654615385
ZjuHsp40-156 scaffold orangel.1g012301m scaffold 53,2333  0,5097  0,009574834 409,4869231
ZjuHsp40-156 scaffold orangel.1g010831m scaffold 41,6321  0,5380  0,012922721 320,2469231
ZjuHsp40-156 scaffold orangel.1g013277m scaffold 42,5914  0,4916  0,011542236 327,6261538

ZjuHsp40-156 scaffold orangel.1g017928m scaffold 47,5865 0,5331  0,011202757 366,05
ZjuHsp40-156 scaffold orangel.1g017925m scaffold 48,1547  0,5331 0,01107057 370,4207692
ZjuHsp40-156 scaffold orangel.1g017647m scaffold 7,5731 0,5031  0,066432505 58,25461538
ZjuHsp40-157 scaffold orangel.1g000052m scaffold 0,8798 0,0776  0,088201864 6,767692308
ZjuHsp40-157 scaffold orangel.1g000056m scaffold 0,8864 0,0824  0,092960289 6,818461538
ZjuHsp40-157 scaffold orangel.1g000065m scaffold 0,8694 0,0766 0,08810674 6,687692308
ZjuHsp40-158 scaffold orangel.1g000052m scaffold 0,8474 0,0747  0,088151994 6,518461538
ZjuHsp40-158 scaffold orangel.1g000056m scaffold 0,8533 0,0801  0,093870854 6,563846154
ZjuHsp40-158 scaffold orangel.1g000065m scaffold 0,8334 0,0734  0,088072954 6,410769231
ZjuHsp40-159 scaffold orangel.1g041019m scaffold 1,7092 0,2134  0,124853733 13,14769231
ZjuHsp40-160 scaffold orangel.1g041019m scaffold 1,7092 0,2134  0,124853733 13,14769231
ZjuHsp40-161 scaffold orangel.1g041019m scaffold 1,7092 0,2134  0,124853733 13,14769231
ZjuHsp40-162 scaffold orangel.1g041019m scaffold 1,7092 0,2134  0,124853733 13,14769231
ZjuHsp40-163 scaffold orangel.1g025877m scaffold 6,5259 0,1387  0,021253773 50,19923077
ZjuHsp40-164 scaffold orangel.1g041019m scaffold 1,6762 0,2305  0,137513423 12,89384615
ZjuHsp40-165 scaffold orangel.1g018317m scaffold 5,6060 0,1859  0,033160899 43,12307692
ZjuHsp40-165 scaffold orangel.1g047551m scaffold 12,7112 05113  0,040224369 97,77846154
ZjuHsp40-166 scaffold orangel.1g018317m scaffold 5,6060 0,1859  0,033160899 43,12307692
ZjuHsp40-166 scaffold orangel.1g047551m scaffold 12,7112 05113  0,040224369 97,77846154
ZjuHsp40-167 scaffold orangel.1g018317m scaffold 5,6060 0,1859  0,033160899 43,12307692
ZjuHsp40-167 scaffold orangel.1g047551m scaffold 12,7112 0,5113  0,040224369 97,77846154
ZjuHsp40-168 scaffold orangel.1g018317m scaffold 5,6060 0,1859  0,033160899 43,12307692
ZjuHsp40-168 scaffold orangel.1g047551m scaffold 12,7112 0,5113  0,040224369 97,77846154
ZjuHsp40-169 scaffold orangel.1g023405m scaffold 1,0262 05113  0,498245956 7,893846154
ZjuHsp40-169 scaffold orangel.1g021768m scaffold 10.262 05113  4,98246E-05 78938,46154
ZjuHsp40-170 scaffold orangel.1g024035m scaffold 1,5937 0,2608 0,16364435 12,25923077
ZjuHsp40-170 scaffold orangel.1g024044m scaffold 1,5937 0,2608 0,16364435 12,25923077
ZjuHsp40-170 scaffold orangel.1g024031m scaffold 1,5937 0,2608 0,16364435 12,25923077
ZjuHsp40-171 scaffold orangel.1g033572m scaffold 1,9157 0,1439  0,075116146 14,73615385
ZjuHsp40-172 scaffold orangel.1g033572m scaffold 1,9157 0,1439  0,075116146 14,73615385
ZjuHsp40-173 scaffold orangel.1g015910m scaffold 1,3034 0,1922  0,147460488 10,02615385
ZjuHsp40-174 scaffold orangel.1g015910m scaffold 1,2959 0,1944  0,150011575 9,968461538
Mean 57,37598 0,35968  0,328767505  488,7746563

Z. jujuba — M. accuminata

1D Chromosome Gene 1Ds Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-01 1 GSMUA_Achr4T11580_001 4 2,5497 0,2363  0,09267757  19,61307692
ZjuHsp40-01 1 GSMUA_Achr3T00410_001 3 3,703 0,2808  0,075830408 28,48461538
ZjuHsp40-01 1 GSMUA_Achr4T12400_001 4 50,3102  0,3725  0,007404065 387,0015385
ZjuHsp40-01 1 GSMUA_Achr6T02160_001 6 56,0612 0,6383  0,011385771 431,24
ZjuHsp40-01 1 GSMUA_Achr4T20410_001 4 56,0612  0,6383  0,011385771 431,24
ZjuHsp40-01 1 GSMUA_Achr1T15780_001 1 54,377 0,6938  0,012759071 418,2846154
ZjuHsp40-01 1 GSMUA_Achr3T00920_001 3 52,1809 0,7728  0,014810017 401,3915385
ZjuHsp40-01 1 GSMUA_Achr11T06760_001 1 50,7323  0,7866  0,015504915 390,2484615
ZjuHsp40-06 1 GSMUA_Achr11T20030_001 1 1,9312 0,2246  0,116300746 14,85538462
ZjuHsp40-08 1 GSMUA_Achr6T31040_001 6 3,1173 0,3703  0,118788695 23,97923077
ZjuHsp40-08 1 GSMUA_Achr9T18140_001 9 53,0932 0,4081  0,007686483 408,4092308
ZjuHsp40-08 1 GSMUA_Achr8T23700_001 8 53,1217  0,3781  0,007117619 408,6284615
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ZjuHsp40-09 1 GSMUA_Achr6T31040_001 6 3,1801 0,3573  0,112354957 24,46230769
ZjuHsp40-09 1 GSMUA_Achr9T18140_001 9 53,1768 0,4113  0,007734576  409,0523077
ZjuHsp40-09 1 GSMUA_Achr8T23700_001 8 53,1217 0,3781  0,007117619 408,6284615
ZjuHsp40-10 1 GSMUA_Achr6T31040_001 6 3,0238 0,3505  0,115913751 23,26
ZjuHsp40-10 1 GSMUA_Achr9T18140_001 9 53,1342 0,4046  0,007614681 408,7246154
ZjuHsp40-10 1 GSMUA_Achr8T23700_001 8 54,9363 0,3801  0,006918922 422,5869231
ZjuHsp40-11 1 GSMUA_Achr6T31040_001 6 3,1954 0,3531  0,110502597 24,58
ZjuHsp40-11 1 GSMUA_Achr9T18140_001 9 53,1784 0,3879  0,007294315 409,0646154
ZjuHsp40-11 1 GSMUA_Achr8T23700_001 8 13,7066 0,3666  0,026746239 105,4353846
ZjuHsp40-12 1 GSMUA_Achr6T31040_001 6 3,18 0,3575  0,112421384 24,46153846
ZjuHsp40-12 1 GSMUA_Achr9T18140_001 9 53,1973 0,3931  0,007389473 409,21
ZjuHsp40-12 1 GSMUA_Achr8T23700_001 6 13,5314 0,3695  0,027306857 104,0876923
ZjuHsp40-13 1 GSMUA_Achr6T31040_001 6 10,6733 0,4223 0,03956602  82,10230769
ZjuHsp40-13 1 GSMUA_Achr8T23700_001 8 42,3789 0,3643  0,008596259 325,9915385
ZjuHsp40-14 1 GSMUA_Achr6T31040_001 6 3,0237 0,3505  0,115917584 23,25923077
ZjuHsp40-14 1 GSMUA_Achr9T18140_001 9 53,0201 0,3909  0,007372676 407,8469231
ZjuHsp40-14 1 GSMUA_Achr8T23700_001 8 11,0528 0,3718  0,033638535 85,02153846
ZjuHsp40-15 1 GSMUA_Achr6T31040_001 6 10,6681 0,4223  0,039585306 82,06230769
ZjuHsp40-15 1 GSMUA_Achr9T18140_001 9 58,7928 0,4193  0,007131826 452,2523077
ZjuHsp40-15 1 GSMUA_Achr8T23700_001 8 39,5535 0,3643 0,00921031  304,2576923
ZjuHsp40-16 1 GSMUA_Achr6T31040_001 6 6,7054 0,3919  0,058445432 51,58
ZjuHsp40-16 1 GSMUA_Achr9T18140_001 9 56,4385 0,4275  0,007574617 434,1423077
ZjuHsp40-16 1 GSMUA_Achr8T23700_001 8 9,2188 0,371 0,04024385  70,91384615
ZjuHsp40-17 1 GSMUA_Achr9T23300_001 9 1,917 0,2269  0,118362024 14,74615385
ZjuHsp40-17 1 GSMUA_Achr4T12330_001 4 2,0442 0,2003  0,097984542 15,72461538
ZjuHsp40-17 1 GSMUA_Achr8T16030_001 8 46,6649 0,2551  0,005466636 358,9607692
ZjuHsp40-17 1 GSMUA_Achr2T19740_001 2 12,7268 0,3053  0,023988748 97,89846154
ZjuHsp40-17 1 GSMUA_Achr11T12390_001 11 18,7428 0,2717  0,014496233 144,1753846
ZjuHsp40-17 1 GSMUA_AchrUn_randomT07820_001 chrUn_random  2,4189 0,2578 0,10657737  18,60692308
ZjuHsp40-17 1 GSMUA_Achr3T15480_001 3 48,4922 0,2541  0,005240018 373,0169231
ZjuHsp40-17 1 GSMUA_Achr6T15600_001 6 6,5304 0,2736  0,041896362 50,23384615
ZjuHsp40-19 1 GSMUA_Achr11T06760_001 11 2,2729 0,2379  0,104668045 17,48384615
ZjuHsp40-19 1 GSMUA_Achr9T29030_001 9 36,3788 0,529 0,014541436 279,8369231
ZjuHsp40-19 1 GSMUA_Achr4T20410_001 4 54,7131 0,4632 0,00846598 420,87
ZjuHsp40-19 1 GSMUA_Achr1T15780_001 1 53,9047 0,4377  0,008119886 414,6515385
ZjuHsp40-19 1 GSMUA_Achr3T00920_001 3 52,4929 0,4517  0,008604973 403,7915385
ZjuHsp40-20 2 GSMUA_Achr9T03390_001 9 3,2814 0,3814  0,116230877 25,24153846
ZjuHsp40-21 2 GSMUA_Achr9T03390_001 9 3,1446 0,3782  0,120269669 24,18923077
ZjuHsp40-22 2 GSMUA_Achr6T02160_001 6 3,4637 0,3227  0,093166267 26,64384615
ZjuHsp40-22 2 GSMUA_Achr4T11580_001 4 53,6756 0,5708  0,010634255 412,8892308
ZjuHsp40-22 2 GSMUA_Achr3T00410_001 3 52,6913 0,6303  0,011962127 405,3176923
ZjuHsp40-22 2 GSMUA_Achr4T12400_001 4 17,6478 0,6711  0,038027403 135,7523077
ZjuHsp40-22 2 GSMUA_Achr11T06760_001 11 53,2146 0,6945 0,01305093  409,3430769
ZjuHsp40-22 2 GSMUA_Achr3T00920_001 3 55,7597 0,7654 0,01372676  428,9207692
ZjuHsp40-22 2 GSMUA_Achr9T29030_001 9 35,8371 0,7384  0,020604346 275,67
ZjuHsp40-23 2 GSMUA_Achr10T25050_001 10 6,017 0,2226 0,03699518  46,28461538
ZjuHsp40-24 2 GSMUA_Achr2T02410_001 2 49,225 0,5114 0,01038903  378,6538462
ZjuHsp40-24 2 GSMUA_Achr5T00460_001 5 59,0046 0,5347  0,009062005 453,8815385
ZjuHsp40-24 2 GSMUA_Achr11T14420_001 11 18,6598 0,4995  0,026768776 143,5369231
ZjuHsp40-26 2 GSMUA_Achr9T17610_001 9 19,6743 0,3729 0,01895366  151,3407692
ZjuHsp40-27 2 GSMUA_Achr2T02410_001 2 5,4064 05272  0,097514057 41,58769231
ZjuHsp40-27 2 GSMUA_Achr5T00460_001 5 7,9460 0,5520  0,069468915 61,12307692
ZjuHsp40-27 2 GSMUA_Achr11T14420_001 11 3,4460 0,5338  0,154904237 26,50769231
ZjuHsp40-28 2 GSMUA_Achr2T02410_001 2 5,4064 05272  0,097514057 41,58769231
ZjuHsp40-28 2 GSMUA_Achr5T00460_001 5 7,9449 0,5520  0,069478533 61,11461538
ZjuHsp40-28 2 GSMUA_Achr11T14420_001 11 3,4460 0,5338  0,154904237 26,50769231
ZjuHsp40-29 2 GSMUA_Achr5T17530_001 5 2,9524 0,5545  0,187813304 22,71076923
ZjuHsp40-30 2 GSMUA_Achr5T17530_001 5 2,9748 0,5386  0,181054189 22,88307692
ZjuHsp40-30 2 GSMUA_Achr9T17770_001 9 3,6910 0,5841  0,158249797  28,39230769
ZjuHsp40-31 3 GSMUA_Achr4T22790_001 4 2,5324 0,0606  0,023929869 19,48
ZjuHsp40-31 3 GSMUA_Achr4T31390_001 4 3,4322 0,0455  0,013256803 26,40153846
ZjuHsp40-31 3 GSMUA_Achr9T25940_001 9 2,3492 0,0603  0,025668313 18,07076923
ZjuHsp40-31 3 GSMUA_Achr6T29960_001 6 4,9335 0,0598  0,012121212 37,95
ZjuHsp40-31 3 GSMUA_Achr7T01290_001 7 2,8501 0,0734  0,025753482 21,92384615
ZjuHsp40-31 3 GSMUA_Achr8T11020_001 8 4,1087 0,1552  0,037773505 31,60538462
ZjuHsp40-31 3 GSMUA_Achr11T04610_001 11 7,1477 0,1477 0,02066399  54,98230769
ZjuHsp40-32 3 GSMUA_Achr11T19660_001 11 2,1514 0,1014 0,0471321  16,54923077
ZjuHsp40-33 3 GSMUA_Achr8T00660_001 8 6,3169 0,3707  0,058683848 48,59153846
ZjuHsp40-33 3 GSMUA_Achr10T05770_001 10 6,8208 0,4025  0,059010673 52,46769231
ZjuHsp40-33 3 GSMUA_Achr6T12230_001 6 7,3041 0,5025  0,068796977 56,18538462
ZjuHsp40-33 3 GSMUA_Achr3T02570_001 3 5,1302 0,4496  0,087637909 39,46307692
ZjuHsp40-33 3 GSMUA_Achr11T08510_001 11 6,0256 0,421 0,069868561 46,35076923
ZjuHsp40-33 3 GSMUA_Achr2T21160_001 2 6,6111 0,4524  0,068430367 50,85461538
ZjuHsp40-33 3 GSMUA_Achr4T05630_001 4 51,4760 0,6641  0,012901158 395,9692308
ZjuHsp40-33 3 GSMUA_Achr2T12110_001 2 1,2209 0,2392  0,195921042 9,391538462
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ZjuHsp40-35 3 GSMUA_Achr2T12110_001 2 1,1951 0,2259  0,189021839 9,193076923
ZjuHsp40-36 3 GSMUA_Achr2T12110_001 2 1,0411 0,187 0,179617712  8,008461538
ZjuHsp40-38 3 GSMUA_Achr2T12110_001 2 1,2198 0,2441  0,200114773 9,383076923
ZjuHsp40-39 3 GSMUA_Achr2T12110_001 2 1,1931 0,2306  0,193278015 9,177692308
ZjuHsp40-41 3 GSMUA_Achr3T20710_001 3 2,9064 0,3906  0,134393064 22,35692308
ZjuHsp40-42 4 GSMUA_Achr9T23300_001 3 56,2451 0,5122  0,009106571 432,6546154
ZjuHsp40-42 4 GSMUA_Achr8T16030_001 8 60,3182 0,5452  0,009038731 463,9861538
ZjuHsp40-43 4 GSMUA_Achr8T25400_001 8 1,5146 0,1231  0,081275584 11,65076923
ZjuHsp40-43 4 GSMUA_Achr6T12840_001 6 39,7110 0,3335  0,008398177 305,4692308
ZjuHsp40-43 4 GSMUA_AchrUn_randomT23170_001 chrUn_random 19,5924 0,3282  0,016751393 150,7107692
ZjuHsp40-43 4 GSMUA_AchrUn_randomT00170_001 chrUn_random 19,5038 0,3346 0,017155631  150,0292308
ZjuHsp40-43 4 GSMUA_Achr2T06530_001 2 6,8259 0,3609  0,052872149 52,50692308
ZjuHsp40-44 5 GSMUA_Achr8T00660_001 8 7,2625 0,3944  0,054306368 55,86538462
ZjuHsp40-44 5 GSMUA_Achr10T05770_001 10 3,7760 0,4556 0,12065678  29,04615385
ZjuHsp40-44 5 GSMUA_Achr3T02570_001 3 3,2449 0,5002  0,154149589 24,96076923
ZjuHsp40-44 5 GSMUA_Achr6T12230_001 6 6,1544 0,5055  0,082136358 47,34153846
ZjuHsp40-44 5 GSMUA_Achr11T08510_001 11 7,1925 0,4848  0,067403545 55,32692308
ZjuHsp40-44 5 GSMUA_Achr2T21160_001 2 3,0783 0,473 0,153656239  23,67923077
ZjuHsp40-45 5 GSMUA_AchrUn_randomT09890_001 chrUn_random  4,3503 0,4383  0,100751672 33,46384615
ZjuHsp40-46 5 GSMUA_AchrUn_randomT09890_001 chrUn_random  4,3502 0,4383  0,100753988 33,46307692
ZjuHsp40-47 5 GSMUA_Achr2T21950_001 2 2,6044 0,4094  0,157195515 20,03384615
ZjuHsp40-51 6 GSMUA_Achr3T06010_001 3 1,7697 0,2306  0,130304571 13,61307692
ZjuHsp40-51 6 GSMUA_Achr8T31640_001 8 4,8085 0,3258  0,067755017 36,98846154
ZjuHsp40-51 6 GSMUA_Achr4T13770_001 4 11,6113 0,3411  0,029376556 89,31769231
ZjuHsp40-51 6 GSMUA_Achr9T14460_001 9 1,5001 0,2405  0,160322645 11,53923077
ZjuHsp40-51 6 GSMUA_Achr9T21410_001 9 55,3423 0,3866  0,006985615 425,71
ZjuHsp40-52 6 GSMUA_Achr3T06010_001 3 1,7697 0,2306  0,130304571 13,61307692
ZjuHsp40-52 6 GSMUA_Achr8T31640_001 8 4,8085 0,3258  0,067755017 36,98846154
ZjuHsp40-52 6 GSMUA_Achr4T13770_001 4 11,6126 0,3411  0,029373267 89,32769231
ZjuHsp40-52 6 GSMUA_Achr9T14460_001 9 1,5001 0,2405  0,160322645 11,53923077
ZjuHsp40-52 6 GSMUA_Achr9T21410_001 9 55,3291 0,3867  0,006989089 425,6084615
ZjuHsp40-55 6 GSMUA_Achr3T15350_001 3 3,7382 0,3365  0,090016586 28,75538462
ZjuHsp40-55 6 GSMUA_Achr7T25560_001 7 5,6154 0,7813  0,139135235 43,19538462
ZjuHsp40-55 6 GSMUA_Achr1T13920_001 1 5,9074 0,8109  0,137268511 45,44153846
ZjuHsp40-55 6 GSMUA_Achr1T26650_001 1 57,0874 0,8007  0,014025862 439,1338462
ZjuHsp40-55 6 GSMUA_Achr3T24020_001 3 32,8607 0,8629  0,026259331 252,7746154
ZjuHsp40-55 6 GSMUA_Achr11T13890_001 11 55,2268 0,8142  0,014742842 424,8215385
ZjuHsp40-56 6 GSMUA_Achr3T15350_001 3 3,7382 0,3365  0,090016586 28,75538462
ZjuHsp40-56 6 GSMUA_Achr7T25560_001 7 5,6154 0,7813  0,139135235 43,19538462
ZjuHsp40-56 6 GSMUA_Achr1T13920_001 1 5,9074 0,8109  0,137268511 45,44153846
ZjuHsp40-56 6 GSMUA_Achr1T26650_001 1 57,086 0,8006  0,014024454 439,1230769
ZjuHsp40-56 6 GSMUA_Achr3T24020_001 3 33,443 0,8627  0,025796362 257,2515385
ZjuHsp40-56 6 GSMUA_Achr11T13890_001 11 55,2299 0,8143  0,014743825 424,8453846
ZjuHsp40-57 6 GSMUA_Achr3T15350_001 3 3,7382 0,3365  0,090016586 28,75538462
ZjuHsp40-57 6 GSMUA_Achr7T25560_001 7 6,0919 0,7588 0,12455884  46,86076923
ZjuHsp40-57 6 GSMUA_Achr1T13920_001 1 6,0613 0,7965  0,131407454 46,62538462
ZjuHsp40-57 6 GSMUA_Achr1T26650_001 1 57,0897 0,8006  0,014023545 439,1515385
ZjuHsp40-57 6 GSMUA_Achr3T24020_001 3 33,0997 0,8628  0,026066702 254,6130769
ZjuHsp40-57 6 GSMUA_Achr11T13890_001 11 55,2297 0,8143  0,014743879 424,8438462
ZjuHsp40-58 6 GSMUA_Achr7T25970_001 7 4,2352 0,6722  0,158717416 32,57846154
ZjuHsp40-59 6 GSMUA_Achr7T25970_001 7 5,3251 0,6712  0,126044581 40,96230769
ZjuHsp40-60 6 GSMUA_Achr7T25970_001 7 4,0826 0,6938  0,169940724 31,40461538
ZjuHsp40-62 6 GSMUA_Achr1T27050_001 1 2,2833 0,3149  0,137914422 17,56384615
ZjuHsp40-62 6 GSMUA_Achr9T26310_001 9 1,6735 0,3691  0,220555722 12,87307692
ZjuHsp40-63 6 GSMUA_Achr1T27050_001 1 3,0986 0,3330  0,107467889 23,83538462
ZjuHsp40-63 6 GSMUA_Achr9T26310_001 9 1,8792 0,4056  0,215836526 14,45538462
ZjuHsp40-64 6 GSMUA_Achr11T13890_001 11 2,5174 0,3424  0,136013347 19,36461538
ZjuHsp40-64 6 GSMUA_Achr1T26650_001 1 1,8765 0,3676  0,195896616 14,43461538
ZjuHsp40-64 6 GSMUA_Achr3T24020_001 3 2,0390 0,3752 0,18401177  15,68461538
ZjuHsp40-64 6 GSMUA_Achr3T15350_001 3 4,0940 0,4962  0,121201759 31,49230769
ZjuHsp40-64 6 GSMUA_Achr7T25560_001 7 3,9525 05610  0,141935484 30,40384615
ZjuHsp40-64 6 GSMUA_Achr1T13920_001 1 3,5950 0,5433  0,151126565 27,65384615
ZjuHsp40-66 7 GSMUA_AchrUn_randomT05380_001 chrUn_random  2,8924 0,4792  0,165675564 22,24923077
ZjuHsp40-67 7 GSMUA_Achr3T17350_001 3 37,6847 0,4223  0,011206139 289,8823077
ZjuHsp40-68 7 GSMUA_Achr8T11020_001 8 3,1450 0,1202  0,038219396 24,19230769
ZjuHsp40-68 7 GSMUA_Achr4T22790_001 4 12,4201 0,1565  0,012600543 95,53923077
ZjuHsp40-68 7 GSMUA_Achr4T31390_001 4 17,8932 0,1555  0,008690452 137,64
ZjuHsp40-68 7 GSMUA_Achr7T01290_001 7 35,5781 0,1772  0,004980592 273,6776923
ZjuHsp40-68 7 GSMUA_Achr6T29960_001 6 36,1120 0,1656  0,004585733 277,7846154
ZjuHsp40-68 7 GSMUA_Achr11T04610_001 11 2,4884 0,1163  0,046736859 19,14153846
ZjuHsp40-68 7 GSMUA_Achr9T25940_001 9 16,4489 0,1653  0,010049304 126,53
ZjuHsp40-68 7 GSMUA_Achr1T01630_001 1 4,1950 0,3271  0,077973778 32,26923077
ZjuHsp40-69 7 GSMUA_Achr8T11020_001 8 3,1447 0,1202  0,038223042 24,19
ZjuHsp40-69 7 GSMUA_Achr4T22790_001 4 12,3725 0,1565 0,01264902  95,17307692
ZjuHsp40-69 7 GSMUA_Achr4T31390_001 4 18,1668 0,1554  0,008554066 139,7446154
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ZjuHsp40-69 7 GSMUA_Achr7T01290_001 7 35,8248 0,1771  0,004943503 275,5753846
ZjuHsp40-69 7 GSMUA_Achr6T29960_001 6 36,3779 0,1656  0,004552214 279,83
ZjuHsp40-69 7 GSMUA_Achr11T04610_001 11 2,4883 0,1163  0,046738737 19,14076923
ZjuHsp40-69 7 GSMUA_Achr9T25940_001 9 16,4726 0,1653  0,010034846 126,7123077
ZjuHsp40-69 7 GSMUA_Achr1T01630_001 1 4,1944 0,3271  0,077984932 32,26461538
ZjuHsp40-70 7 GSMUA_Achr8T11020_001 8 3,1450 0,1202  0,038219396 24,19230769
ZjuHsp40-70 7 GSMUA_Achr4T22790_001 4 12,3307 0,1565  0,012691899 94,85153846
ZjuHsp40-70 7 GSMUA_Achr4T31390_001 4 17,6724 0,1555  0,008799031 135,9415385
ZjuHsp40-70 7 GSMUA_Achr7T01290_001 7 35,5756 0,1773  0,004983753 273,6584615
ZjuHsp40-70 7 GSMUA_Achr6T29960_001 6 36,6109 0,1654 0,00451778  281,6223077
ZjuHsp40-70 7 GSMUA_Achr11T04610_001 11 24,8840 0,1163  0,004673686 191,4153846
ZjuHsp40-70 7 GSMUA_Achr9T25940_001 9 16,4776 0,1653  0,010031801 126,7507692
ZjuHsp40-70 7 GSMUA_Achr1T01630_001 1 4,1945 0,3271  0,077983073 32,26538462
ZjuHsp40-71 7 GSMUA_AchrUn_randomT21320_001 chrUn_random  2,3784 0,1906 0,080137908 18,29538462
ZjuHsp40-72 7 GSMUA_Achr6T12840_001 6 2,4925 0,1662 0,06668004  19,17307692
ZjuHsp40-72 7 GSMUA_Achr8T25400_001 8 25,1153 0,3063  0,012195753 193,1946154
ZjuHsp40-72 7 GSMUA_AchrUn_randomT00170_001 chrUn_random 33,6455 0,3296  0,009796258 258,8115385
ZjuHsp40-72 7 GSMUA_AchrUn_randomT23170_001 chrUn_random 39,0214 0,3424  0,008774672 300,1646154
ZjuHsp40-72 7 GSMUA_Achr2T06530_001 2 56,5239 0,3646  0,006450369 434,7992308
ZjuHsp40-74 8 GSMUA_Achr3T15350_001 3 5,8123 0,2691  0,046298367 44,71
ZjuHsp40-74 8 GSMUA_Achr7T25560_001 7 6,2175 0,7021  0,112923201 47,82692308
ZjuHsp40-74 8 GSMUA_Achr1T13920_001 1 4,9605 0,7115  0,143433122 38,15769231
ZjuHsp40-74 8 GSMUA_Achr1T26650_001 1 58,6913 0,8057  0,013727759 451,4715385
ZjuHsp40-74 8 GSMUA_Achr3T24020_001 3 9,5916 0,8140  0,084865924 73,78153846
ZjuHsp40-74 8 GSMUA_Achr11T13890_001 11 58,4105 0,6991  0,011968738 449,3115385
ZjuHsp40-74 8 GSMUA_Achr6T30770_001 6 2,7784 0,3625  0,130470775 21,37230769
ZjuHsp40-76 8 GSMUA_Achr6T30770_001 6 2,7501 0,3758  0,136649576 21,15461538
ZjuHsp40-77 8 GSMUA_Achr4T20410_001 4 2,5203 0,1797  0,071301036 19,38692308
ZjuHsp40-77 8 GSMUA_Achr1T15780_001 1 4,6538 0,1846  0,039666509 35,79846154
ZjuHsp40-77 8 GSMUA_Achr3T00920_001 3 2,9016 0,1701  0,058622829 22,32
ZjuHsp40-77 8 GSMUA_Achr11T06760_001 11 0,1721 16,4063  95,33004067 1,323846154
ZjuHsp40-77 8 GSMUA_Achr9T29030_001 9 51,3274 0,6039  0,011765646 394,8261538
ZjuHsp40-77 8 GSMUA_Achr4T11580_001 4 51,9108 0,7099  0,013675382 399,3138462
ZjuHsp40-78 8 GSMUA_Achr1T26650_001 1 3,2363 0,4072  0,125822699 24,89461538
ZjuHsp40-78 8 GSMUA_Achr3T24020_001 3 2,5915 0,4105 0,15840247  19,93461538
ZjuHsp40-78 8 GSMUA_Achr3T15350_001 3 6,7876 0,3715  0,054732159 52,21230769
ZjuHsp40-78 8 GSMUA_Achr7T25560_001 7 9,7785 0,8191  0,083765404 75,21923077
ZjuHsp40-78 8 GSMUA_Achr1T13920_001 1 11,2684 0,8704  0,077242554 86,68
ZjuHsp40-80 8 GSMUA_Achr8T07930_001 8 5,1130 0,5446 0,10651281  39,33076923
ZjuHsp40-81 9 GSMUA_Achr11T20660_001 11 29,2139 0,2551  0,008732145 224,7223077
ZjuHsp40-81 9 GSMUA_Achr5T21230_001 5 22,5908 0,2846  0,012598049 173,7753846
ZjuHsp40-81 9 GSMUA_Achr11T05250_001 11 53,9453 0,2743 0,00508478  414,9638462
ZjuHsp40-81 9 GSMUA_Achr8T10480_001 8 51,8677 0,2807  0,005411846 398,9823077
ZjuHsp40-81 9 GSMUA_Achr1T24820_00 1 52,2886 0,3249  0,006213591 402,22
ZjuHsp40-85 9 GSMUA_Achr11T20660_001 11 29,7049 0,2551  0,008587809 228,4992308
ZjuHsp40-85 9 GSMUA_Achr5T21230_001 5 22,6413 0,2846 0,01256995  174,1638462
ZjuHsp40-85 9 GSMUA_Achr11T05250_001 11 53,9426 0,2742  0,005083181 414,9430769
ZjuHsp40-85 9 GSMUA_Achr8T10480_001 8 51,8776 0,2807  0,005410813 399,0584615
ZjuHsp40-85 9 GSMUA_Achr1T24820_001 1 52,2946 0,3247  0,006209054 402,2661538
ZjuHsp40-86 9 GSMUA_Achr11T13990_001 11 1,7218 0,1252  0,072714601 13,24461538
ZjuHsp40-86 9 GSMUA_Achr8T33890_001 5 1,7068 0,1300  0,076165925 13,12923077
ZjuHsp40-86 9 GSMUA_Achr6T29960_001 6 52,7519 0,6241  0,011830853 405,7838462
ZjuHsp40-88 9 GSMUA_AchrUn_randomT00170_001 chrUn_random  2,3186 0,1688  0,072802553 17,83538462
ZjuHsp40-88 9 GSMUA_AchrUn_randomT23170_001 chrUn_random  1,8876 0,1863  0,098696758 14,52
ZjuHsp40-88 9 GSMUA_Achr2T06530_001 2 3,0171 0,2431  0,080574061 23,20846154
ZjuHsp40-88 9 GSMUA_Achr8T25400_001 8 44,0656 0,3693  0,008380687 338,9661538
ZjuHsp40-88 9 GSMUA_Achr6T12840_001 6 54,0565 0,4202  0,007773348 415,8192308
ZjuHsp40-89 9 GSMUA_Achr8T00660_001 8 3,6391 0,3105  0,085323294 27,99307692
ZjuHsp40-89 9 GSMUA_Achr10T05770_001 10 5,1120 0,3906  0,076408451 39,32307692
ZjuHsp40-89 9 GSMUA_Achr6T12230_001 6 3,8142 0,4454 0,11677416 29,34
ZjuHsp40-89 9 GSMUA_Achr3T02570_001 3 3,5746 0,4319  0,120824708 27,49692308
ZjuHsp40-89 9 GSMUA_Achr2T21160_001 2 3,3451 0,3833  0,114585513 25,73153846
ZjuHsp40-89 9 GSMUA_Achr11T08510_001 11 5,9207 0,3803 0,06423227  45,54384615
ZjuHsp40-89 9 GSMUA_Achr4T05630_001 4 51,3119 0,6314  0,012305138 394,7069231
ZjuHsp40-89 9 GSMUA_Achr2T02410_001 2 13,5269 0,7489  0,055363757 104,0530769
ZjuHsp40-89 9 GSMUA_Achr2T02410_001 2 13,528 0,7489  0,055359255 104,0615385
ZjuHsp40-90 9 GSMUA_Achr8T13140_001 8 48,9800 0,4175  0,008523887 376,7692308
ZjuHsp40-95 10 GSMUA_Achr4T22790_001 4 53,6252 0,3959  0,007382723 412,5015385
ZjuHsp40-95 10 GSMUA_Achr4T31390_001 4 9,8077 0,3275  0,033392131 75,44384615
ZjuHsp40-95 10 GSMUA_Achr9T25940_001 9 47,9738 0,3381  0,007047597 369,0292308
ZjuHsp40-95 10 GSMUA_Achr6T29960_001 6 52,0753 0,3622  0,006955313 400,5792308
ZjuHsp40-95 10 GSMUA_Achr7T01290_001 7 10,0417 0,3861  0,038449665 77,24384615
ZjuHsp40-96 10 GSMUA_AchrUn_randomT21570_001 chrUn_random 13,7994 0,2994  0,021696596 106,1492308
ZjuHsp40-96 10 GSMUA_Achr8T16030_001 8 52,9584 0,3462  0,006537207 407,3723077
ZjuHsp40-96 10 GSMUA_Achr9T23300_001 9 45,2471 0,3573  0,007896639 348,0546154
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ZjuHsp40-96 10 GSMUA_Achr4T12330_001 4 53,5887 0,3466  0,006467781 412,2207692
ZjuHsp40-96 10 GSMUA_Achr3T15480_001 3 15,9764 0,3273  0,020486468 122,8953846
ZjuHsp40-96 10 GSMUA_Achr2T19740_001 2 35,537 0,3783  0,010645243 273,3615385
ZjuHsp40-96 10 GSMUA_AchrUn_randomT07820_001 chrUn_random 18,0339 0,3558 0,019729509 138,7223077
ZjuHsp40-96 10 GSMUA_Achr11T12390_001 11 54,8692 0,3474  0,006331421 422,0707692
ZjuHsp40-96 10 GSMUA_Achr7T03030_001 7 53,7235 0,6368  0,011853286 413,2576923
ZjuHsp40-96 10 GSMUA_Achr6T15600_001 6 7,1963 0,3236  0,044967553 55,35615385
ZjuHsp40-98 10 GSMUA_Achr3T29020_001 3 5,0544 0,4096  0,081038303 38,88
ZjuHsp40-99 10 GSMUA_Achr8T31640_001 8 2,0916 0,1142 0,05459935  16,08923077
ZjuHsp40-99 10 GSMUA_Achr4T13770_001 4 1,9393 0,1396  0,071984737 14,91769231
ZjuHsp40-99 10 GSMUA_Achr3T06010_001 3 15,5237 0,3042  0,019595844 119,4130769
ZjuHsp40-99 10 GSMUA_Achr9T21410_001 9 2,3793 0,2000  0,084058336 18,30230769
ZjuHsp40-99 10 GSMUA_Achr9T14460_001 9 8,7176 0,3104 0,03560613  67,05846154
ZjuHsp40-100 1 GSMUA_Achr8T11100_001 8 60,0438 0,9767  0,016266459 461,8753846
ZjuHsp40-101 11 GSMUA_Achr5T07360_001 5 2,1590 0,3621  0,167716535 16,60769231
ZjuHsp40-103 12 GSMUA_Achr9T17770_001 9 2,8923 0,6718  0,232271894 22,24846154
ZjuHsp40-103 12 GSMUA_Achr5T17530_001 5 2,9272 0,6718  0,229502596 22,51692308
ZjuHsp40-104 12 GSMUA_Achr11T17880_001 11 1,6980 0,1276  0,075147232 13,06153846
ZjuHsp40-105 12 GSMUA_Achr11T17880_001 11 1,7128 0,1157 0,06755021  13,17538462
ZjuHsp40-106 12 GSMUA_Achr8T00660_001 8 12,3274 0,4734  0,038402258 94,82615385
ZjuHsp40-106 12 GSMUA_Achr6T12230_001 6 5,3279 0,6023  0,113046416 40,98384615
ZjuHsp40-106 12 GSMUA_Achr10T05770_001 10 8,8095 0,4854  0,055099608 67,76538462
ZjuHsp40-106 12 GSMUA_Achr2T21160_001 2 5,4614 0,5797  0,106144945 42,01076923
ZjuHsp40-107 12 GSMUA_Achr8T00660_001 8 10,9176 0,5086 0,04658533  83,98153846
ZjuHsp40-107 12 GSMUA_Achr6T12230_001 6 5,4123 0,6245  0,115385326 41,63307692
ZjuHsp40-108 12 GSMUA_Achr7T06300_001 7 2,5467 0,2475  0,097184592 19,59
ZjuHsp40-109 12 GSMUA_Achr4T17140_001 4 1,8713 0,4329  0,231336504 14,39461538
ZjuHsp40-112 12 GSMUA_Achr2T18990_001 2 2,2794 0,1337  0,058655787 17,53384615
ZjuHsp40-113 12 GSMUA_Achr1T11800_001 1 7,1989 0,4825  0,067024129 55,37615385
ZjuHsp40-113 12 GSMUA_Achr11T05560_001 11 24,1850 0,3767 0,01557577  186,0384615
ZjuHsp40-113 12 GSMUA_Achr4T00770_001 4 16,4221 0,5664  0,034490108 126,3238462
ZjuHsp40-114 12 GSMUA_Achr1T24750_001 2 1,9236 0,5161  0,268299023 14,79692308
ZjuHsp40-114 12 GSMUA_Achr3T24140_001 3 8,8557 0,5534  0,062490825 68,12076923
ZjuHsp40-116 scaffold GSMUA_Achr6T31290_001 6 1,7916 0,3089  0,172415718 13,78153846
ZjuHsp40-116 scaffold GSMUA_Achr9T10280_001 9 1,6116 0,3164  0,196326632 12,39692308
ZjuHsp40-116 scaffold GSMUA_Achr10T08430_001 10 1,6331 0,3595  0,220133488 12,56230769
ZjuHsp40-116 scaffold GSMUA_Achr8T02940_001 8 1,7830 0,3527  0,197812675 13,71538462
ZjuHsp40-116 scaffold GSMUA_Achr3T24420_001 3 54,3421 0,6074  0,011177338 418,0161538
ZjuHsp40-118 scaffold GSMUA_Achr1T25100_001 1 1,3677 0,1326  0,096951086 10,52076923
ZjuHsp40-120 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9352 0,3515  0,071223051 37,96307692
ZjuHsp40-122 scaffold GSMUA_Achr3T24420_001 3 1,9717 0,3821  0,193792159 15,16692308
ZjuHsp40-122 scaffold GSMUA_Achr10T08430_001 10 54,1134 05824  0,010762584 416,2569231
ZjuHsp40-122 scaffold GSMUA_Achr8T02940_001 8 53,8102 0,5615  0,010434825 413,9246154
ZjuHsp40-122 scaffold GSMUA_Achr9T10280_001 9 8,4146 0,6067  0,072100872 64,72769231
ZjuHsp40-122 scaffold GSMUA_Achr6T31290_001 6 7,5630 0,6163  0,081488827 58,17692308
ZjuHsp40-123 scaffold GSMUA_Achr3T24420_001 3 1,9717 0,3821  0,193792159 15,16692308
ZjuHsp40-123 scaffold GSMUA_Achr10T08430_001 10 49,7592 0,5823  0,011702359 382,7630769
ZjuHsp40-123 scaffold GSMUA_Achr9T10280_001 9 8,4179 0,6067  0,072072607 64,75307692
ZjuHsp40-123 scaffold GSMUA_Achr8T02940_001 8 53,8085 0,5616  0,010437013 413,9115385
ZjuHsp40-123 scaffold GSMUA_Achr6T31290_001 6 7,5638 0,6163  0,081480208 58,18307692
ZjuHsp40-124 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9356 0,3515  0,071217279 37,96615385
ZjuHsp40-125 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9352 0,3515  0,071223051 37,96307692
ZjuHsp40-126 scaffold GSMUA_AchrUn_randomT00130_00  chrUn_random  4,2566 0,1918  0,045059437 32,74307692
ZjuHsp40-127 scaffold GSMUA_Achr6T31290_001 6 1,7916 0,3089  0,172415718 13,78153846
ZjuHsp40-127 scaffold GSMUA_Achr9T10280_001 9 1,6116 0,3164  0,196326632 12,39692308
ZjuHsp40-127 scaffold GSMUA_Achr10T08430_001 10 1,6331 0,3595  0,220133488 12,56230769
ZjuHsp40-127 scaffold GSMUA_Achr8T02940_001 8 1,7830 0,3527  0,197812675 13,71538462
ZjuHsp40-127 scaffold GSMUA_Achr3T24420_001 3 54,3431 0,6074  0,011177132 418,0238462
ZjuHsp40-128 scaffold GSMUA_Achr6T31290_001 6 1,7627 0,3117  0,176830998 13,55923077
ZjuHsp40-128 scaffold GSMUA_Achr9T10280_001 9 1,5900 0,3191  0,200691824 12,23076923
ZjuHsp40-128 scaffold GSMUA_Achr10T08430_001 10 1,6300 0,3625  0,222392638 12,53846154
ZjuHsp40-128 scaffold GSMUA_Achr8T02940_001 8 1,7417 0,3551  0,203881265 13,39769231
ZjuHsp40-128 scaffold GSMUA_Achr3T24420_001 3 54,3797 0,615 0,011309367 418,3053846
ZjuHsp40-129 scaffold GSMUA_Achr6T31290_001 6 1,7926 0,2677 0,14933616  13,78923077
ZjuHsp40-129 scaffold GSMUA_Achr9T10280_001 9 1,6106 0,2745  0,170433379 12,38923077
ZjuHsp40-129 scaffold GSMUA_Achr10T08430_001 10 1,5621 0,3193  0,204404328 12,01615385
ZjuHsp40-129 scaffold GSMUA_Achr8T02940_001 8 1,7335 0,2922  0,168560715 13,33461538
ZjuHsp40-129 scaffold GSMUA_Achr3T24420_001 3 52,9565 0,5960 0,01125452  407,3576923
ZjuHsp40-131 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9352 0,3515  0,071223051 37,96307692
ZjuHsp40-132 scaffold GSMUA_Achr6T31290_001 6 1,7710 0,2699  0,152399774 13,62307692
ZjuHsp40-132 scaffold GSMUA_Achr9T10280_001 9 1,5959 0,2766 0,17331913  12,27615385
ZjuHsp40-132 scaffold GSMUA_Achr10T08430_001 10 1,5608 0,3217 0,20611225 12,00615385
ZjuHsp40-132 scaffold GSMUA_Achr8T02940_001 8 1,7005 0,2942  0,173007939 13,08076923
ZjuHsp40-132 scaffold GSMUA_Achr3T24420_001 3 52,9777 0,6020  0,011363272 407,5207692
ZjuHsp40-133 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9357 0,3515  0,071215836 37,96692308
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ZjuHsp40-134 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9357 0,3515  0,071215836 37,96692308
ZjuHsp40-135 scaffold GSMUA_Achr6T31290_001 6 1,7710 0,2699  0,152399774 13,62307692
ZjuHsp40-135 scaffold GSMUA_Achr9T10280_001 9 1,5959 0,2766 0,17331913  12,27615385
ZjuHsp40-135 scaffold GSMUA_Achr10T08430_001 10 1,5608 0,3217 0,20611225  12,00615385
ZjuHsp40-135 scaffold GSMUA_Achr8T02940_001 8 1,7005 0,2942 0,173007939 13,08076923
ZjuHsp40-135 scaffold GSMUA_Achr3T24420_001 3 52,9780 0,602 0,011363207 407,5230769
ZjuHsp40-137 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9355 0,3515 0,071218722  37,96538462
ZjuHsp40-138 scaffold GSMUA_AchrUn_randomT23170_001 chrUn_random 53,0646 1,1669  0,021990178 408,1892308
ZjuHsp40-138 scaffold GSMUA_AchrUn_randomT00170_001 chrUn_random 52,4935 1,1389 0,02169602  403,7961538
ZjuHsp40-140 scaffold GSMUA_Achr4T31390_001 4 3,3374 0,1089 0,032630191  25,67230769
ZjuHsp40-140 scaffold GSMUA_Achr4T22790_001 4 3,1651 0,1171  0,036997251 24,34692308
ZjuHsp40-140 scaffold GSMUA_Achr9T25940_001 9 2,5276 0,1189  0,047040671 19,44307692
ZjuHsp40-140 scaffold GSMUA_Achr6T29960_001 6 2,9990 0,1182 0,039413138 23,06923077
ZjuHsp40-140 scaffold GSMUA_Achr7T01290_001 7 2,9992 0,1322  0,044078421 23,07076923
ZjuHsp40-140 scaffold GSMUA_Achr8T11020_001 6 3,5865 0,2152 0,060002788 27,58846154
ZjuHsp40-140 scaffold GSMUA_Achr11T04610_001 11 2,0076 0,2169 0,10803945  15,44307692
ZjuHsp40-142 scaffold GSMUA_AchrUn_randomT00130_001 chrUn_random  4,9352 0,3515  0,071223051 37,96307692
ZjuHsp40-143 scaffold GSMUA_Achr10T25050_001 10 5,0751 0,1857  0,036590412 39,03923077
ZjuHsp40-144 scaffold GSMUA_Achr6T29190_001 6 25,6202 0,3077  0,012010055 197,0784615
ZjuHsp40-145 scaffold GSMUA_Achr2T07250_001 2 3,4598 0,0918  0,026533326 26,61384615
ZjuHsp40-149 scaffold GSMUA_Achr2T07250_001 2 3,5308 0,0919  0,026028096 27,16
ZjuHsp40-150 scaffold GSMUA_Achr4T05630_001 4 4,5694 0,3441  0,075305292 35,14923077
ZjuHsp40-151 scaffold GSMUA_Achr9T05590_001 9 3,6369 0,1874 0,0515274  27,97615385
ZjuHsp40-151 scaffold GSMUA_Achr6T31800_001 6 2,0395 0,2170  0,106398627 15,68846154
ZjuHsp40-152 scaffold GSMUA_Achr9T05590_001 9 3,6369 0,1874 0,0515274  27,97615385
ZjuHsp40-152 scaffold GSMUA_Achr6T31800_001 6 2,0395 0,2170  0,106398627 15,68846154
ZjuHsp40-153 scaffold GSMUA_Achr3T24420_001 3 1,9447 0,3784 0,194580141 14,95923077
ZjuHsp40-153 scaffold GSMUA_Achr10T08430_001 10 54,0361 0,5803  0,010739117 415,6623077
ZjuHsp40-153 scaffold GSMUA_Achr9T10280_001 9 9,2843 0,6041  0,065066833 71,41769231
ZjuHsp40-153 scaffold GSMUA_Achr8T02940_001 8 53,8448 05594  0,010389118 414,1907692
ZjuHsp40-153 scaffold GSMUA_Achr6T31290_001 6 8,1808 0,6137  0,075017113 62,92923077
ZjuHsp40-154 scaffold GSMUA_Achr3T24420_001 3 1,9447 0,3784 0,194580141 14,95923077
ZjuHsp40-154 scaffold GSMUA_Achr10T08430_001 10 54,0361 0,5803  0,010739117 415,6623077
ZjuHsp40-154 scaffold GSMUA_Achr9T10280_001 9 9,2843 0,6041  0,065066833 71,41769231
ZjuHsp40-154 scaffold GSMUA_Achr8T02940_001 8 53,8448 0,5594  0,010389118 414,1907692
ZjuHsp40-154 scaffold GSMUA_Achr6T31290_001 6 8,1808 0,6137  0,075017113 62,92923077
ZjuHsp40-155 scaffold GSMUA_Achr3T24420_001 3 1,9447 0,3784 0,194580141 14,95923077
ZjuHsp40-155 scaffold GSMUA_Achr10T08430_001 10 54,0361 0,5803  0,010739117 415,6623077
ZjuHsp40-155 scaffold GSMUA_Achr9T10280_001 9 9,2843 0,6041  0,065066833 71,41769231
ZjuHsp40-155 scaffold GSMUA_Achr8T02940_001 8 53,8448 0,5594 0,010389118 414,1907692
ZjuHsp40-155 scaffold GSMUA_Achr6T31290_001 6 8,1808 0,6137  0,075017113 62,92923077
ZjuHsp40-156 scaffold GSMUA_Achr9T29030_001 9 15,3890 0,4016  0,026096562 118,3769231
ZjuHsp40-156 scaffold GSMUA_Achr11T06760_001 11 53,2054 0,5350 0,01005537  409,2723077
ZjuHsp40-156 scaffold GSMUA_Achr3T00920_001 3 12,9197 0,5555 0,01044067  409,2723077
ZjuHsp40-156 scaffold GSMUA_Achr4T20410_001 4 7,2513 0,5623 0,077544716 55,77923077
ZjuHsp40-156 scaffold GSMUA_Achr1T15780_001 1 54,7402 0,5700 0,010412823 421,0784615
ZjuHsp40-157 scaffold GSMUA_Achr11T17880_001 11 1,6980 0,1276 0,075147232 13,06153846
ZjuHsp40-158 scaffold GSMUA_Achr11T17880_001 11 1,7128 0,1157 0,06755021  13,17538462
ZjuHsp40-163 scaffold GSMUA_Achr4T22790_001 4 4,7376 0,0556 0,0117359  36,44307692
ZjuHsp40-163 scaffold GSMUA_Achr7T01290_001 7 1,9857 0,0634 0,031928287 15,27461538
ZjuHsp40-163 scaffold GSMUA_Achr6T29960_001 6 1,4134 0,0658  0,046554408 10,87230769
ZjuHsp40-163 scaffold GSMUA_Achr9T25940_001 9 2,0550 0,0616 0,029975669 15,80769231
ZjuHsp40-163 scaffold GSMUA_Achr4T31390_001 4 5,8793 0,0609  0,010358376 45,22538462
ZjuHsp40-165 scaffold GSMUA_Achr1T11800_001 1 3,56323 0,2575  0,072898678 27,17153846
ZjuHsp40-165 scaffold GSMUA_Achr4T00770_001 4 7,8178 0,3905 0,049950114 60,13692308
ZjuHsp40-166 scaffold GSMUA_Achr1T11800_001 1 3,56323 0,2575  0,072898678 27,17153846
ZjuHsp40-166 scaffold GSMUA_Achr4T00770_001 4 7,8178 0,3905 0,049950114 60,13692308
ZjuHsp40-167 scaffold GSMUA_Achr1T11800_001 1 3,56323 0,2575  0,072898678 27,17153846
ZjuHsp40-167 scaffold GSMUA_Achr4T00770_001 4 7,8178 0,2575 0,032937655 60,13692308
ZjuHsp40-168 scaffold GSMUA_Achr1T11800_001 1 3,5323 0,2575 0,072898678 27,17153846
ZjuHsp40-168 scaffold GSMUA_Achr4T00770_001 4 7,8178 0,2575  0,032937655 60,13692308
ZjuHsp40-169 scaffold GSMUA_Achr7T06300_001 7 2,2993 0,1984 0,086287131 17,68692308
ZjuHsp40-170 scaffold GSMUA_Achr9T25930_001 9 3,4846 0,3820  0,109625208 26,80461538
ZjuHsp40-173 scaffold GSMUA_Achr6T30770_001 6 2,7784 0,3625 0,130470775 21,37230769
ZjuHsp40-174 scaffold GSMUA_Achr6T30770_001 6 2,7501 0,3758  0,136649576 21,15461538
Mean 17,9991 0,437937  0,0587296 66,9201049
Z. jujuba — P. persica
ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-01 1 Prupe.2G007700.1 2 0,6734 0,1233 0,183100683 5,18
ZjuHsp40-01 1 Prupe.1G525700.1 1 54,2923 0,6303 0,011609381  417,6330769
ZjuHsp40-01 1 Prupe.3G078100.1 3 53,4408 0,7173 0,013422329  411,0830769
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ZjuHsp40-01 1 Prupe.3G078100.2 3 53,4396 0,7172 0,013420759  411,0738462
ZjuHsp40-01 1 Prupe.3G088900.4 3 54,1342 0,8119 0,014997913  416,4169231
ZjuHsp40-01 1 Prupe.3G088900.2 3 53,1828 0,8537 0,016052182  409,0984615
ZjuHsp40-01 1 Prupe.3G088900.1 3 53,0913 0,847 0,01595365  408,3946154
ZjuHsp40-02 1 Prupe.4G085400.1 4 1,126 0,2442 0,21687389  8,661538462
ZjuHsp40-02 1 Prupe.4G085400.2 4 1,1311 0,2459 0,217398992  8,700769231
ZjuHsp40-03 1 Prupe.4G085400.1 4 1,0646 0,2198 0,206462521  8,189230769
ZjuHsp40-03 1 Prupe.4G085400.2 4 1,0688 0,2212 0,206961078  8,221538462
ZjuHsp40-06 1 Prupe.4G026200.1 4 0,5609 0,1153 0,205562489  4,314615385
ZjuHsp40-06 1 Prupe.4G026200.3 4 0,551 0,1345 0,244101633  4,238461538
ZjuHsp40-06 1 Prupe.4G026200.2 4 0,8317 0,2339 0,281231213  6,397692308
ZjuHsp40-08 1 Prupe.3G035500.1 3 1,0383 0,1944 0,187229125  7,986923077
ZjuHsp40-09 1 Prupe.3G035500.1 3 1,0383 0,1944 0,187229125  7,986923077
ZjuHsp40-10 1 Prupe.3G035500.1 3 1,0629 0,1966 0,18496566  8,176153846
ZjuHsp40-11 1 Prupe.3G035500.1 3 1,0383 0,1944 0,187229125  7,986923077
ZjuHsp40-12 1 Prupe.3G035500.1 3 1,0383 0,1944 0,187229125  7,986923077
ZjuHsp40-13 1 Prupe.3G035500.1 3 1,0638 0,2476 0,232750517  8,183076923
ZjuHsp40-14 1 Prupe.3G035500.1 3 1,0629 0,1929 0,181484618 8,176153846
ZjuHsp40-15 1 Prupe.3G035500.1 3 1,0638 0,2476 0,232750517  8,183076923
ZjuHsp40-16 1 Prupe.3G035500.1 3 0,775 0,1619 0,208903226  5,961538462
ZjuHsp40-17 1 Prupe.1G466900.1 1 0,7976 0,0822 0,103059178  6,135384615
ZjuHsp40-17 1 Prupe.1G466900.2 1 0,7986 0,0922 0,115452041  6,143076923
ZjuHsp40-17 1 Prupe.6G277900.1 6 6,3027 0,3239 0,051390674  48,48230769
ZjuHsp40-17 1 Prupe.5G184900.1 5 4,8009 0,3144 0,065487721 36,93
ZjuHsp40-17 1 Prupe.1G265500.2 1 12,9422 0,3079 0,023790391  99,55538462
ZjuHsp40-17 1 Prupe.1G265500.1 1 12,9718 0,3079 0,023736104  99,78307692
ZjuHsp40-17 1 Prupe.6G278000.1 6 3,7449 0,4564 0,121872413  28,80692308
ZjuHsp40-17 1 Prupe.6G278100.1 6 3,8585 0,4811 0,124685759  29,68076923
ZjuHsp40-17 1 Prupe.1G493700.1 1 3,4525 0,6881 0,199304852  26,55769231
ZjuHsp40-18 1 Prupe.3G100300.1 3 0,757 0,1366 0,180449141  5,823076923
ZjuHsp40-19 1 Prupe.3G088900.3 3 0,6618 0,1029 0,155485041  5,090769231
ZjuHsp40-19 1 Prupe.3G088900.1 3 0,6579 0,1028 0,15625475  5,060769231
ZjuHsp40-19 1 Prupe.3G088900.2 3 0,6851 0,0984 0,143628667 5,27
ZjuHsp40-19 1 Prupe.3G088900.4 3 0,6595 0,1014 0,153752843  5,073076923
ZjuHsp40-19 1 Prupe.5G235700.1 5 21,5583 0,5178 0,024018591  165,8330769
ZjuHsp40-19 1 Prupe.5G235700.6 5 19,6458 0,5328 0,027120301  151,1215385
ZjuHsp40-19 1 Prupe.3G078100.1 3 52,9307 0,4576 0,008645266  407,1592308
ZjuHsp40-19 1 Prupe.3G078100.2 3 52,931 0,4577 0,008647107  407,1615385
ZjuHsp40-19 1 Prupe.5G235700.3 5 16,3592 0,5087 0,031095653 125,84
ZjuHsp40-19 1 Prupe.5G235700.2 5 16,4017 0,5087 0,031015078  126,1669231
ZjuHsp40-19 1 Prupe.5G235700.4 5 16,2331 0,5288 0,032575417 124,87
ZjuHsp40-19 1 Prupe.5G235700.5 5 16,2388 0,5288 0,032563983  124,9138462
ZjuHsp40-20 2 Prupe.6G071200.1 6 0,8379 0,1566 0,186895811  6,445384615
ZjuHsp40-20 2 Prupe.6G071200.2 6 0,8746 0,1649 0,188543334  6,727692308
ZjuHsp40-21 2 Prupe.6G071200.2 6 0,8689 0,1612 0,185521924  6,683846154
ZjuHsp40-21 2 Prupe.6G071200.1 6 0,8836 0,1639 0,185491172  6,796923077
ZjuHsp40-21 2 Prupe.2G007700.1 2 18,8028 0,5742 0,030538005  144,6369231
ZjuHsp40-22 2 Prupe.1G525700.1 1 0,7998 0,2011 0,251437859  6,152307692
ZjuHsp40-22 2 Prupe.3G078100.1 3 53,2782 0,7415 0,013917512  409,8323077
ZjuHsp40-22 2 Prupe.3G078100.2 3 53,2793 0,7415 0,013917225  409,8407692
ZjuHsp40-22 2 Prupe.3G088900.4 3 55,9246 0,7414 0,013257136  430,1892308
ZjuHsp40-22 2 Prupe.3G088900.2 3 56,6111 0,7477 0,013207657 435,47
ZjuHsp40-22 2 Prupe.3G088900.3 3 56,8775 0,7377 0,012969979  437,5192308
ZjuHsp40-22 2 Prupe.5G235700.1 5 4,5336 0,7743 0,170791424  34,87384615
ZjuHsp40-22 2 Prupe.5G235700.6 5 4,3288 0,7752 0,179079653  33,29846154
ZjuHsp40-23 2 Prupe.1G528300.1 1 0,8633 0,0674 0,078072512  6,640769231
ZjuHsp40-24 2 Prupe.1G143400.3 1 0,9270 0,3133 0,337971953  7,130769231
ZjuHsp40-24 2 Prupe.1G143400.1 1 0,9270 0,3133 0,337971953  7,130769231
ZjuHsp40-24 2 Prupe.1G143400.4 1 0,9786 0,3554 0,363171878  7,527692308
ZjuHsp40-24 2 Prupe.1G143400.2 1 0,9786 0,3554 0,363171878  7,527692308
ZjuHsp40-24 2 Prupe.6G333800.1 6 3,0373 0,5198 0,17113884  23,36384615
ZjuHsp40-25 2 Prupe.1G531000.1 1 1,5530 0,2649 0,170573084  11,94615385
ZjuHsp40-26 2 Prupe.6G325800.1 6 0,5699 1,1018 1,933321635 4,383846154
ZjuHsp40-27 2 Prupe.6G333800.1 6 0,9120 0,3239 0,355153509  7,015384615
ZjuHsp40-27 2 Prupe.1G143400.3 1 6,0627 0,6599 0,108845894  46,63615385
ZjuHsp40-27 2 Prupe.1G143400.1 1 2,7437 0,5198 0,1894522 21,10538462
ZjuHsp40-27 2 Prupe.1G143400.4 1 3,0596 0,5789 0,18920774  23,53538462
ZjuHsp40-27 2 Prupe.1G143400.1 1 2,7437 0,5198 0,1894522 21,10538462
ZjuHsp40-28 2 Prupe.6G333800.1 6 0,9120 0,3239 0,355153509  7,015384615
ZjuHsp40-28 2 Prupe.1G143400.3 1 2,7437 0,5198 0,1894522 21,10538462
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ZjuHsp40-28 2 Prupe.1G143400.1 1 2,7437 0,5198 0,1894522  21,10538462
ZjuHsp40-28 2 Prupe.1G143400.4 1 3,0596 0,5786 0,189109688 23,53538462
ZjuHsp40-28 2 Prupe.1G143400.2 1 3,0596 0,5786 0,189109688 23,53538462
ZjuHsp40-29 2 Prupe.7G052600.1 7 2,5779 0,5183 0,201055122 19,83
ZjuHsp40-29 2 Prupe.7G052600.3 7 2,5779 0,5183 0,201055122 19,83
ZjuHsp40-29 2 Prupe.4G255700.2 4 0,8771 0,2489 0,28377608 6,746923077
ZjuHsp40-29 2 Prupe.4G255700.1 4 0,8771 0,2489 0,28377608 6,746923077
ZjuHsp40-29 2 Prupe.4G255700.3 4 0,8933 0,2465 0,275943132 6,871538462
ZjuHsp40-29 2 Prupe.4G255700.4 4 0,8933 0,2465 0,275943132 6,871538462
ZjuHsp40-29 2 Prupe.7G052600.2 7 2,6213 0,5223 0,199252279 20,16384615
ZjuHsp40-29 2 Prupe.7G052600.4 7 3,0738 0,7124 0,231765242 23,64461538
ZjuHsp40-30 2 Prupe.4G255700.2 4 0,8467 0,2333 0,275540333 6,513076923
ZjuHsp40-30 2 Prupe.4G255700.1 4 0,8467 0,2333 0,275540333 6,513076923
ZjuHsp40-30 2 Prupe.4G255700.3 4 0,8616 0,2307 0,26775766 6,627692308
ZjuHsp40-30 2 Prupe.4G255700.4 4 0,8616 0,2307 0,26775766 6,627692308
ZjuHsp40-30 2 Prupe.7G052600.1 7 2,4789 0,4856 0,19589334  19,06846154
ZjuHsp40-30 2 Prupe.7G052600.3 7 2,4789 0,4856 0,19589334  19,06846154
ZjuHsp40-30 2 Prupe.7G052600.2 7 2,5227 0,4883 0,193562453 19,40538462
ZjuHsp40-30 2 Prupe.7G052600.4 7 2,9260 0,6522 0,222898154 22,50769231
ZjuHsp40-31 3 Prupe.2G072900.5 2 0,8232 0,0253 0,030733722 6,332307692
ZjuHsp40-31 3 Prupe.2G072900.1 2 0,8232 0,0253 0,030733722 6,332307692
ZjuHsp40-31 3 Prupe.2G072900.4 2 0,8285 0,0254 0,030657815 6,373076923
ZjuHsp40-31 3 Prupe.2G072900.3 2 0,8419 0,0246 0,029219622 6,476153846
ZjuHsp40-31 3 Prupe.6G146900.2 6 2,6496 0,0679 0,02562651  20,38153846
ZjuHsp40-31 3 Prupe.6G146900.1 6 2,6790 0,0690 0,025755879 20,60769231
ZjuHsp40-31 3 Prupe.2G123700.2 2 21,1248 0,1897 0,008979967 162,4984615
ZjuHsp40-31 3 Prupe.2G123700.1 2 21,1248 0,1887 0,008932629 162,4984615
ZjuHsp40-31 3 Prupe.2G123700.3 2 21,6233 0,1897 0,008772944 166,3330769
ZjuHsp40-31 3 Prupe.2G072900.2 2 0,9044 0,0819 0,090557276  6,956923077
ZjuHsp40-31 3 Prupe.3G066800.1 3 0,9156 0,1398 0,152686763 7,043076923
ZjuHsp40-32 3 Prupe.2G217700.1 2 0,5948 0,0424 0,071284465 4,575384615
ZjuHsp40-32 3 Prupe.6G240700.1 6 3,0505 0,1341 0,043960007 23,46538462
ZjuHsp40-33 3 Prupe.2G308400.3 2 0,8970 0,2502 0,278929766 6,9
ZjuHsp40-33 3 Prupe.2G308400.1 2 0,8970 0,2502 0,278929766 6,9
ZjuHsp40-33 3 Prupe.2G308400.2 2 0,8970 0,2502 0,278929766 6,9
ZjuHsp40-33 3 Prupe.1G224400.1 1 2,9906 0,3456 0,115562095 23,00461538
ZjuHsp40-33 3 Prupe.5G150300.1 5 5,0803 0,4428 0,087160207 39,07923077
ZjuHsp40-33 3 Prupe.3G200300.1 3 6,5931 0,5293 0,0802809  50,71615385
ZjuHsp40-33 3 Prupe.3G200300.2 3 6,5929 0,5293 0,080283335 50,71461538
ZjuHsp40-33 3 Prupe.8G141600.2 8 58,4624 0,7311 0,012505474 449,7107692
ZjuHsp40-33 3 Prupe.8G141600.1 8 58,4611 0,7311 0,012505752 449,7007692
ZjuHsp40-33 3 Prupe.8G141600.5 8 58,4630 0,7310 0,012503635 449,7153846
ZjuHsp40-33 3 Prupe.8G141600.4 8 58,4572 0,7311 0,012506586 449,6707692
ZjuHsp40-33 3 Prupe.8G141600.3 8 58,4609 0,7310 0,012504084 449,6992308
ZjuHsp40-33 3 Prupe.8G141600.6 8 58,4557 0,7311 0,012506907 449,6592308
ZjuHsp40-34 3 Prupe.2G328700.1 2 1,0913 0,2189 0,200586457 8,394615385
ZjuHsp40-34 3 Prupe.2G328700.2 2 1,0913 0,2189 0,200586457  8,394615385
ZjuHsp40-35 3 Prupe.2G328700.1 2 0,8808 0,2046 0,232288828 6,775384615
ZjuHsp40-35 3 Prupe.2G328700.2 2 0,8808 0,2046 0,232288828 6,775384615
ZjuHsp40-36 3 Prupe.2G328700.1 2 0,7728 0,1482 0,191770186 5,944615385
ZjuHsp40-36 3 Prupe.2G328700.2 2 0,7728 0,1482 0,191770186 5,944615385
ZjuHsp40-38 3 Prupe.2G328700.1 2 1,0953 0,2233 0,203871086 8,425384615
ZjuHsp40-38 3 Prupe.2G328700.2 2 1,0953 0,2233 0,203871086 8,425384615
ZjuHsp40-39 3 Prupe.2G328700.1 2 0,8845 0,2089 0,236178632 6,803846154
ZjuHsp40-39 3 Prupe.2G328700.2 2 0,8845 0,2089 0,236178632 6,803846154
ZjuHsp40-41 4 Prupe.3G289400.1 3 0,8968 0,2449 0,27308207  6,898461538
ZjuHsp40-41 4 Prupe.3G289400.2 3 1,1870 0,2558 0,215501264 9,130769231
ZjuHsp40-41 4 Prupe.3G207200.1 3 1,1095 0,2846 0,256511942 8,534615385
ZjuHsp40-42 4 Prupe.5G184900.1 5 4,3991 0,2727 0,061989952 33,83923077
ZjuHsp40-42 4 Prupe.4G052500.1 4 13,7621 0,5400 0,039238198 105,8623077
ZjuHsp40-43 4 Prupe.7G066900.3 7 0,6769 0,0630 0,093071355 5,206923077
ZjuHsp40-43 4 Prupe.7G066900.1 7 0,6769 0,0630 0,093071355 5,206923077
ZjuHsp40-43 4 Prupe.7G066900.2 7 0,7815 0,1000 0,127959053 6,011538462
ZjuHsp40-43 4 Prupe.8G013200.2 8 55,2811 0,3482 0,006298717 425,2392308
ZjuHsp40-43 4 Prupe.8G013200.1 8 55,3431 0,3464 0,006259136 425,7161538
ZjuHsp40-43 4 Prupe.8G091300.2 8 10,7053 0,3234 0,030209336 82,34846154
ZjuHsp40-43 4 Prupe.8G091300.4 8 10,6990 0,3234 0,030227124 82,3
ZjuHsp40-43 4 Prupe.8G091300.1 8 10,7084 0,3234 0,03020059  82,37230769
ZjuHsp40-43 4 Prupe.8G091300.3 8 15,3299 0,3268 0,021317817 117,9223077

61



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226
Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S3.2 Continued

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-43 4 Prupe.8G091400.1 8 6,6587 0,6138 0,092180155 51,22076923
ZjuHsp40-43 4 Prupe.8G091400.2 8 6,6591 0,6138 0,092174618 51,22384615
ZjuHsp40-44 4 Prupe.5G150300.1 5 0,7971 0,2883 0,361686112 6,131538462
ZjuHsp40-44 4 Prupe.1G224400.1 1 2,2409 0,3796 0,169396225 17,23769231
ZjuHsp40-44 5 Prupe.3G200300.1 3 30,8577 0,5142 0,016663588 237,3669231
ZjuHsp40-44 5 Prupe.3G200300.2 3 31,474 0,5142 0,016337294 242,1076923
ZjuHsp40-44 5 Prupe.5G150300.1 5 0,7971 0,2883 0,361686112 6,131538462
ZjuHsp40-44 5 Prupe.1G224400.1 1 2,2409 0,3796 0,169396225 17,23769231
ZjuHsp40-44 5 Prupe.2G308400.3 2 2,7909 0,4397 0,157547744  21,46846154
ZjuHsp40-44 5 Prupe.2G308400.1 2 2,7909 0,4397 0,157547744  21,46846154
ZjuHsp40-44 5 Prupe.2G308400.2 2 2,7909 0,4397 0,157547744  21,46846154
ZjuHsp40-44 5 Prupe.2G308400.2 2 2,7909 0,4397 0,157547744  21,46846154
ZjuHsp40-45 5 Prupe.5G204600.1 5 0,8446 0,2098 0,24840161  6,496923077
ZjuHsp40-45 5 Prupe.5G204600.3 5 0,8446 0,2098 0,24840161  6,496923077
ZjuHsp40-45 5 Prupe.5G204600.2 5 0,8446 0,2098 0,24840161  6,496923077
ZjuHsp40-46 5 Prupe.5G204600.1 5 0,8446 0,2098 0,24840161  6,496923077
ZjuHsp40-46 5 Prupe.5G204600.3 5 0,8446 0,2098 0,24840161  6,496923077
ZjuHsp40-46 5 Prupe.5G204600.2 5 0,8446 0,2098 0,24840161  6,496923077
ZjuHsp40-47 5 Prupe.5G196200.1 5 0,6824 0,2105 0,308470106 5,249230769
ZjuHsp40-51 6 Prupe.1G260600.1 1 0,6996 0,096 0,137221269 5,381538462
ZjuHsp40-51 6 Prupe.1G260600.2 1 0,7219 0,1029 0,142540518 5,553076923
ZjuHsp40-51 6 Prupe.1G314100.3 1 7,2701 0,3045 0,041883881 55,92384615
ZjuHsp40-51 6 Prupe.1G314100.4 1 7,2672 0,3045 0,041900594 55,90153846
ZjuHsp40-51 6 Prupe.1G314100.4 1 7,2712 0,3045 0,041877544  55,93230769
ZjuHsp40-51 6 Prupe.1G314100.1 1 7,2714 0,3045 0,041876392 55,93384615
ZjuHsp40-51 6 Prupe.1G314100.2 1 7,0272 0,2959 0,04210781  54,05538462
ZjuHsp40-52 6 Prupe.1G260600.1 1 0,6996 0,096 0,137221269 5,381538462
ZjuHsp40-52 6 Prupe.1G260600.2 1 0,7219 0,1029 0,142540518 5,553076923
ZjuHsp40-52 6 Prupe.1G314100.3 1 7,2683 0,3045 0,041894253 55,91
ZjuHsp40-52 6 Prupe.1G314100.4 1 7,2681 0,3045 0,041895406 55,90846154
ZjuHsp40-52 6 Prupe.1G314100.1 1 7,2669 0,3045 0,041902324 55,89923077
ZjuHsp40-52 6 Prupe.1G314100.2 1 7,0251 0,2959 0,042120397 54,03923077
ZjuHsp40-53 6 Prupe.1G405600.1 1 1,1504 0,2362 0,205319889 8,849230769
ZjuHsp40-53 6 Prupe.1G405600.2 1 1,5385 0,3288 0,213714657 11,83461538
ZjuHsp40-54 6 Prupe.1G376600.2 1 1,0313 0,5412 0,524774556  7,933076923
ZjuHsp40-54 6 Prupe.1G376600.1 1 1,0264 0,5407 0,526792673 7,895384615
ZjuHsp40-54 6 Prupe.1G376600.3 1 1,1133 0,5876 0,527800234 8,563846154
ZjuHsp40-55 6 Prupe.1G376600.3 1 1,0503 0,5101 0,485670761 8,079230769
ZjuHsp40-55 6 Prupe.1G376600.1 1 0,9897 0,4773 0,482267354 7,613076923
ZjuHsp40-55 6 Prupe.1G376600.2 1 0,9944 0,4777 0,480390185 7,649230769
ZjuHsp40-55 6 Prupe.7G157600.1 7 3,3235 0,7132 0,214593049 25,56538462
ZjuHsp40-55 6 Prupe.4G277600.2 4 9,1838 0,7632 0,083102855 70,64461538
ZjuHsp40-55 6 Prupe.4G277600.1 4 11,5463 0,8340 0,072230931 88,81769231
ZjuHsp40-55 6 Prupe.1G490900.1 1 14,1235 0,8821 0,06245619  108,6423077
ZjuHsp40-56 6 Prupe.1G376600.3 1 1,0503 0,5101 0,485670761 8,079230769
ZjuHsp40-56 6 Prupe.1G376600.1 1 0,9897 0,4773 0,482267354 7,613076923
ZjuHsp40-56 6 Prupe.1G376600.2 1 0,9944 0,4777 0,480390185 7,649230769
ZjuHsp40-56 6 Prupe.7G157600.1 7 3,3235 0,7132 0,214593049 25,56538462
ZjuHsp40-56 6 Prupe.4G277600.2 4 9,1836 0,7632 0,083104665 70,64307692
ZjuHsp40-56 6 Prupe.4G277600.1 4 11,5467 0,8340 0,072228429 88,82076923
ZjuHsp40-57 6 Prupe.1G490900.1 1 14,1247 0,8821 0,062450884 108,6515385
ZjuHsp40-57 6 Prupe.1G376600.3 1 1,1088 0,5125 0,4622114  8,529230769
ZjuHsp40-57 6 Prupe.1G376600.2 1 1,0336 0,4804 0,464783282 7,950769231
ZjuHsp40-57 6 Prupe.1G376600.1 1 1,0283 0,4800 0,466789847 791
ZjuHsp40-57 6 Prupe.7G157600.1 7 3,1422 0,7059 0,224651518 24,17076923
ZjuHsp40-57 6 Prupe.4G277600.2 4 9,1832 0,7632 0,083108285 70,64
ZjuHsp40-57 6 Prupe.4G277600.1 4 11,7076 0,8334 0,07118453  90,05846154
ZjuHsp40-57 6 Prupe.1G490900.1 1 14,1254 0,8821 0,062447789 108,6569231
ZjuHsp40-58 6 Prupe.1G382200.1 1 0,8283 0,3856 0,465531812 6,371538462
ZjuHsp40-58 6 Prupe.1G382200.2 1 0,8301 0,3865 0,465606553 6,385384615
ZjuHsp40-59 6 Prupe.1G382200.1 1 0,8299 0,3896 0,469454151 6,383846154
ZjuHsp40-59 6 Prupe.1G382200.2 1 0,8317 0,3904 0,469400024 6,397692308
ZjuHsp40-60 6 Prupe.1G382200.1 1 0,9687 0,3824 0,394755858 7,451538462
ZjuHsp40-60 6 Prupe.1G382200.2 1 0,9687 0,3824 0,394755858 7,451538462
ZjuHsp40-62 6 Prupe.1G418000.1 1 0,6708 0,1129 0,1683065 5,16
ZjuHsp40-62 6 Prupe.1G418000.2 1 0,7089 0,1356 0,191282268 5,453076923
ZjuHsp40-63 6 Prupe.1G418000.2 1 0,6698 0,1120 0,167214094 5,152307692
ZjuHsp40-63 6 Prupe.1G418000.1 1 0,6922 0,1281 0,185062121 5,324615385
ZjuHsp40-64 6 Prupe.1G490900.1 1 0,6573 0,2455 0,373497642 5,056153846
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ZjuHsp40-64 6 Prupe.4G277600.2 4 2,3404 0,3224 0,13775423  18,00307692
ZjuHsp40-64 6 Prupe.4G277600.1 4 2,3404 0,3224 0,13775423 18,00307692
ZjuHsp40-64 6 Prupe.1G376600.1 1 14,0906 0,5309 0,037677601 108,3892308
ZjuHsp40-64 6 Prupe.1G376600.2 1 14,0219 0,5309 0,037862201 107,8607692
ZjuHsp40-64 6 Prupe.1G376600.3 1 7,6184 0,5065 0,066483776 58,60307692
ZjuHsp40-65 6 Prupe.1G493700.1 1 1,7295 0,4263 0,246487424 13,30384615
ZjuHsp40-65 6 Prupe.1G571300.1 1 55,2999 0,6795 0,012287545 425,3838462
ZjuHsp40-65 6 Prupe.1G348700.1 1 1,4538 0,3576 0,245976063 11,18307692
ZjuHsp40-67 7 Prupe.1G163300.1 1 0,8957 0,2547 0,284358602 6,89
ZjuHsp40-67 7 Prupe.1G163300.2 1 0,8957 0,2547 0,284358602 6,89
ZjuHsp40-68 7 Prupe.2G123700.2 1 0,7398 0,1166 0,157610165 5,690769231
ZjuHsp40-68 7 Prupe.2G123700.1 2 0,7398 0,1166 0,157610165 5,690769231
ZjuHsp40-68 7 Prupe.2G123700.3 2 0,7398 0,1166 0,157610165 5,690769231
ZjuHsp40-68 7 Prupe.2G072900.4 2 10,1824 0,1631 0,016017835 78,32615385
ZjuHsp40-68 7 Prupe.2G072900.3 2 11,8296 0,1565 0,013229526  90,99692308
ZjuHsp40-68 7 Prupe.2G072900.5 2 10,8960 0,1584 0,014537445 83,81538462
ZjuHsp40-68 7 Prupe.2G072900.1 2 10,9093 0,1584 0,014519722 83,91769231
ZjuHsp40-68 7 Prupe.6G146900.1 6 10,2747 0,1565 0,015231588 79,03615385
ZjuHsp40-68 7 Prupe.6G146900.2 6 10,4701 0,1519 0,01450798  80,53923077
ZjuHsp40-68 7 Prupe.2G072900.2 2 21,5770 0,2115 0,009802104 165,9769231
ZjuHsp40-68 7 Prupe.3G066800.1 3 46,3326 0,2922 0,006306575 356,4046154
ZjuHsp40-69 7 Prupe.2G123700.2 2 0,7398 0,1166 0,157610165 5,690769231
ZjuHsp40-69 7 Prupe.2G123700.1 2 0,7397 0,1166 0,157631472 5,69
ZjuHsp40-69 7 Prupe.2G123700.3 2 0,7397 0,1166 0,157631472 5,69
ZjuHsp40-69 7 Prupe.2G072900.3 2 11,8041 0,1564 0,013249634 90,80076923
ZjuHsp40-69 7 Prupe.2G072900.4 2 10,1903 0,1631 0,016005417 78,38692308
ZjuHsp40-69 7 Prupe.2G072900.5 2 10,9106 0,1584 0,014517992 83,92769231
ZjuHsp40-69 7 Prupe.2G072900.1 2 10,9040 0,1584 0,014526779 83,87692308
ZjuHsp40-69 7 Prupe.6G146900.1 6 10,3276 0,1565 0,015153569 79,44307692
ZjuHsp40-69 7 Prupe.6G146900.2 6 10,5036 0,1519 0,014461708 80,79692308
ZjuHsp40-69 7 Prupe.2G072900.2 2 21,9452 0,2115 0,009637643 168,8092308
ZjuHsp40-69 7 Prupe.3G066800.1 3 44,3854 0,2923 0,006585499 341,4261538
ZjuHsp40-70 7 Prupe.2G123700.2 2 0,7398 0,1166 0,157610165 5,690769231
ZjuHsp40-70 7 Prupe.2G123700.1 2 0,7397 0,1166 0,157631472 5,69
ZjuHsp40-70 7 Prupe.2G123700.3 2 0,7397 0,1166 0,157631472 5,69
ZjuHsp40-70 7 Prupe.2G072900.4 2 10,1321 0,1631 0,016097354  77,93923077
ZjuHsp40-70 7 Prupe.2G072900.3 2 11,9027 0,1564 0,013139876 91,55923077
ZjuHsp40-70 7 Prupe.2G072900.5 2 10,9394 0,1584 0,01447977  84,14923077
ZjuHsp40-70 7 Prupe.2G072900.1 2 10,8801 0,1584 0,01455869  83,69307692
ZjuHsp40-70 7 Prupe.6G146900.1 6 10,2694 0,1565 0,015239449  78,99538462
ZjuHsp40-70 7 Prupe.6G146900.2 6 10,4807 0,1519 0,014493307 80,62076923
ZjuHsp40-70 7 Prupe.2G072900.2 2 21,4060 0,2115 0,009880407 164,6615385
ZjuHsp40-70 7 Prupe.3G066800.1 3 42,3029 0,2922 0,006907328 325,4069231
ZjuHsp40-71 7 Prupe.1G508000.1 1 1,0074 0,1025 0,101747072 7,749230769
ZjuHsp40-72 7 Prupe.8G013200.2 8 0,6843 0,0665 0,0971796  5,263846154
ZjuHsp40-72 7 Prupe.8G013200.1 8 0,6843 0,0665 0,0971796  5,263846154
ZjuHsp40-72 7 Prupe.7G066900.2 7 28,7077 0,3452 0,012024648 220,8284615
ZjuHsp40-72 7 Prupe.7G066900.1 7 43,8919 0,3421 0,007794149 337,63
ZjuHsp40-72 7 Prupe.7G066900.3 7 39,6891 0,3540 0,008919325 305,3007692
ZjuHsp40-72 7 Prupe.8G091300.2 8 40,5847 0,3549 0,008744675 312,19
ZjuHsp40-72 7 Prupe.8G091300.4 8 41,8043 0,3548 0,008487165 321,5715385
ZjuHsp40-72 7 Prupe.8G091300.1 8 41,3039 0,3533 0,008553672 317,7223077
ZjuHsp40-72 7 Prupe.8G091300.3 8 58,0956 0,3427 0,005898898 446,8892308
ZjuHsp40-72 7 Prupe.8G091400.1 8 9,9261 0,5526 0,055671412 76,35461538
ZjuHsp40-72 7 Prupe.8G091400.2 8 9,9261 0,5526 0,055671412 76,35461538
ZjuHsp40-73 8 Prupe.7G168700.1 7 9,9261 0,5526 0,390008638 5,343076923
ZjuHsp40-74 8 Prupe.7G157600.1 7 0,6946 0,2709 0,390008638 5,343076923
ZjuHsp40-74 8 Prupe.1G376600.3 1 4,3739 0,7413 0,169482613 33,64538462
ZjuHsp40-74 8 Prupe.1G376600.2 1 3,9173 0,7381 0,188420596 30,13307692
ZjuHsp40-74 8 Prupe.1G376600.1 1 4,0598 0,7384 0,181880881 31,22923077
ZjuHsp40-74 8 Prupe.4G277600.2 4 5,6175 0,7189 0,127975078 43,21153846
ZjuHsp40-74 8 Prupe.4G277600.1 4 12,6261 0,8221 0,065111159 97,12384615
ZjuHsp40-74 8 Prupe.1G490900.1 1 62,0920 0,8332 0,013418798 477,6307692
ZjuHsp40-75 8 Prupe.6G224500.1 6 0,7558 0,1867 0,247023022 5,813846154
ZjuHsp40-75 8 Prupe.6G224500.13 6 0,7558 0,1867 0,247023022 5,813846154
ZjuHsp40-75 8 Prupe.6G224500.6 6 0,7804 0,1902 0,243721169 6,003076923
ZjuHsp40-75 8 Prupe.6G224500.5 6 0,7722 0,1956 0,253302253 5,94
ZjuHsp40-75 8 Prupe.6G224500.15 6 0,7902 0,1866 0,236142749 6,078461538
ZjuHsp40-75 8 Prupe.6G224500.16 6 0,7236 0,1651 0,228164732 5,566153846
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ZjuHsp40-75 8 Prupe.6G224500.9 6 0,7236 0,1651 0,228164732 5,566153846
ZjuHsp40-75 8 Prupe.6G224500.4 6 0,8442 0,1964 0,232646292 6,493846154
ZjuHsp40-75 8 Prupe.6G224500.10 6 0,8469 0,1983 0,234148069 6,514615385
ZjuHsp40-75 8 Prupe.6G224500.18 6 0,8444 0,1921 0,227498816 6,495384615
ZjuHsp40-75 8 Prupe.6G224500.12 6 0,8444 0,1921 0,227498816 6,495384615
ZjuHsp40-75 8 Prupe.6G224500.2 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-75 8 Prupe.6G224500.14 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-75 8 Prupe.6G224500.17 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-75 8 Prupe.6G224500.7 6 0,7470 0,1752 0,234538153 5,746153846
ZjuHsp40-75 8 Prupe.6G224500.11 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-75 8 Prupe.6G224500.3 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-75 8 Prupe.6G224500.8 6 0,8642 0,1877 0,217195094 6,647692308
ZjuHsp40-76 8 Prupe.6G224500.13 6 0,7465 0,1870 0,250502344 5,742307692
ZjuHsp40-76 8 Prupe.6G224500.1 6 0,7465 0,1870 0,250502344 5,742307692
ZjuHsp40-76 8 Prupe.6G224500.6 6 0,7804 0,1902 0,243721169 6,003076923
ZjuHsp40-76 8 Prupe.6G224500.15 6 0,7902 0,1866 0,236142749 6,078461538
ZjuHsp40-76 8 Prupe.6G224500.5 6 0,7625 0,196 0,25704918 5,865384615
ZjuHsp40-76 8 Prupe.6G224500.4 6 0,8442 0,1964 0,232646292 6,493846154
ZjuHsp40-76 8 Prupe.6G224500.18 6 0,8444 0,1921 0,227498816  6,495384615
ZjuHsp40-76 8 Prupe.6G224500.16 6 0,7107 0,1655 0,232869002 5,466923077
ZjuHsp40-76 8 Prupe.6G224500.12 6 0,8444 0,1921 0,227498816 6,495384615
ZjuHsp40-76 8 Prupe.6G224500.9 6 0,7107 0,1655 0,232869002 5,466923077
ZjuHsp40-76 8 Prupe.6G224500.10 6 0,8469 0,1983 0,234148069 6,514615385
ZjuHsp40-76 8 Prupe.6G224500.2 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-76 8 Prupe.6G224500.14 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-76 8 Prupe.6G224500.17 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-76 8 Prupe.6G224500.7 6 0,7332 0,1757 0,239634479 5,64
ZjuHsp40-76 8 Prupe.6G224500.11 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-76 8 Prupe.6G224500.3 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-76 8 Prupe.6G224500.8 6 0,8642 0,1877 0,217195094 6,647692308
ZjuHsp40-77 8 Prupe.3G078100.1 3 0,6567 0,0677 0,103091214 5,051538462
ZjuHsp40-77 8 Prupe.3G078100.2 3 0,6567 0,0677 0,103091214 5,051538462
ZjuHsp40-77 8 Prupe.3G088900.2 3 23,4449 0,4440 0,018938021 180,3453846
ZjuHsp40-77 8 Prupe.3G088900.4 3 19,6346 0,4404 0,022429792 151,0353846
ZjuHsp40-77 8 Prupe.3G088900.1 3 23,626 0,444 0,018792855 181,7384615
ZjuHsp40-77 8 Prupe.3G088900.3 3 23,3977 0,4440 0,018976224 179,9823077
ZjuHsp40-77 8 Prupe.5G235700.1 5 18,9341 0,5802 0,030643125 145,6469231
ZjuHsp40-77 8 Prupe.5G235700.6 5 18,7724 0,5802 0,030907076  144,4030769
ZjuHsp40-77 8 Prupe.2G007700.1 2 15,2011 0,7113 0,046792666 116,9315385
ZjuHsp40-77 8 Prupe.1G525700.1 1 52,8257 0,7145 0,013525613 406,3515385
ZjuHsp40-77 8 Prupe.5G235700.4 5 37,6533 0,5984 0,015892365 289,6407692
ZjuHsp40-77 8 Prupe.5G235700.5 5 36,6975 0,5984 0,016306288 282,2884615
ZjuHsp40-77 8 Prupe.5G235700.3 5 36,7463 0,5984 0,016284633 282,6638462
ZjuHsp40-77 8 Prupe.5G235700.2 5 37,4913 0,5984 0,015961036 288,3946154
ZjuHsp40-78 8 Prupe.4G277600.1 4 0,7135 0,1408 0,197337071 5,488461538
ZjuHsp40-78 8 Prupe.4G277600.2 4 0,7548 0,1339 0,177397986 5,806153846
ZjuHsp40-78 8 Prupe.1G490900.1 1 2,8557 0,5267 0,184438141 21,96692308
ZjuHsp40-78 8 Prupe.1G376600.3 1 11,4110 0,9276 0,081289983 87,77692308
ZjuHsp40-78 8 Prupe.1G376600.1 1 11,3897 0,9303 0,081679061 87,61307692
ZjuHsp40-78 8 Prupe.1G376600.2 1 11,3914 0,9303 0,081666871 87,62615385
ZjuHsp40-78 8 Prupe.7G157600.1 7 56,7506 0,7196 0,012680042 436,5430769
ZjuHsp40-79 8 Prupe.6G180400.1 6 1,4302 0,2767 0,193469445 11,00153846
ZjuHsp40-80 8 Prupe.6G162400.3 6 0,9199 0,3040 0,330470703 7,076153846
ZjuHsp40-80 8 Prupe.6G162400.1 6 0,9199 0,3040 0,330470703 7,076153846
ZjuHsp40-80 8 Prupe.6G131200.1 6 0,8061 0,3078 0,381838482 6,200769231
ZjuHsp40-80 8 Prupe.6G162400.2 6 1,0847 0,3426 0,3158477  8,343846154
ZjuHsp40-80 8 Prupe.6G162400.4 6 1,0847 0,3426 0,3158477  8,343846154
ZjuHsp40-80 8 Prupe.6G131200.2 6 1,0878 0,3273 0,300882515 8,367692308
ZjuHsp40-80 8 Prupe.6G162400.8 6 1,0357 0,3603 0,34788066  7,966923077
ZjuHsp40-80 8 Prupe.6G162400.5 6 1,0357 0,3603 0,34788066  7,966923077
ZjuHsp40-80 8 Prupe.6G131200.4 6 0,9033 0,3684 0,407837928 6,948461538
ZjuHsp40-80 8 Prupe.6G162400.6 6 1,2852 0,4139 0,322051043 9,886153846
ZjuHsp40-80 8 Prupe.6G162400.7 6 1,2852 0,4139 0,322051043 9,886153846
ZjuHsp40-80 8 Prupe.6G131200.5 6 1,3743 0,3984 0,289893036 10,57153846
ZjuHsp40-81 9 Prupe.8G270600.1 8 1,3647 0,1263 0,092547813 10,49769231
ZjuHsp40-81 9 Prupe.8G270600.2 8 1,5683 0,1454 0,092711854 12,06384615
ZjuHsp40-85 9 Prupe.8G270600.1 8 1,3647 0,1263 0,092547813 10,49769231
ZjuHsp40-85 9 Prupe.8G270600.2 8 1,5684 0,1454 0,092705942 12,06461538
ZjuHsp40-86 9 Prupe.8G270200.1 8 0,8062 0,0764 0,094765567  6,201538462
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ZjuHsp40-88 9 Prupe.8G091300.2 8 0,6322 0,0990 0,156596014 4,863076923
ZjuHsp40-88 9 Prupe.8G091300.4 8 0,6322 0,0990 0,156596014 4,863076923
ZjuHsp40-88 9 Prupe.8G091300.1 8 0,6322 0,0990 0,156596014 4,863076923
ZjuHsp40-88 9 Prupe.8G091300.3 8 0,6178 0,1171 0,19 4,752307692
ZjuHsp40-88 9 Prupe.7G066900.2 7 54,7318 0,3633 0,006637823 421,0138462
ZjuHsp40-88 9 Prupe.7G066900.3 7 54,7198 0,3634 0,006641106 420,9215385
ZjuHsp40-88 9 Prupe.7G066900.1 7 54,7340 0,3631 0,006633902 421,0307692
ZjuHsp40-88 9 Prupe.8G013200.2 7 57,5402 0,3661 0,006362508 442,6169231
ZjuHsp40-88 9 Prupe.8G013200.1 8 57,5425 0,3661 0,006362254 442,6346154
ZjuHsp40-88 9 Prupe.8G091400.1 8 1,0333 0,4732 0,457950256  7,948461538
ZjuHsp40-88 9 Prupe.8G091400.2 8 10.333 0,4732 45795E-05 79484,61538
ZjuHsp40-89 9 Prupe.1G224400.1 1 0,8571 0,1650 0,192509625 6,593076923
ZjuHsp40-89 9 Prupe.5G150300.1 5 2,5015 0,4221 0,168738757 19,24230769
ZjuHsp40-89 9 Prupe.2G308400.3 2 2,2307 0,3778 0,169363877 17,15923077
ZjuHsp40-89 9 Prupe.2G308400.1 2 2,2307 0,3778 0,169363877 17,15923077
ZjuHsp40-89 9 Prupe.2G308400.2 2 2,2307 0,3778 0,169363877 17,15923077
ZjuHsp40-89 9 Prupe.3G200300.1 3 5,5942 0,4849 0,08667906  43,03230769
ZjuHsp40-89 9 Prupe.3G200300.2 3 5,5946 0,4849 0,086672863 43,03538462
ZjuHsp40-89 9 Prupe.8G141600.2 8 56,3182 0,7386 0,013114766 433,2169231
ZjuHsp40-89 9 Prupe.8G141600.1 8 56,3152 0,7386 0,013115464 433,1938462
ZjuHsp40-89 9 Prupe.8G141600.5 8 56,3170 0,7387 0,013116821 433,2076923
ZjuHsp40-89 9 Prupe.8G141600.4 8 56,3157 0,7386 0,013115348 433,1976923
ZjuHsp40-89 9 Prupe.8G141600.3 8 56,3194 0,7386 0,013114486 433,2261538
ZjuHsp40-89 9 Prupe.8G141600.6 8 56,3191 0,7387 0,013116332 433,2238462
ZjuHsp40-90 9 Prupe.8G168900.1 8 1,2638 0,1715 0,135701852 9,721538462
ZjuHsp40-95 10 Prupe.2G072900.3 2 1,9316 0,3091 0,160022779 14,85846154
ZjuHsp40-95 10 Prupe.2G072900.4 2 1,9316 0,3091 0,160022779 14,85846154
ZjuHsp40-95 10 Prupe.2G072900.5 2 1,9316 0,3091 0,160022779 14,85846154
ZjuHsp40-95 10 Prupe.2G072900.1 2 1,9316 0,3091 0,194553738 14,85846154
ZjuHsp40-95 10 Prupe.6G146900.1 6 51,3235 0,3758 0,007322182 394,7961538
ZjuHsp40-95 10 Prupe.6G146900.2 6 52,5857 0,3756 0,007142626 404,5053846
ZjuHsp40-96 10 Prupe.1G265500.2 1 1,4979 0,1692 0,112958141 11,52230769
ZjuHsp40-96 10 Prupe.1G265500.1 1 1,4979 0,1692 0,112958141 11,52230769
ZjuHsp40-96 10 Prupe.5G184900.1 5 3,3404 3,3404 1 25,69538462
ZjuHsp40-96 10 Prupe.1G466900.1 1 9,1321 0,3147 0,034460858 70,24692308
ZjuHsp40-96 10 Prupe.4G052500.1 4 4,6412 0,3065 0,066038955 35,70153846
ZjuHsp40-96 10 Prupe.6G277900.1 6 4,4893 0,3352 0,074666429 34,53307692
ZjuHsp40-96 10 Prupe.1G466900.2 1 8,1795 0,3956 0,048364814 62,91923077
ZjuHsp40-96 10 Prupe.6G278000.1 6 4,9332 0,4334 0,087853726  37,94769231
ZjuHsp40-96 10 Prupe.6G278100.1 6 5,8867 0,5627 0,09558836  45,28230769
ZjuHsp40-98 10 Prupe.1G324300.1 1 0,8744 0,1636 0,187099726 6,726153846
ZjuHsp40-99 10 Prupe.1G314100.3 1 0,6066 0,0563 0,092812397 4,666153846
ZjuHsp40-99 10 Prupe.1G314100.4 1 0,6066 0,0563 0,092812397 4,666153846
ZjuHsp40-99 10 Prupe.1G314100.1 1 0,6066 0,0563 0,092812397 4,666153846
ZjuHsp40-99 10 Prupe.1G314100.2 1 0,6099 0,0525 0,086079685 4,691538462
ZjuHsp40-99 10 Prupe.1G260600.1 1 20,1356 0,3008 0,014938716 154,8892308
ZjuHsp40-99 10 Prupe.1G260600.2 1 16,3921 0,2478 0,015117038 126,0930769

ZjuHsp40-100 11 Prupe.5G069200.1 5 60,6616 0,9495 0,015652406 466,6276923
ZjuHsp40-100 11 Prupe.5G069100.1 5 17,3415 1,0188 0,058749243 133,3961538
ZjuHsp40-100 11 Prupe.5G069200.2 5 7,8765 1,1377 0,144442328 60,58846154
ZjuHsp40-100 11 Prupe.5G069200.3 5 58,1947 0,9521 0,016360596 447,6515385
ZjuHsp40-101 11 Prupe.6G280600.1 6 0,7324 0,1550 0,211632987 5,633846154
ZjuHsp40-101 11 Prupe.6G280600.2 6 0,7324 0,1550 0,211632987 5,633846154
ZjuHsp40-103 12 Prupe.7G052600.1 7 0,7777 0,3769 0,484634178 5,982307692
ZjuHsp40-103 12 Prupe.7G052600.3 7 0,7777 0,3769 0,484634178 5,982307692
ZjuHsp40-103 12 Prupe.7G052600.2 7 0,7810 0,3851 0,493085787 6,007692308
ZjuHsp40-103 12 Prupe.4G255700.2 4 2,5931 0,5477 0,211214377 19,94692308
ZjuHsp40-103 12 Prupe.4G255700.1 4 2,6149 0,5480 0,209568244 20,11461538
ZjuHsp40-103 12 Prupe.4G255700.3 4 2,5945 0,5594 0,215609944 19,95769231
ZjuHsp40-103 12 Prupe.4G255700.4 4 2,6173 0,5597 0,21384633  20,13307692
ZjuHsp40-103 12 Prupe.7G052600.4 7 0,8794 0,4912 0,558562656 6,764615385
ZjuHsp40-104 12 Prupe.7G234400.1 7 0,5590 0,0586 0,104830054 43

ZjuHsp40-104 12 Prupe.7G234400.2 7 0,5581 0,0577 0,10338649  4,293076923
ZjuHsp40-105 12 Prupe.7G234400.1 7 0,5558 0,0566 0,101835193 4,275384615
ZjuHsp40-105 12 Prupe.7G234400.2 7 0,5529 0,0568 0,102731054 4,253076923
ZjuHsp40-106 12 Prupe.3G200300.1 3 0,9244 0,1431 0,154803116 7,110769231
ZjuHsp40-106 12 Prupe.3G200300.2 3 0,9244 0,1431 0,154803116 7,110769231
ZjuHsp40-106 12 Prupe.1G224400.1 1 5,4398 0,5249 0,096492518 41,84461538
ZjuHsp40-106 12 Prupe.5G150300.1 5 5,0831 0,5863 0,115342999 39,10076923
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ZjuHsp40-106 12 Prupe.2G308400.2 2 4,9407 0,5352 0,108324731 38,00538462
ZjuHsp40-106 12 Prupe.2G308400.1 2 4,9409 0,5352 0,108320346 38,00692308
ZjuHsp40-106 12 Prupe.2G308400.3 2 4,9407 0,5352 0,108324731 38,00538462
ZjuHsp40-106 12 Prupe.6G333800.1 6 53,2860 0,7643 0,014343355 409,8923077
ZjuHsp40-106 12 Prupe.8G141600.2 8 8,4283 0,7892 0,093636914 64,83307692
ZjuHsp40-106 12 Prupe.8G141600.1 8 8,4278 0,7892 0,093642469 64,82923077
ZjuHsp40-106 12 Prupe.8G141600.5 8 8,4286 0,7892 0,093633581 64,83538462
ZjuHsp40-106 12 Prupe.8G141600.4 8 8,4281 0,7892 0,093639136 64,83153846
ZjuHsp40-106 12 Prupe.8G141600.3 8 8,4278 0,7892 0,093642469 64,82923077
ZjuHsp40-106 12 Prupe.8G141600.6 8 8,4276 0,7892 0,093644691 64,82769231
ZjuHsp40-107 12 Prupe.3G200300.1 3 0,9538 0,1490 0,156217236 7,336923077
ZjuHsp40-107 12 Prupe.3G200300.2 3 0,9538 0,1490 0,156217236 7,336923077
ZjuHsp40-107 12 Prupe.1G224400.1 1 6,0397 0,5784 0,095766346 46,45923077
ZjuHsp40-107 12 Prupe.5G150300.1 5 5,0599 0,6331 0,12512105 38,92230769
ZjuHsp40-107 12 Prupe.2G308400.3 2 4,4237 0,5723 0,129371341 34,02846154
ZjuHsp40-107 12 Prupe.2G308400.1 2 4,4237 0,5723 0,129371341 34,02846154
ZjuHsp40-107 12 Prupe.2G308400.2 2 4,4237 0,5723 0,129371341 34,02846154
ZjuHsp40-107 12 Prupe.6G333800.1 6 43,3277 0,8150 0,018810138 333,29
ZjuHsp40-107 12 Prupe.8G141600.2 8 8,2437 0,8136 0,098693548 63,41307692
ZjuHsp40-107 12 Prupe.8G141600.1 8 8,2437 0,8136 0,098693548 63,41307692
ZjuHsp40-107 12 Prupe.8G141600.5 8 8,2438 0,8136 0,098692351 63,41384615
ZjuHsp40-107 12 Prupe.8G141600.4 8 8,2436 0,8136 0,098694745 63,41230769
ZjuHsp40-107 12 Prupe.8G141600.3 8 8,2442 0,8136 0,098687562 63,41692308
ZjuHsp40-107 12 Prupe.8G141600.6 8 8,2440 0,8136 0,098689956 63,41538462
ZjuHsp40-108 12 Prupe.7G068800.1 7 0,6766 0,1428 0,211055276 5,204615385
ZjuHsp40-108 12 Prupe.7G068800.2 7 0,7226 0,1458 0,201771381 5,558461538
ZjuHsp40-109 12 Prupe.7G004300.1 7 0,6102 0,2152 0,352671255 4,693846154
ZjuHsp40-110 12 Prupe.6G240700.1 6 0,7482 0,1242 0,165998396 5,755384615
ZjuHsp40-110 12 Prupe.2G217700.1 2 1,0089 0,1668 0,165328576  7,760769231
ZjuHsp40-112 12 Prupe.6G238400.1 6 0,9352 0,0857 0,091638152 7,193846154
ZjuHsp40-113 12 Prupe.1G134600.2 1 1,0617 0,1586 0,149383065 8,166923077
ZjuHsp40-113 12 Prupe.1G134600.1 1 1,0617 0,1586 0,149383065 8,166923077
ZjuHsp40-113 12 Prupe.7G241200.1 7 12,2093 0,5326 0,043622484 93,91769231
ZjuHsp40-113 12 Prupe.7G241200.2 7 12,2126 0,5326 0,043610697 93,94307692
ZjuHsp40-114 12 Prupe.1G129600.1 1 1,1572 0,2964 0,256135499  8,901538462
ZjuHsp40-116 scaffold Prupe.4G144000.1 4 0,6221 0,1195 0,192091304 4,785384615
ZjuHsp40-116 scaffold Prupe.4G144000.2 4 0,6242 0,1217 0,194969561 4,801538462
ZjuHsp40-116 scaffold Prupe.4G144000.3 4 0,6510 0,1391 0,213671275 5,007692308
ZjuHsp40-116 scaffold Prupe.1G112900.2 1 54,0368 0,6495 0,012019587 415,6676923
ZjuHsp40-116 scaffold Prupe.1G112900.4 1 54,0314 0,6496 0,012022639 415,6261538
ZjuHsp40-116 scaffold Prupe.1G112900.1 1 54,0364 0,6495 0,012019676 415,6646154
ZjuHsp40-116 scaffold Prupe.1G112900.3 1 53,9808 0,6811 0,012617449 415,2369231
ZjuHsp40-118 scaffold Prupe.2G302300.1 2 0,6717 0,0703 0,104659818 5,166923077
ZjuHsp40-120 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-120 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-120 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-120 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-120 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536 8,547692308
ZjuHsp40-121 scaffold Prupe.7G091100.1 7 0,8063 0,2781 0,344908843 6,202307692
ZjuHsp40-122 scaffold Prupe.1G112900.2 1 0,6511 0,1462 0,224543081 5,008461538
ZjuHsp40-122 scaffold Prupe.1G112900.4 1 0,6511 0,1462 0,224543081 5,008461538
ZjuHsp40-122 scaffold Prupe.1G112900.1 1 0,6534 0,1445 0,221150903 5,026153846
ZjuHsp40-122 scaffold Prupe.1G112900.3 1 0,7257 0,1652 0,227642276 5,582307692
ZjuHsp40-122 scaffold Prupe.4G144000.1 4 3,9567 0,6006 0,151793161 30,43615385
ZjuHsp40-122 scaffold Prupe.4G144000.2 4 3,3398 0,6450 0,193125337 25,69076923
ZjuHsp40-122 scaffold Prupe.4G144000.3 4 55,0784 0,6188 0,011234894 423,68
ZjuHsp40-123 scaffold Prupe.1G112900.2 1 0,6511 0,1462 0,224543081 5,008461538
ZjuHsp40-123 scaffold Prupe.1G112900.4 1 0,6511 0,1462 0,224543081 5,008461538
ZjuHsp40-123 scaffold Prupe.1G112900.1 1 0,6534 0,1445 0,221150903 5,026153846
ZjuHsp40-123 scaffold Prupe.1G112900.3 1 0,7257 0,1652 0,227642276 5,582307692
ZjuHsp40-123 scaffold Prupe.4G144000.1 4 3,9566 0,6006 0,151796997 30,43538462
ZjuHsp40-123 scaffold Prupe.4G144000.2 4 3,3398 0,6450 0,193125337 25,69076923
ZjuHsp40-123 scaffold Prupe.4G144000.3 4 55,0728 0,6189 0,011237852 423,6369231
ZjuHsp40-124 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-124 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-124 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-124 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-124 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536 8,547692308
ZjuHsp40-125 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
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ZjuHsp40-125 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-125 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-125 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-125 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536  8,547692308
ZjuHsp40-126 scaffold Prupe.8G058000.4 8 1,1504 0,1320 0,114742698 8,849230769
ZjuHsp40-126 scaffold Prupe.8G058000.1 8 1,1504 0,1320 0,114742698 8,849230769
ZjuHsp40-126 scaffold Prupe.8G058000.2 8 1,1504 0,1320 0,114742698 8,849230769
ZjuHsp40-126 scaffold Prupe.3G081100.1 3 1,3065 0,1692 0,129506315 10,05
ZjuHsp40-126 scaffold Prupe.8G058000.3 8 0,7389 0,1229 0,166328326 5,683846154
ZjuHsp40-127 scaffold Prupe.4G144000.1 4 0,6221 0,1195 0,192091304 4,785384615
ZjuHsp40-127 scaffold Prupe.4G144000.2 4 0,6242 0,1217 0,194969561 4,801538462
ZjuHsp40-127 scaffold Prupe.4G144000.3 4 0,6510 0,1391 0,213671275 5,007692308
ZjuHsp40-127 scaffold Prupe.1G112900.2 1 54,0326 0,6496 0,012022372 415,6353846
ZjuHsp40-127 scaffold Prupe.1G112900.4 1 54,0449 0,6491 0,012010384 415,73
ZjuHsp40-127 scaffold Prupe.1G112900.1 1 54,0360 0,6494 0,012017914 415,6615385
ZjuHsp40-127 scaffold Prupe.1G112900.3 1 53,9594 0,6821 0,012640986 415,0723077
ZjuHsp40-128 scaffold Prupe.4G144000.1 4 0,6240 0,1217 0,195032051 4.8
ZjuHsp40-128 scaffold Prupe.4G144000.2 4 0,6261 0,1239 0,197891711 4,816153846
ZjuHsp40-128 scaffold Prupe.4G144000.3 4 0,6529 0,1415 0,216725379 5,022307692
ZjuHsp40-128 scaffold Prupe.1G112900.1 1 54,0372 0,6508 0,012043555 415,6707692
ZjuHsp40-128 scaffold Prupe.1G112900.2 1 54,0386 0,6506 0,012039542 415,6815385
ZjuHsp40-128 scaffold Prupe.1G112900.4 1 54,0904 0,6484 0,01198734 416,08
ZjuHsp40-128 scaffold Prupe.1G112900.3 1 53,9830 0,6823 0,012639164 415,2538462
ZjuHsp40-129 scaffold Prupe.4G144000.1 4 0,6402 0,0996 0,155576382 0,766153846
ZjuHsp40-129 scaffold Prupe.4G144000.2 4 0,6353 0,1054 0,165905871 4,886923077
ZjuHsp40-129 scaffold Prupe.4G144000.3 4 0,6510 0,1391 0,213671275 5,007692308
ZjuHsp40-129 scaffold Prupe.1G112900.1 1 54,6866 0,6328 0,01157139  420,6661538
ZjuHsp40-129 scaffold Prupe.1G112900.2 1 54,4548 0,6342 0,011646356 418,8830769
ZjuHsp40-129 scaffold Prupe.1G112900.4 1 54,4553 0,6343 0,011648086 418,8869231
ZjuHsp40-129 scaffold Prupe.1G112900.3 1 53,8149 0,6817 0,012667495 413,9607692
ZjuHsp40-130 scaffold Prupe.1G292900.5 1 0,4840 0,0869 0,179545455  3,723076923
ZjuHsp40-130 scaffold Prupe.1G292900.3 1 0,4840 0,0869 0,179545455 3,723076923
ZjuHsp40-130 scaffold Prupe.1G292900.4 1 0,4840 0,0869 0,179545455 3,723076923
ZjuHsp40-130 scaffold Prupe.1G292900.2 1 0,4840 0,0869 0,179545455 3,723076923
ZjuHsp40-130 scaffold Prupe.1G292900.1 1 0,4840 0,0869 0,179545455 3,723076923
ZjuHsp40-131 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-131 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-131 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-131 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-131 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536  8,547692308
ZjuHsp40-132 scaffold Prupe.4G144000.1 4 0,6420 0,1013 0,157788162 4,938461538
ZjuHsp40-132 scaffold Prupe.4G144000.2 4 0,6371 0,1072 0,168262439 4,900769231
ZjuHsp40-132 scaffold Prupe.4G144000.3 4 0,6529 0,1415 0,216725379 5,022307692
ZjuHsp40-132 scaffold Prupe.1G112900.1 1 54,6332 0,6322 0,011571718 420,2553846
ZjuHsp40-132 scaffold Prupe.1G112900.2 1 54,4009 0,6337 0,011648704 418,4684615
ZjuHsp40-132 scaffold Prupe.1G112900.4 1 54,3988 0,6337 0,011649154 418,4523077
ZjuHsp40-132 scaffold Prupe.1G112900.3 1 53,8142 0,6831 0,012693676 413,9553846
ZjuHsp40-133 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-133 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-133 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-133 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-133 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536 8,547692308
ZjuHsp40-134 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-134 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-134 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-134 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-134 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536 8,547692308
ZjuHsp40-135 scaffold Prupe.4G144000.1 4 0,6420 0,1013 0,157788162 4,938461538
ZjuHsp40-135 scaffold Prupe.4G144000.2 4 0,6371 0,1072 0,168262439 4,900769231
ZjuHsp40-135 scaffold Prupe.4G144000.3 4 0,6529 0,1415 0,216725379 5,022307692
ZjuHsp40-135 scaffold Prupe.1G112900.1 1 54,6314 0,6321 0,011570269 420,2415385
ZjuHsp40-135 scaffold Prupe.1G112900.2 1 54,3989 0,6336 0,011647294 418,4530769
ZjuHsp40-135 scaffold Prupe.1G112900.4 1 54,4021 0,6336 0,011646609 418,4776923
ZjuHsp40-135 scaffold Prupe.1G112900.3 1 53,8156 0,6832 0,012695204 413,9661538
ZjuHsp40-137 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-137 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-137 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-137 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-137 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536  8,547692308
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ZjuHsp40-138 scaffold Prupe.8G091300.3 8 13,8060 1,1138 0,080675069 106,2
ZjuHsp40-138 scaffold Prupe.8G091300.2 8 26,8893 1,1897 0,044244365 206,8407692
ZjuHsp40-138 scaffold Prupe.8G091300.4 8 26,9179 1,1897 0,044197356 207,0607692
ZjuHsp40-138 scaffold Prupe.8G091300.1 8 22,1809 1,1780 0,053108756 170,6223077
ZjuHsp40-139 scaffold Prupe.7G091100.1 7 0,8063 0,2781 0,344908843 6,202307692
ZjuHsp40-140 scaffold Prupe.2G072900.3 2 3,5832 0,0948 0,026456798 27,56307692
ZjuHsp40-140 scaffold Prupe.2G072900.4 2 3,7301 0,0866 0,023216536 28,69307692
ZjuHsp40-140 scaffold Prupe.2G072900.4 2 3,7299 0,0866 0,023217781 28,69153846
ZjuHsp40-140 scaffold Prupe.2G072900.5 2 3,7049 0,0891 0,024049232 28,49923077
ZjuHsp40-140 scaffold Prupe.2G072900.1 2 3,7047 0,0891 0,02405053  28,49769231
ZjuHsp40-140 scaffold Prupe.6G146900.2 6 1,5840 0,0794 0,050126263 12,18461538
ZjuHsp40-140 scaffold Prupe.6G146900.1 6 1,6040 0,0812 0,050623441 12,33846154
ZjuHsp40-140 scaffold Prupe.2G123700.2 2 53,6411 0,2316 0,004317585 412,6238462
ZjuHsp40-140 scaffold Prupe.2G123700.2 2 53,7146 0,2317 0,004313539 413,1892308
ZjuHsp40-140 scaffold Prupe.2G123700.3 2 56,3022 0,2316 0,004113516 433,0938462
ZjuHsp40-140 scaffold Prupe.2G072900.2 2 3,5812 0,1644 0,0459064  27,54769231
ZjuHsp40-140 scaffold Prupe.3G066800.1 3 3,2373 0,2177 0,067247398 24,90230769
ZjuHsp40-141 scaffold Prupe.6G315800.2 6 0,7190 0,1553 0,215994437 5,530769231
ZjuHsp40-141 scaffold Prupe.6G315800.3 6 0,6541 0,1410 0,21556337 5,031538462
ZjuHsp40-141 scaffold Prupe.6G315800.1 6 1,0318 0,3253 0,315274278 7,936923077
ZjuHsp40-142 scaffold Prupe.8G058000.4 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-142 scaffold Prupe.8G058000.1 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-142 scaffold Prupe.8G058000.2 8 1,1539 0,2113 0,183118121 8,876153846
ZjuHsp40-142 scaffold Prupe.8G058000.3 8 1,0116 0,2356 0,232898379 7,781538462
ZjuHsp40-142 scaffold Prupe.3G081100.1 3 1,1112 0,2009 0,180795536 8,547692308
ZjuHsp40-143 scaffold Prupe.1G528300.1 1 0,9545 0,0932 0,097642745 7,342307692
ZjuHsp40-144 scaffold Prupe.1G551900.1 1 1,3493 0,2513 0,186244719 10,37923077
ZjuHsp40-145 scaffold Prupe.6G145600.1 6 0,7051 0,0327 0,046376401 5,423846154
ZjuHsp40-145 scaffold Prupe.6G145500.1 6 1,2926 0,4069 0,314791892 9,943076923
ZjuHsp40-146 scaffold Prupe.1G182300.1 1 1,2618 0,2182 0,172927564 9,706153846
ZjuHsp40-146 scaffold Prupe.5G141000.2 5 1,4571 0,2215 0,152014275 11,20846154
ZjuHsp40-146 scaffold Prupe.5G141000.1 5 1,4571 0,2215 0,152014275 11,20846154
ZjuHsp40-147 scaffold Prupe.1G182300.1 1 1,2618 0,2182 0,172927564 9,706153846
ZjuHsp40-147 scaffold Prupe.5G141000.2 5 1,4571 0,2182 0,149749502 11,20846154
ZjuHsp40-147 scaffold Prupe.5G141000.1 5 1,4571 0,2182 0,149749502 11,20846154
ZjuHsp40-148 scaffold Prupe.1G182300.1 1 1,2618 0,2182 0,172927564 9,706153846
ZjuHsp40-148 scaffold Prupe.5G141000.2 5 1,4571 0,2182 0,149749502 11,20846154
ZjuHsp40-148 scaffold Prupe.5G141000.1 5 1,4571 0,2182 0,149749502 11,20846154
ZjuHsp40-149 scaffold Prupe.6G145600.1 6 0,7032 0,0327 0,046501706 5,409230769
ZjuHsp40-149 scaffold Prupe.6G145500.1 6 1,7476 0,4664 0,266880293 13,44307692
ZjuHsp40-150 scaffold Prupe.8G141600.2 8 1,1087 0,1959 0,176693425 8,528461538
ZjuHsp40-150 scaffold Prupe.8G141600.1 8 1,1088 0,1959 0,176677489 8,529230769
ZjuHsp40-150 scaffold Prupe.8G141600.5 8 1,1087 0,1959 0,176693425 8,528461538
ZjuHsp40-150 scaffold Prupe.8G141600.4 8 1,1088 0,1959 0,176677489 8,529230769
ZjuHsp40-150 scaffold Prupe.8G141600.3 8 1,1087 0,1959 0,176693425 8,528461538
ZjuHsp40-150 scaffold Prupe.8G141600.6 8 1,1087 0,1959 0,176693425 8,528461538
ZjuHsp40-151 scaffold Prupe.3G113500.1 3 0,7430 0,1228 0,165275908 5,715384615
ZjuHsp40-152 scaffold Prupe.3G113500.1 3 0,7430 0,1228 0,165275908 5,715384615
ZjuHsp40-153 scaffold Prupe.1G112900.2 1 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-153 scaffold Prupe.1G112900.4 1 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-153 scaffold Prupe.1G112900.1 1 0,6534 0,1446 0,221303949 5,026153846
ZjuHsp40-153 scaffold Prupe.1G112900.3 1 0,7260 0,1653 0,22768595 5,584615385
ZjuHsp40-153 scaffold Prupe.4G144000.1 4 4,1187 0,5980 0,145191444  31,68230769
ZjuHsp40-153 scaffold Prupe.4G144000.2 4 3,4174 0,6424 0,187979165 26,28769231
ZjuHsp40-153 scaffold Prupe.4G144000.3 4 55,1229 0,6161 0,011176843 424,0223077
ZjuHsp40-154 scaffold Prupe.1G112900.2 1 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-154 scaffold Prupe.1G112900.4 1 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-154 scaffold Prupe.1G112900.1 1 0,6534 0,1446 0,221303949 5,026153846
ZjuHsp40-154 scaffold Prupe.1G112900.3 1 0,7260 0,1653 0,22768595 5,584615385
ZjuHsp40-154 scaffold Prupe.4G144000.1 4 4,1187 0,5980 0,145191444  31,68230769
ZjuHsp40-154 scaffold Prupe.4G144000.2 4 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-154 scaffold Prupe.4G144000.3 4 55,1229 0,6161 0,011176843 424,0223077
ZjuHsp40-155 scaffold Prupe.1G112900.2 1 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-155 scaffold Prupe.1G112900.4 1 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-155 scaffold Prupe.1G112900.1 1 0,6534 0,1446 0,221303949 5,026153846
ZjuHsp40-155 scaffold Prupe.1G112900.3 1 0,7260 0,1653 0,22768595 5,584615385
ZjuHsp40-155 scaffold Prupe.4G144000.1 4 4,1187 0,5980 0,145191444  31,68230769
ZjuHsp40-155 scaffold Prupe.4G144000.2 4 0,6511 0,1463 0,224696667 5,008461538
ZjuHsp40-155 scaffold Prupe.4G144000.3 4 55,1229 0,6161 0,011176843 424,0223077
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ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp40-156 scaffold Prupe.5G235700.1 5 0,7652 0,2502 0,32697334  5,886153846
ZjuHsp40-156 scaffold Prupe.5G235700.6 5 0,7446 0,2520 0,338436745 5,727692308
ZjuHsp40-156 scaffold Prupe.5G235700.3 5 0,7502 0,2257 0,300853106 5,770769231
ZjuHsp40-156 scaffold Prupe.5G235700.2 5 0,7502 0,2257 0,300853106 5,770769231
ZjuHsp40-156 scaffold Prupe.5G235700.4 5 0,7215 0,2279 0,315869716 5,55
ZjuHsp40-156 scaffold Prupe.5G235700.5 5 0,7215 0,2279 0,315869716 5,55
ZjuHsp40-156 scaffold Prupe.3G088900.2 3 56,4131 0,4809 0,008524616 433,9469231
ZjuHsp40-156 scaffold Prupe.3G088900.4 3 7,9057 0,4760 0,060209722 60,81307692
ZjuHsp40-156 scaffold Prupe.3G088900.3 3 56,1243 0,5153 0,009181406 431,7253846
ZjuHsp40-156 scaffold Prupe.3G088900.1 3 55,8794 0,5203 0,009311124 429,8415385
ZjuHsp40-156 scaffold Prupe.3G078100.1 3 53,9641 0,5565 0,010312411 415,1084615
ZjuHsp40-156 scaffold Prupe.3G078100.2 3 53,9652 0,5564 0,010310348 415,1169231
ZjuHsp40-157 scaffold Prupe.7G234400.1 7 0,5590 0,0586 0,104830054 43
ZjuHsp40-157 scaffold Prupe.7G234400.2 7 0,5581 0,0577 0,10338649  4,293076923
ZjuHsp40-158 scaffold Prupe.7G234400.1 7 0,5558 0,0566 0,101835193 4,275384615
ZjuHsp40-158 scaffold Prupe.7G234400.2 7 0,5529 0,0568 0,102731054 4,253076923
ZjuHsp40-159 scaffold Prupe.1G438600.1 1 0,6500 0,1720 0,264615385 5
ZjuHsp40-160 scaffold Prupe.1G438600.1 1 0,6500 0,1720 0,264615385 5
ZjuHsp40-161 scaffold Prupe.1G438600.1 1 0,6500 0,1720 0,264615385 5
ZjuHsp40-162 scaffold Prupe.1G438600.1 1 0,6500 0,1720 0,264615385 5
ZjuHsp40-163 scaffold Prupe.2G072900.4 2 2,7038 0,0463 0,017124048 20,79846154
ZjuHsp40-163 scaffold Prupe.2G072900.2 2 2,5336 0,0464 0,018313862 19,48923077
ZjuHsp40-163 scaffold Prupe.2G072900.3 2 3,1250 0,0483 0,015456  24,03846154
ZjuHsp40-163 scaffold Prupe.2G072900.5 2 2,5338 0,0464 0,018312416 19,49076923
ZjuHsp40-163 scaffold Prupe.2G072900.1 2 2,5336 0,0464 0,018313862 19,48923077
ZjuHsp40-164 scaffold Prupe.1G438600.1 1 0,6609 0,1794 0,271448025 5,083846154
ZjuHsp40-165 scaffold Prupe.7G241200.1 7 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-165 scaffold Prupe.7G241200.2 7 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-165 scaffold Prupe.1G134600.2 1 7,7543 0,5263 0,067872019 59,64846154
ZjuHsp40-165 scaffold Prupe.1G134600.1 1 7,7539 0,5263 0,067875521 59,64538462
ZjuHsp40-166 scaffold Prupe.7G241200.1 7 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-166 scaffold Prupe.7G241200.2 7 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-166 scaffold Prupe.1G134600.2 1 7,7543 0,5263 0,067872019 59,64846154
ZjuHsp40-166 scaffold Prupe.1G134600.1 1 7,7539 0,5263 0,067875521 59,64538462
ZjuHsp40-167 scaffold Prupe.7G241200.1 7 0,9090 0,1239 0,13630363 6,992307692
ZjuHsp40-167 scaffold Prupe.7G241200.2 7 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-167 scaffold Prupe.1G134600.2 1 7,7543 0,5263 0,067872019 59,64846154
ZjuHsp40-167 scaffold Prupe.1G134600.1 1 7,7539 0,5263 0,067875521 59,64538462
ZjuHsp40-168 scaffold Prupe.7G241200.1 7 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-168 scaffold Prupe.7G241200.2 1 0,9090 0,1239 0,13630363  6,992307692
ZjuHsp40-168 scaffold Prupe.1G134600.2 1 7,7543 0,5263 0,067872019 59,64846154
ZjuHsp40-168 scaffold Prupe.1G134600.1 7 7,7539 0,5263 0,067875521 59,64538462
ZjuHsp40-169 scaffold Prupe.7G068800.1 7 0,5938 0,0964 0,162344224 4,567692308
ZjuHsp40-169 scaffold Prupe.7G068800.2 7 0,6358 0,0959 0,150833595 4,890769231
ZjuHsp40-170 scaffold Prupe.7G091100.1 7 0,7463 0,2110 0,282728125 5,740769231
ZjuHsp40-171 scaffold Prupe.1G182300.1 1 1,3577 0,2177 0,160344701 10,44384615
ZjuHsp40-171 scaffold Prupe.5G141000.2 5 1,5723 0,2214 0,140812822 12,09461538
ZjuHsp40-171 scaffold Prupe.5G141000.1 5 1,5723 0,2214 0,140812822 12,09461538
ZjuHsp40-172 scaffold Prupe.1G182300.1 1 1,3577 0,2177 0,160344701 10,44384615
ZjuHsp40-172 scaffold Prupe.5G141000.2 5 1,5723 0,2214 0,140812822 12,09461538
ZjuHsp40-172 scaffold Prupe.5G141000.1 5 1,5723 0,2214 0,140812822 12,09461538
ZjuHsp40-173 scaffold Prupe.6G224500.13 6 0,7558 0,1867 0,247023022 5,813846154
ZjuHsp40-173 scaffold Prupe.6G224500.1 6 0,7558 0,1867 0,247023022 5,813846154
ZjuHsp40-173 scaffold Prupe.6G224500.6 6 0,7804 0,1902 0,243721169 6,003076923
ZjuHsp40-173 scaffold Prupe.6G224500.5 6 0,7722 0,1956 0,253302253 5,94
ZjuHsp40-173 scaffold Prupe.6G224500.15 6 0,7902 0,1866 0,236142749 6,078461538
ZjuHsp40-173 scaffold Prupe.6G224500.16 6 0,7236 0,1651 0,228164732 5,566153846
ZjuHsp40-173 scaffold Prupe.6G224500.9 6 0,7236 0,1651 0,228164732 5,566153846
ZjuHsp40-173 scaffold Prupe.6G224500.4 6 0,8442 0,1964 0,232646292 6,493846154
ZjuHsp40-173 scaffold Prupe.6G224500.10 6 0,8469 0,1983 0,234148069 6,514615385
ZjuHsp40-173 scaffold Prupe.6G224500.18 6 0,8444 0,1921 0,227498816  6,495384615
ZjuHsp40-173 scaffold Prupe.6G224500.12 6 0,8444 0,1921 0,227498816 6,495384615
ZjuHsp40-173 scaffold Prupe.6G224500.2 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-173 scaffold Prupe.6G224500.14 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-173 scaffold Prupe.6G224500.17 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-173 scaffold Prupe.6G224500.7 6 0,7470 0,1752 0,234538153  5,746153846
ZjuHsp40-173 scaffold Prupe.6G224500.11 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-173 scaffold Prupe.6G224500.3 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-173 scaffold Prupe.6G224500.8 6 0,8642 0,1877 0,217195094 6,647692308
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ZjuHsp40-174 scaffold Prupe.6G224500.13 6 0,7465 0,1870 0,250502344 5,742307692
ZjuHsp40-174 scaffold Prupe.6G224500.1 6 0,7465 0,1870 0,250502344 5,742307692
ZjuHsp40-174 scaffold Prupe.6G224500.6 6 0,7804 0,1902 0,243721169 6,003076923
ZjuHsp40-174 scaffold Prupe.6G224500.15 6 0,7902 0,1866 0,236142749 6,078461538
ZjuHsp40-174 scaffold Prupe.6G224500.5 6 0,7722 0,1956 0,253302253 5,94
ZjuHsp40-174 scaffold Prupe.6G224500.4 6 0,8442 0,1964 0,232646292 6,493846154
ZjuHsp40-174 scaffold Prupe.6G224500.18 6 0,8444 0,1921 0,227498816 6,495384615
ZjuHsp40-174 scaffold Prupe.6G224500.16 6 0,7107 0,1655 0,232869002 5,466923077
ZjuHsp40-174 scaffold Prupe.6G224500.12 6 0,8444 0,1921 0,227498816 6,495384615
ZjuHsp40-174 scaffold Prupe.6G224500.9 6 0,7107 0,1655 0,232869002 5,466923077
ZjuHsp40-174 scaffold Prupe.6G224500.10 6 0,8469 0,1983 0,234148069 6,514615385
ZjuHsp40-174 scaffold Prupe.6G224500.2 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-174 scaffold Prupe.6G224500.14 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-174 scaffold Prupe.6G224500.17 6 0,8647 0,2078 0,24031456  6,651538462
ZjuHsp40-174 scaffold Prupe.6G224500.7 6 0,7332 0,1757 0,239634479 5,64
ZjuHsp40-174 scaffold Prupe.6G224500.11 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-174 scaffold Prupe.6G224500.3 6 0,8994 0,2169 0,241160774 6,918461538
ZjuHsp40-174 scaffold Prupe.6G224500.8 6 0,8642 0,1877 0,217195094 6,647692308

Mean 24,39160463 0,338407725 0,157703044 187,5221521

Table S3.3 Calculation of divergence time rates and Ka/Ks ratios of orthologous ZjuHsp60 gene pairs between jujube and peach,
banana, orange, Arabidopsis.

Z. jujuba — A. thaliana

ID Chromosome Gene 1Ds Chromosome Ks Ka Ka/Ks Mya
ZjuHsp60-01 AT1G34260.1 6,6624 0,6744 0,101224784  51,24923077
ZjuHsp60-01 AT1G71010.1 1,8976 0,2876 0,151559865 14,59692308
ZjuHsp60-01 AT3G14270.1 8,5285 0,5061 0,059342206  65,60384615

ZjuHsp60-01 AT4G33240.1 10,5927 0,5014 0,047334485  81,48230769

ZjuHsp60-01 AT4G33240.2 10,8045 0,5009 0,046360313  83,11153846
ZjuHsp60-01 ATA4G33240.3 10,5125 0,502 0,047752675  80,86538462
ZjuHsp60-02 AT5G20890.1 1,9325 0,0472 0,024424321  14,86538462

AT3G20050.1
AT3G11830.1
AT3G11830.2
AT3G18190.1
AT1G24510.1
AT1G24510.2
AT3G02530.1
AT5G16070.1

ZjuHsp60-02
ZjuHsp60-02
ZjuHsp60-02
ZjuHsp60-02
ZjuHsp60-02
ZjuHsp60-02
ZjuHsp60-02
ZjuHsp60-02

19,3904 0,7301 0,037652653  149,1569231
53,3272 0,7191 0,013484676  410,2092308
53,3223 0,722 0,013540301  410,1715385
51,7433 0,7166 0,013849136  398,0253846
51,9864 0,7775 0,014955835  399,8953846
52,1931 0,8246 0,015799023  401,4853846
51,7831 0,8421 0,016262062  398,3315385
50,9543 0,8729 0,017131037  391,9561538

ZjuHsp60-02 AT5G26360.1 53,7698 0,844 0,015696543  413,6138462
ZjuHsp60-02 AT3G03960.1 49,555 0,9751 0,019677126  381,1923077
ZjuHsp60-03 AT3G14270.1 1,8491 0,2491 0,134714185 14,22384615
ZjuHsp60-03 AT1G71010.1 10,9487 0,4873 0,044507567  84,22076923
ZjuHsp60-03 ATA4G33240.2 3,6381 0,3135 0,086171353  27,98538462
ZjuHsp60-03 ATA4G33240.1 3,6378 0,3135 0,08617846  27,98307692
ZjuHsp60-03 AT1G34260.1 10,2899 0,6085 0,059135657  79,15307692
ZjuHsp60-03 AT4G33240.3 3,5616 0,3156 0,08861186  27,39692308
ZjuHsp60-04 AT3G14270.1 1,8608 0,2528 0,135855546  14,31384615
ZjuHsp60-04 AT1G71010.1 12,6834 0,5222 0,041171926  97,56461538
ZjuHsp60-04 ATA4G33240.2 3,3265 0,3229 0,097068991  25,58846154
ZjuHsp60-04 ATA4G33240.1 3,2967 0,3248 0,098522765  25,35923077
ZjuHsp60-04 ATA4G33240.3 3,2367 0,3267 0,100936139  24,89769231
ZjuHsp60-04 AT1G34260.1 10,1815 0,6276 0,061641212  78,31923077
ZjuHsp60-05 AT3G11830.1 1,8088 0,0407 0,022501106  13,91384615
ZjuHsp60-05 AT3G11830.2 1,8125 0,0408 0,022510345  13,94230769

ZjuHsp60-05
ZjuHsp60-05
ZjuHsp60-05
ZjuHsp60-05
ZjuHsp60-05
ZjuHsp60-05
ZjuHsp60-05

AT3G20050.1
AT5G20890.1
AT5G26360.1
AT3G18190.1
AT1G24510.1
AT3G03960.1
AT1G24510.2

51,7513 0,7164 0,013843131  398,0869231
38,6093 0,7213 0,018682027  296,9946154
54,2288 0,801 0,014770749  417,1446154
52,9695 0,7417 0,014002398  407,4576923
55,2924 0,8568 0,015495801  425,3261538
49,7723 0,9281 0,018646918  382,8638462
55,2954 0,8567 0,015493151  425,3492308

NRONRNRRNNNNNONNNNNRRRRRRRRRRRRRRRRERRRRRERRRRERERREERRE
WWUIWRWRWATWWWRARMDMRPWARADMPRPWWUIUWRRPWOWOWWWADMDDWRR

ZjuHsp60-05 AT3G02530.1 52,4166 0,959 0,018295731  403,2046154
ZjuHsp60-05 AT5G16070.1 52,3463 0,9595 0,018329853  402,6638462
ZjuHsp60-06 AT3G11830.1 1,8089 0,0407 0,022499862  13,91461538
ZjuHsp60-06 AT3G11830.2 1,8126 0,0408 0,022509103  13,94307692
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ZjuHsp60-06 2 AT3G20050.1 3 51,751 0,7162 0,013839346  398,0846154
ZjuHsp60-06 2 AT5G20890.1 5 38,578 0,7212 0,018694593  296,7538462
ZjuHsp60-06 2 AT5G26360.1 5 54,2305 0,801 0,014770286 417,1576923
ZjuHsp60-06 2 AT3G18190.1 3 50,4412 0,7420 0,014710197  388,0092308
ZjuHsp60-06 2 AT1G24510.1 1 53,889 0,8109 0,015047598  414,5307692
ZjuHsp60-06 2 AT3G03960.1 3 49,7724 0,9280 0,018644871  382,8646154
ZjuHsp60-06 2 AT1G24510.2 1 55,295 0,8567 0,015493263  425,3461538
ZjuHsp60-06 2 AT3G02530.1 3 52,4191 0,9589 0,01829295  403,2238462
ZjuHsp60-06 2 AT5G16070.1 5 52,3453 0,959 0,018328293  402,6561538
ZjuHsp60-09 2 AT2G28000.1 2 4,2154 0,0795 0,01885942  32,42615385
ZjuHsp60-09 2 AT5G18820.1 5 30,4822 0,3101 0,01017315  32,42615385
ZjuHsp60-09 2 AT5G56500.2 5 52,8725 0,4643 0,008781503  406,7115385
ZjuHsp60-09 2 AT5G56500.1 5 50,6966 0,4642 0,009156433  389,9738462
ZjuHsp60-09 2 AT1G55490.1 1 49,4368 0,4625 0,009355379  380,2830769
ZjuHsp60-09 2 AT1G55490.2 1 49,4393 0,4626 0,009356929  380,3023077
ZjuHsp60-09 2 AT3G13470.1 1 46,5139 0,4648 0,009992712  357,7992308
ZjuHsp60-09 2 AT1G26230.1 1 49,8981 0,5511 0,011044509  383,8315385
ZjuHsp60-09 2 AT2G33210.1 2 50,1093 0,5565 0,011105723  385,4561538
ZjuHsp60-09 2 AT1G26230.2 1 49,354 0,5241 0,0106192  379,6461538
ZjuHsp60-09 2 AT2G33210.2 2 50,0117 0,5558 0,011113399  384,7053846
ZjuHsp60-09 2 AT3G23990.1 3 50,2573 0,5643 0,01122822  386,5946154
ZjuHsp60-09 2 AT3G13860.1 3 49,8019 0,5805 0,011656182  383,0915385
ZjuHsp60-10 4 AT3G13470.1 3 2,4884 0,0708 0,028452017  19,14153846
ZjuHsp60-10 4 AT1G55490.1 1 4,7675 0,0775 0,016255899  36,67307692
ZjuHsp60-10 4 AT5G56500.2 5 5,2664 0,0883 0,016766672  40,51076923
ZjuHsp60-10 4 AT1G55490.2 1 4,7676 0,0775 0,016255558  36,67384615
ZjuHsp60-10 4 AT5G56500.1 5 5,2665 0,0883 0,016766353  40,51153846
ZjuHsp60-10 4 AT1G26230.1 1 5,8886 0,2381 0,040434059  45,29692308
ZjuHsp60-10 4 AT1G26230.2 1 5,9192 0,2247 0,037961211  45,53230769
ZjuHsp60-10 4 AT2G28000.1 2 40,9509 0,4871 0,011894732  315,0069231
ZjuHsp60-10 4 AT2G33210.1 2 51,0265 0,5586 0,010947253  392,5115385
ZjuHsp60-10 4 AT3G23990.1 3 51,1976 0,5642 0,011020048  393,8276923
ZjuHsp60-10 4 AT2G33210.2 2 51,0182 0,5584 0,010945114  392,4476923
ZjuHsp60-10 4 AT3G13860.1 3 50,0918 0,5705 0,01138909  385,3215385
ZjuHsp60-10 4 AT5G18820.1 5 50,2446 0,5490 0,010926547  386,4969231
ZjuHsp60-11 4 AT5G26360.1 5 2,2454 0,0389 0,017324307  17,27230769
ZjuHsp60-11 4 AT1G24510.1 1 55,1799 0,7098 0,01286338  424,4607692
ZjuHsp60-11 4 AT3G18190.1 3 51,4433 0,8264 0,016064288 395,7176923
ZjuHsp60-11 4 AT1G24510.2 1 55,8768 0,7438 0,013311428  429,8215385
ZjuHsp60-11 4 AT3G20050.1 3 49,5093 0,809 0,016340364  380,8407692
ZjuHsp60-11 4 AT3G03960.1 3 50,8601 0,8886 0,017471456  391,2315385
ZjuHsp60-11 4 AT5G20890.1 5 51,7567 0,8426 0,016280018  398,1284615
ZjuHsp60-11 4 AT5G16070.1 5 51,7116 0,8925 0,017259184  397,7815385
ZjuHsp60-11 4 AT3G02530.1 3 51,3665 0,9259 0,018025367  395,1269231
ZjuHsp60-12 4 AT3G02530.1 3 1,8152 0,0774 0,042639929  13,96307692
ZjuHsp60-12 4 AT5G16070.1 5 2,8388 0,0853 0,030047908  21,83692308
ZjuHsp60-13 5 AT3G18190.1 3 5,1657 0,054 0,010453569  39,73615385
ZjuHsp60-13 5 AT1G24510.1 1 0,2375 16,1813  68,13178947  1,826923077
ZjuHsp60-13 5 AT3G20050.1 3 47,4814 0,7782 0,016389576  365,2415385
ZjuHsp60-13 5 AT5G20890.1 5 49,7078 0,7509 0,015106281  382,3676923
ZjuHsp60-13 5 AT1G24510.2 1 54,6482 0,6642 0,012154106  420,3707692
ZjuHsp60-13 5 AT3G11830.1 3 50,9314 0,7903 0,01551695 391,78
ZjuHsp60-13 5 AT3G11830.2 3 50,843 0,795 0,015636371 3911
ZjuHsp60-13 5 AT5G26360.1 5 48,8402 0,8613 0,017635063  375,6938462
ZjuHsp60-13 5 AT3G03960.1 3 48,8859 0,8948 0,018303846  376,0453846
ZjuHsp60-13 5 AT5G16070.1 5 0,1286 12,7326 99,00933126  0,989230769
ZjuHsp60-13 5 AT3G02530.1 3 48,4534 0,8875 0,018316568  372,7184615
ZjuHsp60-14 6 AT1G34260.1 1 2,2359 0,4145 0,185383962  17,19923077
ZjuHsp60-14 6 ATA4G33240.3 4 30,4717 0,6468 0,021226253  234,3976923
ZjuHsp60-14 6 ATA4G33240.1 4 31,1833 0,6533 0,020950316  239,8715385
ZjuHsp60-14 6 AT4G33240.2 4 40,1726 0,6497 0,016172715 309,02
ZjuHsp60-14 6 AT3G14270.1 3 9,8899 0,6223 0,06292278  76,07615385
ZjuHsp60-14 6 AT1G71010.1 1 9,4956 0,688 0,072454611  73,04307692
ZjuHsp60-15 8 AT3G14270.1 3 2,3195 0,2954 0,127355033  17,84230769
ZjuHsp60-15 8 AT4G33240.2 4 1,755 0,2873 0,163703704 13,5
ZjuHsp60-15 8 ATA4G33240.1 4 1,755 0,2873 0,163703704 13,5
ZjuHsp60-15 8 AT4G33240.3 4 1,7548 0,2873 0,163722362  13,49846154
ZjuHsp60-15 8 AT1G71010.1 1 6,8691 0,5395 0,078540129  52,83923077
ZjuHsp60-16 8 AT1G71010.1 1 6,8686 0,5395 0,078545846  52,83538462
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ZjuHsp60-16 8 AT3G14270.1 3 2,3195 0,2954 0,127355033  17,84230769
ZjuHsp60-16 8 AT4G33240.2 4 1,755 0,2873 0,163703704 13,5
ZjuHsp60-16 8 AT4G33240.1 4 1,755 0,2873 0,163703704 13,5
ZjuHsp60-16 8 ATA4G33240.3 4 1,7548 0,2873 0,163722362  13,49846154
ZjuHsp60-16 8 AT1G34260.1 1 17,0877 0,6612 0,0386945  131,4438462
ZjuHsp60-17 8 AT1G71010.1 1 6,8695 0,5395 0,078535556  52,84230769
ZjuHsp60-17 8 AT3G14270.1 3 2,3195 0,2954 0,127355033  17,84230769
ZjuHsp60-17 8 AT4G33240.2 4 1,755 0,2873 0,163703704 13,5
ZjuHsp60-17 8 AT4G33240.1 4 1,755 0,2873 0,163703704 13,5
ZjuHsp60-17 8 AT4G33240.3 4 1,7548 0,2873 0,163722362  13,49846154
ZjuHsp60-17 8 AT1G34260.1 3 17,0588 0,6612 0,038760053  131,2215385
ZjuHsp60-18 8 AT3G20050.1 3 2,1823 0,0556 0,025477707  16,78692308
ZjuHsp60-18 8 AT3G11830.1 3 52,0696 0,7122 0,013677847  400,5353846
ZjuHsp60-18 8 AT3G11830.2 3 52,1897 0,708 0,013565895  401,4592308
ZjuHsp60-18 8 AT3G18190.1 3 50,2426 0,735 0,01462902  386,4815385
ZjuHsp60-18 8 AT5G20890.1 5 27,1146 0,7388 0,027247313  208,5738462
ZjuHsp60-18 8 AT5G26360.1 5 51,4476 0,825 0,016035733  395,7507692
ZjuHsp60-18 8 AT1G24510.1 1 51,218 0,8316 0,016236479  393,9846154
ZjuHsp60-18 8 AT3G03960.1 3 48,4443 0,9041 0,01866267  372,6484615
ZjuHsp60-18 8 AT3G02530.1 3 31,987 0,906 0,028324007  246,0538462
ZjuHsp60-18 8 AT5G16070.1 5 43,2844 0,9266 0,021407251  332,9569231
ZjuHsp60-19 8 AT3G13860.1 3 2,5882 0,1332 0,051464338  19,90923077
ZjuHsp60-19 8 AT3G23990.1 3 7,1290 0,1843 0,025852153  54,83846154
ZjuHsp60-19 8 AT2G33210.1 2 10,6765 0,204 0,019107385  82,12692308
ZjuHsp60-19 8 AT2G33210.2 2 11,0743 0,2036 0,018384909  85,18692308
ZjuHsp60-19 8 AT5G56500.2 5 53,5088 0,6161 0,011513994  411,6061538
ZjuHsp60-19 8 AT5G56500.1 5 53,5065 0,6162 0,011516358  411,5884615
ZjuHsp60-19 8 AT1G55490.1 1 50,213 0,6088 0,01212435  386,2538462
ZjuHsp60-19 8 AT1G55490.2 1 50,2132 0,6089 0,012126293  386,2553846
ZjuHsp60-19 8 AT3G13470.1 3 50,2238 0,6048 0,0120421  386,3369231
ZjuHsp60-19 8 AT1G26230.1 1 51,7266 0,619 0,011966764 397,8969231
ZjuHsp60-19 8 AT1G26230.2 1 51,046 0,5991 0,011736473  392,6615385
ZjuHsp60-19 8 AT2G28000.1 2 51,3891 0,6084 0,011839086  395,3007692
ZjuHsp60-19 8 AT5G18820.1 5 50,9817 0,7014 0,013757878  392,1669231
ZjuHsp60-20 9 AT3G23990.1 3 2,3096 0,0711 0,030784551  17,76615385
ZjuHsp60-20 9 AT2G33210.1 2 3,6442 0,0907 0,024888864  28,03230769
ZjuHsp60-20 9 AT2G33210.2 2 3,6632 0,0905 0,024705176  28,17846154
ZjuHsp60-20 9 AT3G13860.1 3 6,2003 0,1956 0,031546861 47,69461538
ZjuHsp60-20 9 AT5G56500.2 5 53,291 0,5332 0,010005442  409,9307692
ZjuHsp60-20 9 AT5G56500.1 5 53,2926 0,5334 0,010008894  409,9430769
ZjuHsp60-20 9 AT3G13470.1 3 51,1927 0,5503 0,01074958 393,79
ZjuHsp60-20 9 AT1G55490.1 1 51,0753 0,5385 0,010543257  392,8869231
ZjuHsp60-20 9 AT1G55490.2 1 51,0768 0,5385 0,010542947  392,8984615
ZjuHsp60-20 9 AT1G26230.1 1 52,0819 0,5765 0,011069105 400,63
ZjuHsp60-20 9 AT1G26230.2 1 51,2295 0,5409 0,01055837  394,0730769
ZjuHsp60-20 9 AT2G28000.1 2 51,1867 0,5648 0,011034116  393,7438462
ZjuHsp60-20 9 AT5G18820.1 5 13,6626 0,6568 0,048072841  105,0969231
ZjuHsp60-21 10 AT1G24510.1 1 2,0125 0,0513 0,025490683  15,48076923
ZjuHsp60-21 10 AT1G24510.2 1 1,8649 0,0484 0,025953134  14,34538462
ZjuHsp60-21 10 AT3G18190.1 3 53,7815 0,6623 0,012314644  413,7038462
ZjuHsp60-21 10 AT5G26360.1 5 54,9394 0,756 0,013760616  422,6107692
ZjuHsp60-21 10 AT5G20890.1 5 51,1467 0,7619 0,014896367 393,4361538
ZjuHsp60-21 10 AT3G20050.1 3 50,4904 0,8263 0,016365487  388,3876923
ZjuHsp60-21 10 AT3G11830.1 3 30,1795 0,8169 0,027068043 232,15
ZjuHsp60-21 10 AT3G11830.2 3 34,1522 0,8059 0,023597309  262,7092308
ZjuHsp60-21 10 AT5G16070.1 5 52,0478 0,9093 0,017470479  400,3676923
ZjuHsp60-21 10 AT3G02530.1 3 52,1901 0,9077 0,017392187  401,4623077
ZjuHsp60-21 10 AT3G03960.1 3 51,8389 0,9521 0,018366516  398,7607692
ZjuHsp60-22 10 AT1G24510.1 1 2,0125 0,0513 0,025490683  15,48076923
ZjuHsp60-22 10 AT1G24510.2 1 1,865 0,0484 0,025951743  14,34615385
ZjuHsp60-22 10 AT3G18190.1 3 53,7859 0,6623 0,012313636  413,7376923
ZjuHsp60-22 10 AT5G26360.1 5 54,9412 0,756 0,013760165 422,6246154
ZjuHsp60-22 10 AT5G20890.1 5 51,1476 0,7619 0,014896105 393,4430769
ZjuHsp60-22 10 AT3G20050.1 3 50,4907 0,8264 0,016367371 388,39
ZjuHsp60-22 10 AT3G11830.1 3 29,9599 0,817 0,027269784  230,4607692
ZjuHsp60-22 10 AT3G11830.2 3 34,0941 0,8059 0,023637521  262,2623077
ZjuHsp60-22 10 AT5G16070.1 5 52,0477 0,9094 0,017472434  400,3669231
ZjuHsp60-22 10 AT3G02530.1 3 52,1893 0,9078 0,01739437  401,4561538
ZjuHsp60-22 10 AT3G03960.1 3 51,8384 0,9521 0,018366693  398,7569231
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ZjuHsp60-23 10 AT3G14470.1 3 52,1405 0,5841 0,011202424  401,0807692
ZjuHsp60-24 10 AT1G26230.1 1 2,3622 0,184 0,077893489  18,17076923
ZjuHsp60-24 10 AT1G26230.2 1 2,6568 0,1796 0,06760012  20,43692308
ZjuHsp60-24 10 AT1G55490.1 1 19,2868 0,231 0,011977104 148,36
ZjuHsp60-24 10 AT1G55490.2 1 19,4394 0,231 0,011883083  149,5338462
ZjuHsp60-24 10 AT3G13470.1 3 13,5767 0,2448 0,018030891  104,4361538
ZjuHsp60-24 10 AT5G56500.2 5 23,3696 0,2487 0,010642031  179,7661538
ZjuHsp60-24 10 AT5G56500.1 5 23,1341 0,2487 0,010750364  177,9546154
ZjuHsp60-24 10 AT2G28000.1 2 0,1697 16,5628  97,60047142 1,305384615
ZjuHsp60-24 10 AT3G23990.1 3 53,6616 0,5783 0,010776794  412,7815385
ZjuHsp60-24 10 AT2G33210.1 2 21,7921 0,6045 0,02773941  167,6315385
ZjuHsp60-24 10 AT2G33210.2 2 17,7256 0,5984 0,033759083  136,3507692
ZjuHsp60-24 10 AT3G13860.1 3 51,9435 0,6063 0,011672298  399,5653846
ZjuHsp60-24 10 AT5G18820.1 5 51,9289 0,5525 0,010639548  399,4530769
ZjuHsp60-25 10 AT1G26230.1 1 2,0638 0,1617 0,078350615 15,87538462
ZjuHsp60-25 10 AT1G26230.2 1 2,1317 0,1552 0,072805742  16,39769231
ZjuHsp60-25 10 AT1G55490.1 1 19,9836 0,228 0,011409356 153,72
ZjuHsp60-25 10 AT1G55490.2 1 20,0149 0,228 0,011391513  153,9607692
ZjuHsp60-25 10 AT3G13470.1 3 14,3893 0,2409 0,016741607 110,6869231
ZjuHsp60-25 10 AT5G56500.2 5 17,765 0,2448 0,013779904  136,6538462
ZjuHsp60-25 10 AT5G56500.1 5 17,7786 0,2448 0,013769363  136,7584615
ZjuHsp60-25 10 AT2G28000.1 2 52,3032 0,5028 0,009613179  402,3323077
ZjuHsp60-25 10 AT3G23990.1 3 54,4252 0,5684 0,010443692  418,6553846
ZjuHsp60-25 10 AT2G33210.1 2 27,7061 05771 0,020829348  213,1238462
ZjuHsp60-25 10 AT2G33210.2 2 26,3421 0,5698 0,021630774  202,6315385
ZjuHsp60-25 10 AT3G13860.1 3 52,974 0,5857 0,011056367  407,4923077
ZjuHsp60-25 10 AT5G18820.1 5 52,9942 0,5591 0,010550211  407,6476923
ZjuHsp60-28 12 AT3G03960.1 3 1,6091 0,0942 0,058542042  12,37769231
ZjuHsp60-29 scaffold AT3G23990.1 3 1,7021 0,0516 0,030315493  13,09307692
ZjuHsp60-29 scaffold AT2G33210.1 2 2,8287 0,0678 0,023968607  21,75923077
ZjuHsp60-29 scaffold AT2G33210.2 2 2,8658 0,0675 0,023553632  22,04461538
ZjuHsp60-29 scaffold AT3G13860.1 3 6,6447 0,1966 0,029587491  51,11307692
ZjuHsp60-29 scaffold AT5G56500.2 5 53,6914 0,5385 0,010029539  413,0107692
ZjuHsp60-29 scaffold AT5G56500.2 5 53,6909 0,5386 0,010031495  413,0069231
ZjuHsp60-29 scaffold AT5G56500.1 5 53,6917 0,5386 0,010031346  413,0130769
ZjuHsp60-29 scaffold AT3G13470.1 3 51,2435 0,5511 0,010754535  394,1807692
ZjuHsp60-29 scaffold AT1G55490.1 1 51,0779 0,5471 0,01071109  392,9069231
ZjuHsp60-29 scaffold AT1G55490.2 1 51,0758 0,5472 0,010713489  392,8907692
ZjuHsp60-29 scaffold AT2G28000.1 2 52,194 0,553 0,010595088  401,4923077
ZjuHsp60-29 scaffold AT1G26230.1 1 51,8294 0,5959 0,011497335 398,6876923
ZjuHsp60-29 scaffold AT1G26230.2 1 51,1623 0,5572 0,010890832  393,5561538
ZjuHsp60-29 scaffold AT5G18820.1 5 51,3513 0,6455 0,012570276 395,01
ZjuHsp60-30 scaffold AT3G03960.1 3 1,4957 0,0893 0,059704486  11,50538462
ZjuHsp60-30 scaffold AT3G18190.1 3 51,3484 0,859 0,016728856  394,9876923
ZjuHsp60-30 scaffold AT3G20050.1 3 48,3217 0,8723 0,018051931  371,7053846
ZjuHsp60-30 scaffold AT3G11830.1 3 50,7035 0,9058 0,017864644  390,0269231
ZjuHsp60-30 scaffold AT5G26360.1 5 52,805 0,8916 0,016884765  406,1923077
ZjuHsp60-30 scaffold AT3G11830.2 3 50,7135 0,9071 0,017886756  390,1038462
ZjuHsp60-30 scaffold AT1G24510.1 1 53,5225 0,9239 0,017261899  411,7115385
ZjuHsp60-31 scaffold AT3G03960.1 3 1,4957 0,0893 0,059704486  11,50538462
ZjuHsp60-31 scaffold AT3G18190.1 3 51,3467 0,8591 0,016731358  394,9746154
ZjuHsp60-31 scaffold AT3G20050.1 3 48,3208 0,8724 0,018054337  371,6984615
ZjuHsp60-31 scaffold AT3G11830.1 3 50,7026 0,9059 0,017866934 390,02
ZjuHsp60-31 scaffold AT5G26360.1 5 52,8037 0,8916 0,01688518  406,1823077
ZjuHsp60-31 scaffold AT3G11830.2 3 50,7144 0,9071 0,017886439  390,1107692
ZjuHsp60-31 scaffold AT1G24510.1 1 53,5211 0,9239 0,017262351  411,7007692
ZjuHsp60-32 scaffold AT5G20720.2 5 2,2837 0,1488 0,06515742  17,56692308
ZjuHsp60-32 scaffold AT5G20720.1 5 2,2837 0,1488 0,06515742  17,56692308
ZjuHsp60-32 scaffold AT5G20720.3 5 2,2837 0,1488 0,06515742  17,56692308
ZjuHsp60-36 scaffold AT5G20720.2 5 2,2522 0,1489 0,066113134  17,32461538
ZjuHsp60-36 scaffold AT5G20720.1 5 2,2522 0,1489 0,066113134  17,32461538
ZjuHsp60-36 scaffold AT5G20720.3 5 2,2522 0,1489 0,066113134  17,32461538
ZjuHsp60-37 scaffold AT3G60210.1 3 2,7371 0,1728 0,063132513  21,05461538
ZjuHsp60-37 scaffold AT2G44650.1 2 2,6336 0,197 0,074802552  20,25846154
ZjuHsp60-38 scaffold AT5G18820.1 5 2,5706 0,1716 0,066754843  19,77384615
ZjuHsp60-38 scaffold AT2G28000.1 2 51,3505 0,2915 0,005676673  395,0038462
ZjuHsp60-38 scaffold AT1G55490.1 1 52,3686 0,5272 0,010067101  402,8353846
ZjuHsp60-38 scaffold AT1G55490.2 1 52,3675 0,5271 0,010065403  402,8269231
ZjuHsp60-38 scaffold AT5G56500.2 5 56,3197 0,5024 0,008920502  433,2284615
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ZjuHsp60-38 scaffold AT5G56500.1 5 56,3171 0,5026 0,008924465  433,2084615
ZjuHsp60-38 scaffold AT3G13470.1 3 52,2436 0,5408 0,010351507 401,8738462
ZjuHsp60-38 scaffold AT1G26230.1 1 52,5981 0,5814 0,011053631  404,6007692
ZjuHsp60-38 scaffold AT1G26230.2 1 52,6273 0,5557 0,010559158  404,8253846
ZjuHsp60-38 scaffold AT3G23990.1 3 52,994 0,6305 0,011897573  407,6461538
ZjuHsp60-38 scaffold AT2G33210.1 2 52,6535 0,621 0,011794088  405,0269231
ZjuHsp60-38 scaffold AT2G33210.2 2 52,5697 0,6201 0,011795768  404,3823077
ZjuHsp60-38 scaffold AT3G13860.1 3 52,988 0,647 0,012210312 407,6
ZjuHsp60-39 scaffold AT5G18820.1 5 3,8256 0,2351 0,061454412  29,42769231
ZjuHsp60-39 scaffold AT2G28000.1 2 51,976 0,3381 0,006504925 399,8153846
ZjuHsp60-39 scaffold AT5G56500.2 5 56,9331 0,5704 0,010018776  437,9469231
ZjuHsp60-39 scaffold AT5G56500.1 5 56,9309 0,5704 0,010019164 437,93
ZjuHsp60-39 scaffold AT1G55490.1 1 53,3607 0,5734 0,010745736  410,4669231
ZjuHsp60-39 scaffold AT1G55490.2 1 53,3604 0,5733 0,010743922 410,4646154
ZjuHsp60-39 scaffold AT3G13470.1 3 53,0387 0,5922 0,011165432 407,99
ZjuHsp60-39 scaffold AT1G26230.1 1 52,9114 0,6459 0,012207199  407,0107692
ZjuHsp60-39 scaffold AT3G23990.1 3 54,5048 0,6826 0,012523668 419,2676923
ZjuHsp60-39 scaffold AT1G26230.2 1 53,0175 0,6228 0,011747065 407,8269231
ZjuHsp60-39 scaffold AT2G33210.1 2 53,8932 0,6905 0,012812377 414,5630769
ZjuHsp60-39 scaffold AT2G33210.2 2 53,7666 0,6901 0,012835106  413,5892308
ZjuHsp60-39 scaffold AT3G13860.1 3 53,8501 0,7069 0,013127181  414,2315385

Mean 32,8711 0,69085  0,021016775 252,8548661

Z. jujuba — C. cinensis
ID Chromosome Gene I1Ds Chromosome Ks Ka Ka/Ks Mya

ZjuHsp60-01 1 orangel.1g002527m scaffold 5,8268 0,6063 0,104053683 44,82153846
ZjuHsp60-01 1 orangel.1g000391m scaffold 6,1236 0,7073 0,115503952 47,10461538
ZjuHsp60-01 1 orangel.1g000362m scaffold 5,5584 0,6466 0,11632844  42,75692308
ZjuHsp60-01 1 orangel.1g000317m scaffold 5,6865 0,6656 0,117049151 43,74230769
ZjuHsp60-01 1 orangel.1g000313m scaffold 5,8155 0,6636 0,114108847 44,73461538
ZjuHsp60-01 1 orangel.1g000311m scaffold 5,8156 0,6636 0,114106885 44,73538462
ZjuHsp60-01 1 orangel.1g000312m scaffold 5,8154 0,6636 0,114110809 44,73384615
ZjuHsp60-01 1 orangel.1g000300m scaffold 5,8369 0,6637 0,113707619 44,89923077
ZjuHsp60-01 1 orangel.1g000298m scaffold 5,7453 0,663 0,115398674 44,19461538
ZjuHsp60-01 1 orangel1.1g000606m scaffold 0,9629 0,1525 0,15837574  7,406923077
ZjuHsp60-01 1 orangel.1g000605m scaffold 0,9629 0,1525 0,15837574  7,406923077
ZjuHsp60-01 1 orangel.1g000604m scaffold 0,9629 0,1525 0,15837574  7,406923077
ZjuHsp60-01 1 orangel.1g000862m scaffold 0,9712 0,1806 0,185955519 7,470769231
ZjuHsp60-01 1 orangel.1g000863m scaffold 0,9712 0,1806 0,185955519 7,470769231
ZjuHsp60-01 1 orangel.1g000222m scaffold 8,3649 0,5201 0,062176476 64,34538462
ZjuHsp60-01 1 orangel.1g000223m scaffold 8,3621 0,5201 0,062197295 64,32384615
ZjuHsp60-01 1 orangel.1g000226m scaffold 8,362 0,5201 0,062198039 64,32307692
ZjuHsp60-01 1 orangel.1g000225m scaffold 8,3618 0,5201 0,062199526 64,32153846
ZjuHsp60-01 1 orangel.1g000278m scaffold 8,894 0,4687 0,052698448 68,41538462
ZjuHsp60-02 1 orangel.1g009718m scaffold 0,6296 0,0207 0,032878018 4,843076923
ZjuHsp60-02 1 orangel.1g009923m scaffold 0,8904 0,0225 0,025269542 6,849230769
ZjuHsp60-02 1 orangel.1g010585m scaffold 0,9383 0,0195 0,020782266 7,217692308
ZjuHsp60-02 1 orangel.1g009216m scaffold 54,0358 0,7204 0,013331902 415,66
ZjuHsp60-02 1 orangel.1g008702m scaffold 54,2214 0,7304 0,013470696 417,0876923
ZjuHsp60-02 1 orangel.1g008527m scaffold 54,0255 0,7312 0,01353435 415,5807692
ZjuHsp60-02 1 orangel.1g011829m scaffold 55,1698 0,7106 0,012880235 424,3830769
ZjuHsp60-02 1 orangel.1g009425m scaffold 51,2478 0,7674 0,014974301 394,2138462
ZjuHsp60-02 1 orangel.1g009431m scaffold 48,8145 0,7302 0,01495867 375,4961538
ZjuHsp60-02 1 orangel.19014593m scaffold 14,4011 0,7181 0,049864246 110,7776923
ZjuHsp60-02 1 orangel.1g009426m scaffold 50,8208 0,8613 0,016947785 390,9292308
ZjuHsp60-02 1 orangel.1g008703m scaffold 53,0337 0,8503 0,016033202 407,9515385
ZjuHsp60-02 1 orangel.1g008712m scaffold 53,0338 0,8503 0,016033171 407,9523077
ZjuHsp60-02 1 orangel.1g036490m scaffold 53,1583 0,8571 0,01612354 408,91
ZjuHsp60-02 1 orangel.1g012122m scaffold 50,8033 0,8846 0,017412255 390,7946154
ZjuHsp60-02 1 orangel.1g015935m scaffold 29,2035 0,8163 0,027952129 224,6423077
ZjuHsp60-02 1 orangel.1g016953m scaffold 31,5295 0,7856 0,024916348 242,5346154
ZjuHsp60-03 1 orangel.1g000278m scaffold 1,0715 0,1889 0,176294914 8,242307692
ZjuHsp60-03 1 orangel.1g000222m scaffold 1,8685 0,2485 0,132994381 14,37307692
ZjuHsp60-03 1 orangel.1g000223m scaffold 1,8685 0,2485 0,132994381 14,37307692
ZjuHsp60-03 1 orangel.1g000225m scaffold 1,8685 0,2485 0,132994381 14,37307692
ZjuHsp60-03 1 orangel.1g000226m scaffold 1,8568 0,2467 0,13286299 14,28307692
ZjuHsp60-03 1 orangel.1g000606m scaffold 9,9083 0,4227 0,042661203 76,21769231
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ZjuHsp60-03 1 orangel.1g000605m scaffold 9,9092 0,4227 0,042657329 76,22461538
ZjuHsp60-03 1 orangel.1g000862m scaffold 10,9589 0,4818 0,043964266 84,29923077
ZjuHsp60-03 1 orangel.1g000604m scaffold 9,91 0,4227 0,042653885 76,23076923
ZjuHsp60-03 1 orangel.1g000863m scaffold 10,9607 0,4818 0,043957047 84,31307692
ZjuHsp60-03 1 orangel.1g000313m scaffold 7,7666 0,6085 0,078348312 59,74307692
ZjuHsp60-03 1 orangel.1g000311m scaffold 7,7653 0,6085 0,078361428 59,73307692
ZjuHsp60-03 1 orangel.1g000312m scaffold 7,7662 0,6085 0,078352347 59,74
ZjuHsp60-03 1 orangel.1g000317m scaffold 7,7655 0,6085 0,07835941 59,73461538
ZjuHsp60-03 1 orangel.1g000362m scaffold 7,8699 0,61 0,077510515 60,53769231
ZjuHsp60-03 1 orangel.1g000300m scaffold 7,8378 0,6092 0,077725892 60,29076923
ZjuHsp60-03 1 orangel.1g000298m scaffold 7,7923 0,6085 0,078089909 59,94076923
ZjuHsp60-03 1 orangel.1g000391m scaffold 7,8867 0,6361 0,080654773 60,66692308
ZjuHsp60-03 1 orangel.1g002527m scaffold 7,1555 0,5775 0,080707148 55,04230769
ZjuHsp60-04 1 orangel.1g000278m scaffold 1,0192 0,1774 0,174058085 7,84
ZjuHsp60-04 1 orangel.1g000222m scaffold 1,8042 0,2546 0,141115176 13,87846154
ZjuHsp60-04 1 orangel.1g000223m scaffold 1,8042 0,2546 0,141115176 13,87846154
ZjuHsp60-04 1 orangel.1g000225m scaffold 1,8042 0,2546 0,141115176 13,87846154
ZjuHsp60-04 1 orangel.1g000226m scaffold 1,783 0,2543 0,14262479  13,71538462
ZjuHsp60-04 1 orangel.1g000606m scaffold 9,648 0,4246 0,044009121 74,21538462
ZjuHsp60-04 1 orangel.1g000605m scaffold 9,6442 0,4246 0,044026462 74,18615385
ZjuHsp60-04 1 orangel.1g000604m scaffold 9,6431 0,4246 0,044031484 74,17769231
ZjuHsp60-04 1 orangel.1g000863m scaffold 10,7043 0,4827 0,045094028 82,34076923
ZjuHsp60-04 1 orangel.1g000317m scaffold 8,2916 0,6263 0,075534276 63,78153846
ZjuHsp60-04 1 orangel.1g000313m scaffold 8,3836 0,628 0,074908154 64,48923077
ZjuHsp60-04 1 orangel.1g000311m scaffold 8,3849 0,628 0,07489654  64,49923077
ZjuHsp60-04 1 orangel.1g000362m scaffold 7,3151 0,6098 0,083361813 56,27
ZjuHsp60-04 1 orangel.1g000312m scaffold 8,3841 0,628 0,074903687 64,49307692
ZjuHsp60-04 1 orangel.1g000300m scaffold 8,4593 0,6287 0,07432057 65,07153846
ZjuHsp60-04 1 orangel.1g000862m scaffold 10,7101 0,4827 0,045069607 82,38538462
ZjuHsp60-04 1 orangel.1g000298m scaffold 8,413 0,628 0,074646381 64,71538462
ZjuHsp60-04 1 orangel.1g000391m scaffold 8,0527 0,6647 0,082543743 61,94384615
ZjuHsp60-04 1 orangel.1g002527m scaffold 9,2431 0,5606 0,060650648 71,10076923
ZjuHsp60-05 2 orangel.1g008702m scaffold 0,9869 0,0363 0,036781842 7,591538462
ZjuHsp60-05 2 orangel.1g009216m scaffold 0,9862 0,0511 0,051815048 7,586153846
ZjuHsp60-05 2 orangel.1g008527m scaffold 1,0352 0,0655 0,063272798 7,963076923
ZjuHsp60-05 2 orangel.1g011829m scaffold 0,9446 0,0417 0,04414567 7,266153846
ZjuHsp60-05 2 orangel.1g014593m scaffold 1,0135 0,0497 0,049037987 7,796153846
ZjuHsp60-05 2 orangel.1g009718m scaffold 53,814 0,7148 0,013282789 413,9538462
ZjuHsp60-05 2 orangel.1g010585m scaffold 53,7988 0,6993 0,012998431 413,8369231
ZjuHsp60-05 2 orangel.1g009923m scaffold 53,6002 0,7239 0,013505547 412,3092308
ZjuHsp60-05 2 orangel.1g008703m scaffold 54,4127 0,8147 0,014972607 418,5592308
ZjuHsp60-05 2 orangel.1g008712m scaffold 54,4126 0,8147 0,014972635 418,5584615
ZjuHsp60-05 2 orangel.1g036490m scaffold 54,6249 0,8201 0,0150133  420,1915385
ZjuHsp60-05 2 orangel.1g009431m scaffold 50,8091 0,7587 0,014932364 390,8392308
ZjuHsp60-05 2 orangel.1g010272m scaffold 54,8611 0,8362 0,01524213 422,0084615
ZjuHsp60-05 2 orangel.1g012157m scaffold 54,3808 0,8169 0,015021846 418,3138462
ZjuHsp60-05 2 orangel.1g015935m scaffold 54,2206 0,7067 0,013033792 417,0815385
ZjuHsp60-05 2 orangel.1g016953m scaffold 28,719 0,681 0,023712525 220,9153846
ZjuHsp60-05 2 orangel.1g008377m scaffold 53,0519 0,9265 0,017464031 408,0915385
ZjuHsp60-05 2 orangel.1g009082m scaffold 52,5825 0,9152 0,01740503  404,4807692
ZjuHsp60-05 2 orangel.1g009026m scaffold 15,2769 0,9241 0,060490021 117,5146154
ZjuHsp60-05 2 orangel.1g009426m scaffold 52,0992 0,9301 0,017852481 400,7630769
ZjuHsp60-06 2 orangel.1g008702m scaffold 0,9869 0,0363 0,036781842 7,591538462
ZjuHsp60-06 2 orangel.1g009216m scaffold 0,9862 0,0511 0,051815048 7,586153846
ZjuHsp60-06 2 orangel.1g008527m scaffold 1,0352 0,0655 0,063272798 7,963076923
ZjuHsp60-06 2 orangel.1g011829m scaffold 0,9446 0,0417 0,04414567 7,266153846
ZjuHsp60-06 2 orangel.1g014593m scaffold 1,0135 0,0497 0,049037987 7,796153846
ZjuHsp60-06 2 orangel.1g009718m scaffold 53,8152 0,7148 0,013282493 413,9630769
ZjuHsp60-06 2 orangel.1g010585m scaffold 53,7976 0,6993 0,012998721 413,8276923
ZjuHsp60-06 2 orangel.1g009923m scaffold 53,6008 0,7238 0,01350353  412,3138462
ZjuHsp60-06 2 orangel.1g008703m scaffold 54,4109 0,8148 0,014974941 418,5453846
ZjuHsp60-06 2 orangel.1g008712m scaffold 54,4132 0,8147 0,01497247  418,5630769
ZjuHsp60-06 2 orangel.1g036490m scaffold 54,6239 0,8201 0,015013575 420,1838462
ZjuHsp60-06 2 orangel.1g009425m scaffold 11,642 0,8037 0,06903453 89,55384615
ZjuHsp60-06 2 orangel.1g009431m scaffold 50,8108 0,7586 0,014929897 390,8523077
ZjuHsp60-06 2 orangel.1g010272m scaffold 54,8642 0,8362 0,015241268 422,0323077
ZjuHsp60-06 2 orangel.1g012157m scaffold 54,3809 0,8168 0,015019979 418,3146154
ZjuHsp60-06 2 orangel.1g015935m scaffold 54,2193 0,7068 0,013035948 417,0715385
ZjuHsp60-06 2 orangel.1g016953m scaffold 28,8517 0,6810 0,023603462 221,9361538
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ZjuHsp60-06 2 orangel.1g008377m scaffold 53,0529 0,9265 0,017463701 408,0992308
ZjuHsp60-06 2 orangel.1g009082m scaffold 52,5806 0,9153 0,017407561 404,4661538
ZjuHsp60-06 2 orangel.1g009026m scaffold 15,3322 0,9241 0,060271846 117,94

ZjuHsp60-06 2 orangel.1g009426m scaffold 52,0994 0,9301 0,017852413 400,7646154
ZjuHsp60-09 2 orangel.1g007985m scaffold 1,2165 0,0598 0,049157419 9,357692308
ZjuHsp60-09 2 orangel.1g011794m scaffold 1,1938 0,0466 0,039035014 9,183076923
ZjuHsp60-09 2 orangel.1g011926m scaffold 1,2095 0,0619 0,051178173 9,303846154
ZjuHsp60-09 2 orangel.1g007834m scaffold 17,6601 0,3017 0,017083708 135,8469231
ZjuHsp60-09 2 orangel.1g007981m scaffold 17,0395 0,301 0,017664838 131,0730769
ZjuHsp60-09 2 orangel.1g014061m scaffold 18,8572 0,2968 0,015739346 145,0553846
ZjuHsp60-09 2 orangel.1g007313m scaffold 50,575 0,4797 0,009484923 389,0384615
ZjuHsp60-09 2 orangel.1g007488m scaffold 50,6083 0,4734 0,009354197 389,2946154
ZjuHsp60-09 2 orangel.1g008279m scaffold 51,5164 0,4695 0,009113603 396,28

ZjuHsp60-09 2 orangel.1g007643m scaffold 51,4858 0,4574 0,008884003 396,0446154
ZjuHsp60-09 2 orangel.1g009575m scaffold 50,609 0,4566 0,009022111 389,3

ZjuHsp60-09 2 orangel.1g009601m scaffold 51,6205 0,4566 0,008845323 397,0807692
ZjuHsp60-09 2 orangel.1g011103m scaffold 50,4913 0,5331 0,010558255 388,3946154
ZjuHsp60-09 2 orangel.1g010494m scaffold 50,6187 0,5405 0,010677872 389,3746154
ZjuHsp60-09 2 orangel.1g008181m scaffold 50,7774 0,5892 0,011603587 390,5953846
ZjuHsp60-09 2 orangel.1g015120m scaffold 50,0069 0,4997 0,009992621 384,6684615
ZjuHsp60-09 2 orangel.1g013743m scaffold 51,3332 0,5499 0,010712365 394,8707692
ZjuHsp60-09 2 orangel.1g015737m scaffold 50,3581 0,5697 0,011312976 387,37

ZjuHsp60-09 2 orangel.1g016787m scaffold 52,4651 0,5235 0,009978062 403,5776923
ZjuHsp60-09 2 orangel.1g016809m scaffold 52,4634 0,5234 0,009976479 403,5646154
ZjuHsp60-09 2 orangel.1g023832m scaffold 53,5208 0,5317 0,009934455 411,6984615
ZjuHsp60-10 4 orangel.1g007313m scaffold 2,6413 0,0685 0,025934199 20,31769231
ZjuHsp60-10 4 orangel.1g007488m scaffold 3,4428 0,0724 0,021029395 26,48307692
ZjuHsp60-10 4 orangel.1g007643m scaffold 2,7526 0,0702 0,025503161 21,17384615
ZjuHsp60-10 4 orangel.1g009575m scaffold 3,9641 0,0743 0,01874322  30,49307692
ZjuHsp60-10 4 orangel.1g008279m scaffold 3,7905 0,0742 0,019575254 29,15769231
ZjuHsp60-10 4 orangel.1g009601m scaffold 3,9771 0,0744 0,018707098 30,59307692
ZjuHsp60-10 4 orangel.1g015120m scaffold 1,2747 0,0353 0,02769279  9,805384615
ZjuHsp60-10 4 orangel.1g010494m scaffold 4,8235 0,2353 0,048782005 37,10384615
ZjuHsp60-10 4 orangel.1g011103m scaffold 4,1244 0,2256 0,054698865 31,72615385
ZjuHsp60-10 4 orangel.1g015737m scaffold 3,5168 0,2527 0,071855096 27,05230769
ZjuHsp60-10 4 orangel.1g007985m scaffold 50,825 0,4617 0,009084112 390,9615385
ZjuHsp60-10 4 orangel.1g007834m scaffold 51,0152 0,5249 0,01028909 392,4246154
ZjuHsp60-10 4 orangel.1g007981m scaffold 51,0269 0,5182 0,010155428 392,5146154
ZjuHsp60-10 4 orangel.1g011794m scaffold 51,3870 0,4568 0,008889408 395,2846154
ZjuHsp60-10 4 orangel.1g008181m scaffold 50,4549 0,6018 0,011927484 388,1146154
ZjuHsp60-10 4 orangel.1g011926m scaffold 51,6194 0,4658 0,009023739 397,0723077
ZjuHsp60-10 4 orangel.1g013743m scaffold 52,4383 0,5729 0,010925221 403,3715385
ZjuHsp60-10 4 orangel.1g014061m scaffold 51,3536 0,5543 0,010793791 395,0276923
ZjuHsp60-10 4 orangel.1g016787m scaffold 54,3393 0,5398 0,009933878 417,9946154
ZjuHsp60-10 4 orangel.1g016809m scaffold 54,3387 0,5397 0,009932148 417,99

ZjuHsp60-10 4 orangel.1g023832m scaffold 51,2795 0,5678 0,011072651 394,4576923
ZjuHsp60-10 4 orangel.1g013808m scaffold 52,4121 0,8002 0,015267467 403,17

ZjuHsp60-10 4 orangel.1g013822m scaffold 52,4119 0,8001 0,015265617 403,1684615
ZjuHsp60-10 4 orangel.1g012693m scaffold 52,4811 0,8262 0,01574281 403,7007692
ZjuHsp60-10 4 orangel.1g012313m scaffold 52,3278 0,8467 0,016180692 402,5215385
ZjuHsp60-10 4 orangel.1g016236m scaffold 53,0333 0,8111 0,015294164 407,9484615
ZjuHsp60-10 4 orangel.1g016246m scaffold 53,0325 0,8111 0,015294395 407,9423077
ZjuHsp60-10 4 orangel.1g011729m scaffold 52,2033 0,8487 0,016257593 401,5638462
ZjuHsp60-10 4 orangel.1g012868m scaffold 51,9849 0,8386 0,016131607 399,8838462
ZjuHsp60-10 4 orangel.1g012481m scaffold 51,9143 0,8553 0,016475229 399,3407692
ZjuHsp60-10 4 orangel.1g011725m scaffold 52,427 0,8748 0,016686059 403,2846154
ZjuHsp60-11 4 orangel.1g008703m scaffold 1,1576 0,0252 0,021769178 8,904615385
ZjuHsp60-11 4 orangel.1g008712m scaffold 1,1576 0,0252 0,021769178 8,904615385
ZjuHsp60-11 4 orangel.1g036490m scaffold 1,3327 0,0293 0,021985443 10,25153846
ZjuHsp60-11 4 orangel.1g010272m scaffold 1,086 0,0246 0,022651934 8,353846154
ZjuHsp60-11 4 orangel.1g012157m scaffold 1,2842 0,0281 0,021881327 9,878461538
ZjuHsp60-11 4 orangel.1g012945m scaffold 52,4571 0,8626 0,016443913 403,5161538
ZjuHsp60-11 4 orangel.1g009425m scaffold 53,515 0,7294 0,013629823 411,6538462
ZjuHsp60-11 4 orangel.1g008702m scaffold 53,6956 0,8337 0,015526412 413,0430769
ZjuHsp60-11 4 orangel.1g009216m scaffold 53,488 0,823 0,015386629 411,4461538
ZjuHsp60-11 4 orangel.1g008527m scaffold 53,5979 0,8338 0,01555658 412,2915385
ZjuHsp60-11 4 orangel.1g009431m scaffold 7,6315 0,8338 0,109257682 58,70384615
ZjuHsp60-11 4 orangel.1g011829m scaffold 53,9939 0,8355 0,01547397 415,3376923
ZjuHsp60-11 4 orangel.1g009426m scaffold 50,6075 0,8956 0,017696982 389,2884615
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ZjuHsp60-11 4 orangel.1g009082m scaffold 53,3185 0,8045 0,015088572 410,1423077
ZjuHsp60-11 4 orangel.1g009026m scaffold 53,2934 0,8126 0,015247667 409,9492308
ZjuHsp60-11 4 orangel.1g009718m scaffold 52,9524 0,8200 0,015485606 407,3261538
ZjuHsp60-11 4 orangel.1g014593m scaffold 53,6729 0,813 0,015147309 412,8684615
ZjuHsp60-11 4 orangel.1g008377m scaffold 53,6129 0,8651 0,016136042 412,4069231
ZjuHsp60-11 4 orangel.1g010585m scaffold 53,1643 0,7996 0,015040168 408,9561538
ZjuHsp60-11 4 orangel.1g009923m scaffold 52,7189 0,8322 0,01578561 405,53
ZjuHsp60-12 4 orangel.1g009426m scaffold 1,1689 0,067 0,057318847 8,991538462
ZjuHsp60-12 4 orangel.1g012122m scaffold 1,1475 0,081 0,070588235 8,826923077
ZjuHsp60-13 5 orangel.1g009431m scaffold 2,6733 0,0491 0,018366813 20,56384615
ZjuHsp60-13 5 orangel.1g009425m scaffold 16,7401 0,6351 0,037938841 128,77
ZjuHsp60-13 5 orangel.1g009718m scaffold 48,8426 0,7261 0,014866121 375,7123077
ZjuHsp60-13 5 orangel.1g010585m scaffold 49,6024 0,6994 0,014100124 381,5569231
ZjuHsp60-13 5 orangel.1g009923m scaffold 48,7584 0,732 0,015012798 375,0646154
ZjuHsp60-13 5 orangel.1g009216m scaffold 51,21 0,7883 0,015393478 393,9230769
ZjuHsp60-13 5 orangel.1g008702m scaffold 51,2105 0,7884 0,01539528  393,9269231
ZjuHsp60-13 5 orangel.1g008527m scaffold 51,2325 0,7861 0,015343776  394,0961538
ZjuHsp60-13 5 orangel.1g008703m scaffold 49,2306 0,8273 0,016804589 378,6969231
ZjuHsp60-13 5 orangel.1g008712m scaffold 49,1704 0,833 0,016941087 378,2338462
ZjuHsp60-13 5 orangel.1g036490m scaffold 49,1745 0,8188 0,016650906 378,2653846
ZjuHsp60-13 5 orangel.1g011829m scaffold 51,7865 0,7833 0,015125564 398,3576923
ZjuHsp60-13 5 orangel.1g009026m scaffold 0,1777 17,5881 98,97636466 1,366923077
ZjuHsp60-13 5 orangel.1g012157m scaffold 48,5265 0,8504 0,017524445 373,2807692
ZjuHsp60-13 5 orangel.1g008377m scaffold 50,0265 0,9124 0,018238334 384,8192308
ZjuHsp60-13 5 orangel.1g009082m scaffold 49,6914 0,9247 0,018608854 382,2415385
ZjuHsp60-13 5 orangel.1g010272m scaffold 50,8338 0,8319 0,016365096 391,0292308
ZjuHsp60-13 5 orangel.1g014593m scaffold 51,1694 0,8118 0,015864951 393,6107692
ZjuHsp60-13 5 orangel.1g015935m scaffold 48,8989 0,8101 0,016566835 376,1453846
ZjuHsp60-13 5 orangel.1g016953m scaffold 49,2185 0,8036 0,016327194 378,6038462
ZjuHsp60-13 5 orangel.1g009426m scaffold 47,1382 0,9672 0,020518391 362,6015385
ZjuHsp60-14 6 orangel.1g000313m scaffold 1,2162 0,2674 0,219865154 9,355384615
ZjuHsp60-14 6 orangel.1g000311m scaffold 1,2162 0,2674 0,219865154 9,355384615
ZjuHsp60-14 6 orangel.1g000312m scaffold 1,2162 0,2674 0,219865154 9,355384615
ZjuHsp60-14 6 orangel.1g000317m scaffold 1,2141 0,2683 0,220986739 9,339230769
ZjuHsp60-14 6 orangel.1g000298m scaffold 1,2162 0,2675 0,219947377 9,355384615
ZjuHsp60-14 6 orangel.1g000300m scaffold 1,2128 0,2675 0,220563984 9,329230769
ZjuHsp60-14 6 orangel.1g000362m scaffold 1,2034 0,2637 0,219129134 9,256923077
ZjuHsp60-14 6 orangel.1g000391m scaffold 1,1709 0,2809 0,239900931 9,006923077
ZjuHsp60-14 6 orangel.1g002527m scaffold 1,2227 0,2934 0,239960743 9,405384615
ZjuHsp60-14 6 orangel.1g000278m scaffold 6,5789 0,6136 0,093267872 50,60692308
ZjuHsp60-14 6 orangel.1g000606m scaffold 6,4776 0,5985 0,092395332 49,82769231

ZjuHsp60-4 6 orangel.1g000605m scaffold 6,4770 0,5985 0,092403891 49,82307692
ZjuHsp60-14 6 orangel.1g000604m scaffold 6,5633 0,5978 0,09108223 50,48692308
ZjuHsp60-14 6 orangel.1g000862m scaffold 5,4623 0,6697 0,122604031 42,01769231
ZjuHsp60-14 6 orangel.1g000863m scaffold 5,4624 0,6697 0,122601787 42,01846154
ZjuHsp60-14 6 orangel.1g000226m scaffold 10,817 0,6219 0,057492835 83,20769231
ZjuHsp60-14 6 orangel.1g000222m scaffold 11,213 0,6222 0,055489164 86,25384615
ZjuHsp60-14 6 orangel.1g000223m scaffold 11,2133 0,6222 0,05548768  86,25615385
ZjuHsp60-14 6 orangel.1g000225m scaffold 11,2258 0,6222 0,055425894 86,35230769
ZjuHsp60-15 8 orangel.1g000222m scaffold 0,9519 0,1980 0,208005043 7,322307692
ZjuHsp60-15 8 orangel.1g000223m scaffold 0,9519 0,1980 0,208005043 7,322307692
ZjuHsp60-15 8 orangel.1g000225m scaffold 0,9519 0,1980 0,208005043 7,322307692
ZjuHsp60-15 8 orangel.1g000226m scaffold 0,9537 0,1981 0,207717312 7,336153846
ZjuHsp60-15 8 orangel.1g000278m scaffold 1,5758 0,2455 0,155793882 12,12153846
ZjuHsp60-15 8 orangel.1g000606m scaffold 15,9187 0,4346 0,027301224 122,4515385
ZjuHsp60-15 8 orangel.1g000604m scaffold 15,9786 0,4346 0,027198878 122,9123077
ZjuHsp60-15 8 orangel.1g000605m scaffold 16,3027 0,4346 0,026658161 125,4053846
ZjuHsp60-15 8 orangel.1g000862m scaffold 13,3643 0,503 0,037637587 102,8023077
ZjuHsp60-15 8 orangel.1g000863m scaffold 13,2233 0,503 0,038038916 101,7176923
ZjuHsp60-15 8 orangel.1g002527m scaffold 10,074 0,6129 0,060839786 77,49230769
ZjuHsp60-15 8 orangel.1g000362m scaffold 7,429 0,618 0,083187508 57,14615385
ZjuHsp60-15 8 orangel.1g000313m scaffold 9,4265 0,636 0,067469368 72,51153846
ZjuHsp60-15 8 orangel.1g000311m scaffold 9,4299 0,636 0,067445042 72,53769231
ZjuHsp60-15 8 orangel.1g000312m scaffold 9,4271 0,636 0,067465074 72,51615385
ZjuHsp60-15 8 orangel.1g000317m scaffold 9,6718 0,6362 0,065778862 74,39846154
ZjuHsp60-15 8 orangel.1g000298m scaffold 9,458 0,636 0,067244661 72,75384615
ZjuHsp60-15 8 orangel.1g000300m scaffold 9,4691 0,6373 0,067303123 72,83923077
ZjuHsp60-15 8 orangel.1g000391m scaffold 8,6127 0,6666 0,077397332 66,25153846
ZjuHsp60-16 8 orangel.1g000222m scaffold 0,9519 0,1981 0,208110096 7,322307692
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ZjuHsp60-16 8 orangel.1g000223m scaffold 0,9519 0,1981 0,208110096 7,322307692
ZjuHsp60-16 8 orangel.1g000225m scaffold 0,9519 0,1981 0,208110096 7,322307692
ZjuHsp60-16 8 orangel.1g000226m scaffold 0,9537 0,1981 0,207717312 7,336153846
ZjuHsp60-16 8 orangel.1g000278m scaffold 1,5758 0,2455 0,155793882 12,12153846
ZjuHsp60-16 8 orangel.1g000606m scaffold 15,7594 0,4347 0,027583537 121,2261538
ZjuHsp60-16 8 orangel.1g000604m scaffold 16,0091 0,4346 0,02714706  123,1469231
ZjuHsp60-16 8 orangel.1g000605m scaffold 15,929 0,4347 0,027289849 122,5307692
ZjuHsp60-16 8 orangel.1g000862m scaffold 13,2679 0,503 0,037911048 102,0607692
ZjuHsp60-16 8 orangel.1g000863m scaffold 13,2203 0,503 0,038047548 101,6946154
ZjuHsp60-16 8 orangel.1g002527m scaffold 10,0705 0,6129 0,06086093  77,46538462
ZjuHsp60-16 8 orangel.1g000362m scaffold 7,4295 0,618 0,08318191 57,15

ZjuHsp60-16 8 orangel.1g000313m scaffold 9,4297 0,636 0,067446472 72,53615385
ZjuHsp60-16 8 orangel.1g000311m scaffold 9,4294 0,636 0,067448618 72,53384615
ZjuHsp60-16 8 orangel.1g000312m scaffold 9,4303 0,636 0,067442181 72,54076923
ZjuHsp60-16 8 orangel.1g000317m scaffold 9,6698 0,6362 0,065792467 74,38307692
ZjuHsp60-16 8 orangel.1g000298m scaffold 9,4557 0,636 0,067261017 72,73615385
ZjuHsp60-16 8 orangel.1g000300m scaffold 9,4657 0,6373 0,067327298 72,81307692
ZjuHsp60-16 8 orangel.1g000391m scaffold 8,612 0,6666 0,077403623 66,24615385
ZjuHsp60-17 8 orangel.1g000222m scaffold 0,9519 0,1980 0,208005043 7,322307692
ZjuHsp60-17 8 orangel.1g000223m scaffold 0,9519 0,1980 0,208005043 7,322307692
ZjuHsp60-17 8 orangel.1g000225m scaffold 0,9519 0,1980 0,208005043 7,322307692
ZjuHsp60-17 8 orangel.1g000226m scaffold 0,9537 0,1981 0,207717312 7,336153846
ZjuHsp60-17 8 orangel.1g000278m scaffold 1,5758 0,2455 0,155793882 12,12153846
ZjuHsp60-17 8 orangel.1g000606m scaffold 16,0156 0,4346 0,027136042 123,1969231
ZjuHsp60-17 8 orangel.1g000604m scaffold 15,979 0,4346 0,027198198 122,9153846
ZjuHsp60-17 8 orangel.1g000605m scaffold 15,7491 0,4347 0,027601577 121,1469231
ZjuHsp60-17 8 orangel.1g000862m scaffold 13,3398 0,503 0,037706712 102,6138462
ZjuHsp60-17 8 orangel.1g000863m scaffold 13,2408 0,503 0,037988641 101,8523077
ZjuHsp60-17 8 orangel.1g002527m scaffold 10,0693 0,6129 0,060868183 77,45615385
ZjuHsp60-17 8 orangel.1g000362m scaffold 7,4285 0,618 0,083193108 57,14230769
ZjuHsp60-17 8 orangel.1g000313m scaffold 9,427 0,636 0,06746579  72,51538462
ZjuHsp60-17 8 orangel.1g000311m scaffold 9,4264 0,6360 0,067470084 72,51076923
ZjuHsp60-17 8 orangel.1g000312m scaffold 9,4262 0,6360 0,067471516 72,50923077
ZjuHsp60-17 8 orangel.1g000317m scaffold 9,6705 0,6362 0,065787705 74,38846154
ZjuHsp60-17 8 orangel.1g000298m scaffold 9,4566 0,636 0,067254616 72,74307692
ZjuHsp60-17 8 orangel.1g000300m scaffold 9,4702 0,6373 0,067295305 72,84769231
ZjuHsp60-17 8 orangel.1g000391m scaffold 8,6142 0,6666 0,077383855 66,26307692
ZjuHsp60-18 8 orangel.1g016953m scaffold 1,2015 0,0551 0,045859342 9,242307692
ZjuHsp60-18 8 orangel.1g015935m scaffold 1,3008 0,0827 0,063576261 10,00615385
ZjuHsp60-18 8 orangel.1g024330m scaffold 1,2614 0,0477 0,037815126 9,703076923
ZjuHsp60-18 8 orangel.1g042442m scaffold 1,8127 0,1904 0,105036686 13,94384615
ZjuHsp60-18 8 orangel.1g008702m scaffold 52,0216 0,7216 0,013871161 400,1661538
ZjuHsp60-18 8 orangel.1g009216m scaffold 51,7203 0,7321 0,014154984 397,8484615
ZjuHsp60-18 8 orangel.1g008527m scaffold 51,797 0,7256 0,014008533 398,4384615
ZjuHsp60-18 8 orangel.1g011829m scaffold 48,6853 0,7056 0,014493081 374,5023077
ZjuHsp60-18 8 orangel.1g009718m scaffold 50,7718 0,746 0,014693196 390,5523077
ZjuHsp60-18 8 orangel.1g010585m scaffold 50,8671 0,7265 0,014282316 391,2853846
ZjuHsp60-18 8 orangel.1g009923m scaffold 50,6254 0,7545 0,014903586 389,4261538
ZjuHsp60-18 8 orangel.1g009431m scaffold 0,1214 10,0002 82,37397035 0,933846154
ZjuHsp60-18 8 orangel.1g014593m scaffold 25,8372 0,6916 0,026767606 198,7476923
ZjuHsp60-18 8 orangel.1g009425m scaffold 50,7158 0,7991 0,015756431 390,1215385
ZjuHsp60-18 8 orangel.1g008703m scaffold 51,6096 0,8081 0,01565794  396,9969231
ZjuHsp60-18 8 orangel.1g008712m scaffold 51,6097 0,8081 0,015657909 396,9976923
ZjuHsp60-18 8 orangel.1g036490m scaffold 51,8356 0,8151 0,015724714 398,7353846
ZjuHsp60-18 8 orangel.1g012157m scaffold 51,3675 0,7871 0,015322918 395,1346154
ZjuHsp60-18 8 orangel.1g010272m scaffold 52,5953 0,8144 0,015484273 404,5792308
ZjuHsp60-18 8 orangel.1g009026m scaffold 50,4896 0,8897 0,017621451 388,3815385
ZjuHsp60-18 8 orangel.1g008377m scaffold 50,7974 0,8905 0,017530425 390,7492308
ZjuHsp60-18 8 orangel.1g009082m scaffold 50,4651 0,8885 0,017606227 388,1930769
ZjuHsp60-18 8 orangel.1g009426m scaffold 50,1465 0,9122 0,018190701 385,7423077
ZjuHsp60-19 8 orangel.1g008181m scaffold 1,0435 0,1011 0,096885482 8,026923077
ZjuHsp60-19 8 orangel.1g016787m scaffold 5,8743 0,1658 0,02822464  45,18692308
ZjuHsp60-19 8 orangel.1g016809m scaffold 5,8740 0,1658 0,028226081 45,18461538
ZjuHsp60-19 8 orangel.1g013743m scaffold 6,3617 0,1595 0,025071915 48,93615385
ZjuHsp60-19 8 orangel.1g007313m scaffold 51,4229 0,6067 0,011798246 395,5607692
ZjuHsp60-19 8 orangel.1g007488m scaffold 51,5513 0,6048 0,011732003 396,5484615
ZjuHsp60-19 8 orangel.1g008279m scaffold 51,864 0,5931 0,011435678 398,9538462
ZjuHsp60-19 8 orangel.1g023832m scaffold 5,6019 0,1643 0,029329335 43,09153846
ZjuHsp60-19 8 orangel.1g007643m scaffold 51,1851 0,6075 0,011868688 393,7315385
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ZjuHsp60-19 8 orangel.1g009601m scaffold 51,665 0,5824 0,011272622 397,4230769
ZjuHsp60-19 8 orangel.1g009575m scaffold 51,6017 0,5829 0,011296139 396,9361538
ZjuHsp60-19 8 orangel.1g007985m scaffold 51,8018 0,576 0,011119305 398,4753846
ZjuHsp60-19 8 orangel.1g010494m scaffold 52,6652 0,6132 0,011643362 405,1169231
ZjuHsp60-19 8 orangel.1g007834m scaffold 52,9471 0,6647 0,01255404  407,2853846
ZjuHsp60-19 8 orangel.1g011103m scaffold 52,4114 0,6079 0,011598622 403,1646154
ZjuHsp60-19 8 orangel.1g007981m scaffold 52,8217 0,6606 0,012506224 406,3207692
ZjuHsp60-19 8 orangel.1g012313m scaffold 12,9667 0,4824 0,037202989 99,74384615
ZjuHsp60-19 8 orangel.1g013808m scaffold 8,1285 0,4656 0,057279941 62,52692308
ZjuHsp60-19 8 orangel.1g013822m scaffold 8,1326 0,4656 0,057251064 62,55846154
ZjuHsp60-19 8 orangel.1g012693m scaffold 14,3416 0,4761 0,033197133 110,32
ZjuHsp60-19 8 orangel.1g016236m scaffold 7,7588 0,4296 0,055369387 59,68307692
ZjuHsp60-19 8 orangel.1g016246m scaffold 7,7577 0,4296 0,055377238 59,67461538
ZjuHsp60-19 8 orangel.1g011794m scaffold 51,9558 0,5418 0,010428095 399,66
ZjuHsp60-19 8 orangel.1g011729m scaffold 12,8032 0,4842 0,03781867 98,48615385
ZjuHsp60-19 8 orangel.1g012868m scaffold 13,3826 0,4807 0,035919776 102,9430769
ZjuHsp60-19 8 orangel.1g012481m scaffold 12,1196 0,4872 0,040199347 93,22769231
ZjuHsp60-19 8 orangel.1g015120m scaffold 51,2556 0,5963 0,011633851 394,2738462
ZjuHsp60-19 8 orangel.1g011926m scaffold 51,939 0,5491 0,010572017 399,5307692
ZjuHsp60-19 8 orangel.1g011725m scaffold 15,4748 0,54 0,034895443 119,0369231
ZjuHsp60-19 8 orangel.1g012945m scaffold 13,8556 0,514 0,037096914 106,5815385
ZjuHsp60-19 8 orangel.1g013203m scaffold 11,5154 0,4886 0,042430137 88,58
ZjuHsp60-19 8 orangel.1g014070m scaffold 13,5044 0,4980 0,03687687 103,88
ZjuHsp60-19 8 orangel.1g015737m scaffold 51,9387 0,6580 0,012668781 399,5284615
ZjuHsp60-19 8 orangel.1g019867m scaffold 9,6097 0,4408 0,045870319 73,92076923
ZjuHsp60-19 8 orangel.1g014061m scaffold 0,2343 16,4557 70,23346137 1,802307692
ZjuHsp60-19 8 orangel.1g018642m scaffold 9,3763 0,4874 0,051982125 72,12538462
ZjuHsp60-19 8 orangel.1g040169m scaffold 6,9546 0,5488 0,078911799 53,49692308
ZjuHsp60-19 8 orangel.1g024036m scaffold 54,1118 0,4590 0,008482438 416,2446154
ZjuHsp60-20 9 orangel.1g008181m scaffold 6,2378 0,2080 0,03334509 47,98307692
ZjuHsp60-20 9 orangel.1g013743m scaffold 1,699 0,0598 0,035197175 13,06923077
ZjuHsp60-20 9 orangel.1g016787m scaffold 1,523 0,0661 0,043401182 11,71538462
ZjuHsp60-20 9 orangel.1g016809m scaffold 1,523 0,0661 0,043401182 11,71538462
ZjuHsp60-20 9 orangel.1g023832m scaffold 1,5605 0,0702 0,044985582 12,00384615
ZjuHsp60-20 9 orangel.1g007488m scaffold 52,1643 0,5202 0,009972337 401,2638462
ZjuHsp60-20 9 orangel.1g007313m scaffold 52,3082 0,5268 0,010071079 402,3707692
ZjuHsp60-20 9 orangel.1g008279m scaffold 52,3912 0,512 0,009772634 403,0092308
ZjuHsp60-20 9 orangel.1g007643m scaffold 52,1065 0,5275 0,010123497 400,8192308
ZjuHsp60-20 9 orangel.1g007985m scaffold 50,9172 0,5294 0,010397272 391,6707692
ZjuHsp60-20 9 orangel.1g009601m scaffold 52,1453 0,5052 0,009688313 401,1176923
ZjuHsp60-20 9 orangel.1g009575m scaffold 52,0666 0,5056 0,00971064  400,5123077
ZjuHsp60-20 9 orangel.1g013808m scaffold 1,2071 0,3697 0,306271229 9,285384615
ZjuHsp60-20 9 orangel.1g013822m scaffold 1,2071 0,3697 0,306271229 9,285384615
ZjuHsp60-20 9 orangel.1g012313m scaffold 1,1697 0,3799 0,324784133 8,997692308
ZjuHsp60-20 9 orangel.1g007834m scaffold 53,0306 0,5933 0,01118788 407,9276923
ZjuHsp60-20 9 orangel.1g012693m scaffold 1,181 0,3749 0,317442845 9,084615385
ZjuHsp60-20 9 orangel.1g016236m scaffold 1,1551 0,3268 0,282919228 8,885384615
ZjuHsp60-20 9 orangel.1g016246m scaffold 1,1551 0,3268 0,282919228 8,885384615
ZjuHsp60-20 9 orangel.1g011794m scaffold 50,8994 0,5091 0,010002083 391,5338462
ZjuHsp60-20 9 orangel.1g010494m scaffold 43,5692 0,5722 0,013133131 335,1476923
ZjuHsp60-20 9 orangel.1g007981m scaffold 53,0664 0,5906 0,011129453 408,2030769
ZjuHsp60-20 9 orangel.1g011729m scaffold 1,1697 0,3799 0,324784133 8,997692308
ZjuHsp60-20 9 orangel.1g011103m scaffold 48,4078 0,5651 0,011673739 372,3676923
ZjuHsp60-20 9 orangel.1g012481m scaffold 1,1548 0,3816 0,330446831 8,883076923
ZjuHsp60-20 9 orangel.1g011926m scaffold 51,0447 0,5197 0,010181272 392,6515385
ZjuHsp60-20 9 orangel.1g012868m scaffold 1,1658 0,3765 0,322954195 8,967692308
ZjuHsp60-20 9 orangel.1g011725m scaffold 1,2961 0,4348 0,335467942 9,97
ZjuHsp60-20 9 orangel.1g012945m scaffold 1,1358 0,398 0,350413805 8,736923077
ZjuHsp60-20 9 orangel.1g015120m scaffold 53,378 0,5382 0,010082806 410,6
ZjuHsp60-20 9 orangel.1g013203m scaffold 1,1618 0,3862 0,332415218 8,936923077
ZjuHsp60-20 9 orangel.1g014070m scaffold 1,1687 0,3889 0,332762899 8,99
ZjuHsp60-20 9 orangel.1g019867m scaffold 1,154 0,3442 0,298266898 8,876923077
ZjuHsp60-20 9 orangel.1g015737m scaffold 51,8922 0,5878 0,011327329 399,1707692
ZjuHsp60-20 9 orangel.1g014061m scaffold 54,4456 0,5835 0,010717119 418,8123077
ZjuHsp60-20 9 orangel.1g040169m scaffold 1,385 0,4639 0,334945848 10,65384615
ZjuHsp60-20 9 orangel.1g018642m scaffold 1,443 0,4076 0,282467082 111
ZjuHsp60-20 9 orangel.1g024036m scaffold 1,4308 0,3445 0,240774392 11,00615385
ZjuHsp60-21 10 orangel.1g009425m scaffold 1,0611 0,0389 0,03666007 8,162307692
ZjuHsp60-21 10 orangel.1g009431m scaffold 51,7633 0,6709 0,01296092  398,1792308
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ZjuHsp60-21 10 orangel.1g009718m scaffold 51,4149 0,7327 0,014250733 395,4992308
ZjuHsp60-21 10 orangel.1g010585m scaffold 51,4524 0,713 0,013857468 395,7876923
ZjuHsp60-21 10 orangel.1g009718m scaffold 51,4369 0,7386 0,014359341 395,6684615
ZjuHsp60-21 10 orangel.1g008703m scaffold 54,6693 0,7518 0,013751777 420,5330769
ZjuHsp60-21 10 orangel.1g008712m scaffold 54,7171 0,7476 0,013663005 420,9007692
ZjuHsp60-21 10 orangel.1g036490m scaffold 54,7829 0,7567 0,013812704 421,4069231
ZjuHsp60-21 10 orangel.1g009216m scaffold 53,1218 0,829 0,015605646 408,6292308
ZjuHsp60-21 10 orangel.1g008702m scaffold 53,2231 0,8241 0,015483878 409,4084615
ZjuHsp60-21 10 orangel.1g008527m scaffold 53,1515 0,828 0,015578112 408,8576923
ZjuHsp60-21 10 orangel.1g012157m scaffold 53,9958 0,7415 0,01373255 415,3523077
ZjuHsp60-21 10 orangel.1g010272m scaffold 55,345 0,7621 0,013769988 425,7307692
ZjuHsp60-21 10 orangel.1g011829m scaffold 53,4878 0,8116 0,015173554 411,4446154
ZjuHsp60-21 10 orangel.1g014593m scaffold 52,7826 0,7737 0,01465824 406,02

ZjuHsp60-21 10 orangel.1g009426m scaffold 51,6102 0,8807 0,017064456 397,0015385
ZjuHsp60-22 10 orangel.1g009425m scaffold 1,0611 0,0389 0,03666007 8,162307692
ZjuHsp60-22 10 orangel.1g009431m scaffold 51,764 0,6709 0,012960745 398,1846154
ZjuHsp60-22 10 orangel.1g009718m scaffold 51,4154 0,7326 0,014248649 395,5030769
ZjuHsp60-22 10 orangel.1g010585m scaffold 51,4516 0,7131 0,013859627 395,7815385
ZjuHsp60-22 10 orangel.1g009923m scaffold 51,4371 0,7386 0,014359285 395,67

ZjuHsp60-22 10 orangel.1g008703m scaffold 54,6704 0,7518 0,0137515  420,5415385
ZjuHsp60-22 10 orangel.1g008712m scaffold 54,6687 0,7518 0,013751928 420,5284615
ZjuHsp60-22 10 orangel.1g036490m scaffold 54,7848 0,7566 0,0138104  421,4215385
ZjuHsp60-22 10 orangel.1g009216m scaffold 53,1232 0,829 0,015605235 408,64

ZjuHsp60-22 10 orangel.1g008702m scaffold 53,2247 0,824 0,015481534 409,4207692
ZjuHsp60-22 10 orangel.1g008527m scaffold 53,1519 0,8279 0,015576113 408,8607692
ZjuHsp60-22 10 orangel.1g012157m scaffold 53,9954 0,7417 0,013736355 415,3492308
ZjuHsp60-22 10 orangel.1g010272m scaffold 55,3473 0,762 0,013767609 425,7484615
ZjuHsp60-22 10 orangel.1g011829m scaffold 53,4879 0,8115 0,015171656 411,4453846
ZjuHsp60-22 10 orangel.1g014593m scaffold 52,7858 0,7737 0,014657351 406,0446154
ZjuHsp60-22 10 orangel.1g009426m scaffold 51,6093 0,8807 0,017064754 396,9946154
ZjuHsp60-23 10 orangel.1g000782m scaffold 2,1613 0,5594 0,258825707 16,62538462
ZjuHsp60-23 10 orangel.1g045318m scaffold 3,8027 0,5295 0,139243169 29,25153846
ZjuHsp60-23 10 orangel.1g000660m scaffold 3,6122 0,5225 0,144648691 27,78615385
ZjuHsp60-23 10 orangel.1g040015m scaffold 2,6318 0,529 0,201003116 20,24461538
ZjuHsp60-23 10 orangel.1g048507m scaffold 53,0043 0,5141 0,009699213 407,7253846
ZjuHsp60-23 10 orangel.1g046770m scaffold 3,5494 0,5673 0,15982983  27,30307692
ZjuHsp60-23 10 orangel.1g000568m scaffold 2,8919 0,4923 0,170234102 22,24538462
ZjuHsp60-23 10 orangel.1g047584m scaffold 6,7143 0,5453 0,081214721 51,64846154
ZjuHsp60-23 10 orangel.1g042037m scaffold 3,5566 0,5683 0,159787437 27,35846154
ZjuHsp60-23 10 orangel.1g042986m scaffold 3,5612 0,5107 0,143406717 27,39384615
ZjuHsp60-23 10 orangel.1g036079m scaffold 5,0168 0,5406 0,107757933 38,59076923
ZjuHsp60-23 10 orangel.1g037733m scaffold 3,0303 0,5579 0,184107184 23,31

ZjuHsp60-23 10 orangel.1g043647m scaffold 2,6232 0,5413 0,206351022 20,17846154
ZjuHsp60-23 10 orangel.1g035550m scaffold 3,5099 0,4451 0,12681273  26,99923077
ZjuHsp60-23 10 orangel.1g043855m scaffold 52,7819 0,5492 0,010405082 406,0146154
ZjuHsp60-23 10 orangel.1g044085m scaffold 4,071 0,5561 0,136600344 31,31538462
ZjuHsp60-23 10 orangel.1g000427m scaffold 3,2539 0,5187 0,15940871 25,03

ZjuHsp60-23 10 orangel.1g045303m scaffold 3,3138 0,5383 0,16244191 25,49076923
ZjuHsp60-23 10 orangel.1g037340m scaffold 2,9381 0,5772 0,19645349 22,60076923
ZjuHsp60-23 10 orangel.1g000692m scaffold 39,5396 0,5558 0,014056794 304,1507692
ZjuHsp60-23 10 orangel.1g047894m scaffold 2,3339 0,6135 0,262864733 17,95307692
ZjuHsp60-23 10 orangel.1g000803m scaffold 2,1944 0,6053 0,275838498 16,88

ZjuHsp60-23 10 orangel.1g007817m scaffold 2,3386 0,5989 0,256093389 17,98923077
ZjuHsp60-23 10 orangel.1g040735m scaffold 3,4343 0,5662 0,164866203 26,41769231
ZjuHsp60-23 10 orangel.1g001281m scaffold 2,9199 0,6159 0,210931881 22,46076923
ZjuHsp60-23 10 orangel.1g039283m scaffold 3,0434 0,5664 0,186107643 23,41076923
ZjuHsp60-23 10 orangel.1g000471m scaffold 2,7946 0,5663 0,202640807 21,49692308
ZjuHsp60-23 10 orangel.1g006107m scaffold 2,2224 0,6321 0,284422246 17,09538462
ZjuHsp60-23 10 orangel.1g045012m scaffold 4,5603 0,6513 0,142819551 35,07923077
ZjuHsp60-23 10 orangel.1g042296m scaffold 2,8733 0,5858 0,203877075 22,10230769
ZjuHsp60-23 10 orangel.1g000594m scaffold 3,1003 0,5913 0,190723478 23,84846154
ZjuHsp60-23 10 orangel.1g047556m scaffold 2,4792 0,6357 0,256413359 19,07076923
ZjuHsp60-24 10 orangel.1g010494m scaffold 0,8149 0,1167 0,143207756  6,268461538
ZjuHsp60-24 10 orangel.1g011103m scaffold 0,8011 0,1055 0,131693921 6,162307692
ZjuHsp60-24 10 orangel.1g007488m scaffold 12,6342 0,2146 0,016985642 97,18615385
ZjuHsp60-24 10 orangel.1g007313m scaffold 12,306 0,2145 0,017430522 94,66153846
ZjuHsp60-24 10 orangel.1g007643m scaffold 11,8089 0,215 0,018206607 90,83769231
ZjuHsp60-24 10 orangel.1g008279m scaffold 11,0251 0,2122 0,019246991 84,80846154
ZjuHsp60-24 10 orangel.1g009575m scaffold 9,7957 0,2046 0,020886716  75,35153846
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ZjuHsp60-24 10 orangel.1g009601m scaffold 9,7814 0,2037 0,02082524  75,24153846
ZjuHsp60-24 10 orangel.1g015737m scaffold 0,8497 0,141 0,16594092 6,536153846
ZjuHsp60-24 10 orangel.1g015120m scaffold 14,3921 0,2011 0,013972943 110,7084615
ZjuHsp60-24 10 orangel.1g007985m scaffold 25,3937 0,5124 0,020178233 195,3361538
ZjuHsp60-24 10 orangel.1g007834m scaffold 52,8181 0,5541 0,010490722 406,2930769
ZjuHsp60-24 10 orangel.1g007981m scaffold 52,8518 0,547 0,010349695 406,5523077
ZjuHsp60-24 10 orangel.1g011794m scaffold 33,1618 0,4899 0,014773022 255,0907692
ZjuHsp60-24 10 orangel.1g008181m scaffold 33,3345 0,6104 0,018311359 256,4192308
ZjuHsp60-24 10 orangel.1g011926m scaffold 24,6413 0,4993 0,02026273 189,5484615
ZjuHsp60-24 10 orangel.1g013743m scaffold 27,4918 0,5651 0,02055522  211,4753846
ZjuHsp60-24 10 orangel.1g014061m scaffold 52,6667 0,5983 0,011360119 405,1284615
ZjuHsp60-24 10 orangel.1g016787m scaffold 55,6894 0,5489 0,009856454 428,38
ZjuHsp60-24 10 orangel.1g016809m scaffold 55,6004 0,5493 0,009879425 427,6953846
ZjuHsp60-24 10 orangel.19023832m scaffold 25,2254 0,5723 0,02268745 194,0415385
ZjuHsp60-24 10 orangel.1g013808m scaffold 55,073 0,7856 0,014264703 423,6384615
ZjuHsp60-24 10 orangel.1g013822m scaffold 55,0741 0,7856 0,014264418 423,6469231
ZjuHsp60-24 10 orangel.1g012693m scaffold 56,1797 0,8161 0,014526599 432,1515385
ZjuHsp60-25 10 orangel.1g010494m scaffold 0,8149 0,1167 0,143207756 6,268461538
ZjuHsp60-25 10 orangel.1g011103m scaffold 0,8011 0,1055 0,131693921 6,162307692
ZjuHsp60-25 10 orangel.1g008279m scaffold 10,9066 0,2093 0,019190215 83,89692308
ZjuHsp60-25 10 orangel.1g007313m scaffold 10,9154 0,2109 0,019321326 83,96461538
ZjuHsp60-25 10 orangel.1g007488m scaffold 10,9206 0,2109 0,019312126 84,00461538
ZjuHsp60-25 10 orangel.1g007643m scaffold 10,5184 0,2114 0,020098114 80,91076923
ZjuHsp60-25 10 orangel.1g009575m scaffold 9,8006 0,2046 0,020876273 75,38923077
ZjuHsp60-25 10 orangel.1g009601m scaffold 9,7804 0,2037 0,020827369 75,23384615
ZjuHsp60-25 10 orangel.1g015737m scaffold 0,8497 0,141 0,16594092  6,536153846
ZjuHsp60-25 10 orangel.1g015120m scaffold 12,8467 0,1945 0,015140075 98,82076923
ZjuHsp60-25 10 orangel.1g007985m scaffold 25,5507 0,5125 0,020058159 196,5438462
ZjuHsp60-25 10 orangel.1g007834m scaffold 53,8334 0,5504 0,010224136 414,1030769
ZjuHsp60-25 10 orangel.1g007981m scaffold 53,9189 0,5425 0,010061407 414,7607692
ZjuHsp60-25 10 orangel.1g008181m scaffold 34,0776 0,598 0,017548184 262,1353846
ZjuHsp60-25 10 orangel.1g011794m scaffold 32,4302 0,488 0,015047702 249,4630769
ZjuHsp60-25 10 orangel.1g011926m scaffold 25,5152 0,4984 0,019533455 196,2707692
ZjuHsp60-25 10 orangel.1g013743m scaffold 22,7252 0,5328 0,023445338 174,8092308
ZjuHsp60-25 10 orangel.1g014061m scaffold 52,6619 0,5985 0,011364953 405,0915385
ZjuHsp60-25 10 orangel.1g016787m scaffold 56,6372 0,511 0,009022339 435,6707692
ZjuHsp60-25 10 orangel.1g016809m scaffold 56,6454 0,5109 0,009019267 435,7338462
ZjuHsp60-25 10 orangel.19g023832m scaffold 25,5197 0,5723 0,022425812 196,3053846
ZjuHsp60-25 10 orangel.1g013808m scaffold 54,9416 0,7746 0,014098607 422,6276923
ZjuHsp60-25 10 orangel.1g013822m scaffold 54,9407 0,7747 0,014100658 422,6207692
ZjuHsp60-25 10 orangel.1g012693m scaffold 55,8797 0,8164 0,014609957 429,8438462
ZjuHsp60-25 10 orangel.1g012313m scaffold 55,8797 0,8164 0,014609957 429,8438462
ZjuHsp60-28 12 orangel.1g009026m scaffold 1,0251 0,0425 0,04145937 7,885384615
ZjuHsp60-28 12 orangel.1g009082m scaffold 1,0800 0,0428 0,03962963 8,307692308
ZjuHsp60-28 12 orangel.1g008377m scaffold 1,1901 0,0800 0,067221242 9,154615385
ZjuHsp60-28 12 orangel.1g013893m scaffold 1,0335 0,0377 0,036477987 7,95
ZjuHsp60-28 12 orangel.1g013920m scaffold 1,0335 0,0377 0,036477987 7,95
ZjuHsp60-29 scaffold orangel.1g013743m scaffold 1,0746 0,0365 0,033966127 8,266153846
ZjuHsp60-29 scaffold orangel.1g008181m scaffold 7,4988 0,2032 0,027097669 57,68307692
ZjuHsp60-29 scaffold orangel.1g016787m scaffold 1,0698 0,0416 0,038885773 8,229230769
ZjuHsp60-29 scaffold orangel.1g016809m scaffold 1,0698 0,0416 0,038885773 8,229230769
ZjuHsp60-29 scaffold orangel.1g023832m scaffold 1,2943 0,0438 0,033840686 9,956153846
ZjuHsp60-29 scaffold orangel.1g007488m scaffold 52,3967 0,5249 0,010017806 403,0515385
ZjuHsp60-29 scaffold orangel.1g007313m scaffold 52,5034 0,5323 0,010138391 403,8723077
ZjuHsp60-29 scaffold orangel.1g008279m scaffold 52,7745 0,5119 0,00969976  405,9576923
ZjuHsp60-29 scaffold orangel.1g007643m scaffold 52,1873 0,5332 0,010217045 401,4407692
ZjuHsp60-29 scaffold orangel.1g007985m scaffold 51,9744 0,5252 0,010104975 399,8030769
ZjuHsp60-29 scaffold orangel.1g009601m scaffold 52,8646 0,5026 0,009507307 406,6507692
ZjuHsp60-29 scaffold orangel.1g009575m scaffold 52,7796 0,503 0,009530197 405,9969231
ZjuHsp60-29 scaffold orangel.1g007834m scaffold 52,9596 0,6168 0,011646614 407,3815385
ZjuHsp60-29 scaffold orangel.1g013808m scaffold 1,9807 0,3793 0,191497955 15,23615385
ZjuHsp60-29 scaffold orangel.1g013822m scaffold 1,9807 0,3793 0,191497955 15,23615385
ZjuHsp60-29 scaffold orangel.1g007981m scaffold 52,9438 0,6165 0,011644423 407,26
ZjuHsp60-29 scaffold orangel.1g012313m scaffold 1,7248 0,3938 0,228316327 13,26769231
ZjuHsp60-29 scaffold orangel.1g012693m scaffold 1,7684 0,3922 0,221782402 13,60307692
ZjuHsp60-29 scaffold orangel.1g016236m scaffold 1,9863 0,3369 0,169611841 15,27923077
ZjuHsp60-29 scaffold orangel.1g016246m scaffold 1,9863 0,3369 0,169611841 15,27923077
ZjuHsp60-29 scaffold orangel.1g011794m scaffold 52,1388 0,5064 0,009712537 401,0676923
ZjuHsp60-29 scaffold orangel.1g010494m scaffold 53,0893 0,5817 0,01095701  408,3792308

81



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226
Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S3.3 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp60-29 scaffold orangel.1g011729m scaffold 1,7248 0,3938 0,228316327 13,26769231
ZjuHsp60-29 scaffold orangel.1g011103m scaffold 53,0148 0,5758 0,010861118 407,8061538
ZjuHsp60-29 scaffold orangel.1g012481m scaffold 1,6753 0,3953 0,235957739 12,88692308
ZjuHsp60-29 scaffold orangel.1g011926m scaffold 52,2304 0,5173 0,009904194 401,7723077
ZjuHsp60-29 scaffold orangel.1g012868m scaffold 1,7155 0,3937 0,229495774  13,19615385
ZjuHsp60-29 scaffold orangel.1g011725m scaffold 1,7884 0,4421 0,247204205 13,75692308
ZjuHsp60-29 scaffold orangel.1g012945m scaffold 1,7751 0,417 0,234916343 13,65461538
ZjuHsp60-29 scaffold orangel.1g013203m scaffold 1,7467 0,3958 0,226598729 13,43615385
ZjuHsp60-29 scaffold orangel.1g015120m scaffold 53,2824 0,5586 0,010483762 409,8646154
ZjuHsp60-29 scaffold orangel.1g014070m scaffold 1,6781 0,4045 0,241046422 12,90846154
ZjuHsp60-29 scaffold orangel.1g040169m scaffold 2,1481 0,4512 0,210046087 16,52384615
ZjuHsp60-29 scaffold orangel.1g014061m scaffold 54,2686 0,6201 0,011426497 417,4507692
ZjuHsp60-29 scaffold orangel.1g019867m scaffold 2,2135 0,3579 0,161689632 17,02692308
ZjuHsp60-29 scaffold orangel.1g015737m scaffold 52,5782 0,6033 0,011474337 404,4476923
ZjuHsp60-29 scaffold orangel.1g018642m scaffold 3,2238 0,4354 0,135058006 24,79846154
ZjuHsp60-29 scaffold orangel.1g024036m scaffold 3,5128 0,3794 0,10800501 27,02153846
ZjuHsp60-30 scaffold orangel.1g009026m scaffold 1,0563 0,0446 0,042222853 8,125384615
ZjuHsp60-30 scaffold orangel.1g009082m scaffold 1,0962 0,0448 0,040868455 8,432307692
ZjuHsp60-30 scaffold orangel.1g008377m scaffold 1,1769 0,0715 0,060752825 9,053076923
ZjuHsp60-30 scaffold orangel.1g013893m scaffold 1,0726 0,042 0,039157188 8,250769231
ZjuHsp60-30 scaffold orangel.1g013920m scaffold 1,0726 0,042 0,039157188 8,250769231
ZjuHsp60-30 scaffold orangel.1g009431m scaffold 49,4334 0,8817 0,017836119 380,2569231
ZjuHsp60-30 scaffold orangel.1g009216m scaffold 50,728 0,9224 0,018183252 390,2153846
ZjuHsp60-30 scaffold orangel.1g008702m scaffold 50,8735 0,9047 0,017783325 391,3346154
ZjuHsp60-30 scaffold orangel.1g008527m scaffold 51,1133 0,9207 0,018012924 393,1792308
ZjuHsp60-30 scaffold orangel.1g008703m scaffold 53,3027 0,8858 0,016618295 410,0207692
ZjuHsp60-30 scaffold orangel.1g008712m scaffold 53,3024 0,8857 0,016616513 410,0184615
ZjuHsp60-30 scaffold orangel.1g036490m scaffold 53,4541 0,8803 0,016468335 411,1853846
ZjuHsp60-30 scaffold orangel.1g009425m scaffold 52,3745 0,9218 0,017600168 402,8807692
ZjuHsp60-30 scaffold orangel.1g010272m scaffold 53,9859 0,9066 0,016793274 415,2761538
ZjuHsp60-30 scaffold orangel.1g010585m scaffold 49,482 0,983 0,01986581 380,6307692
ZjuHsp60-30 scaffold orangel.1g009718m scaffold 49,3683 1,005 0,020357193 379,7561538
ZjuHsp60-30 scaffold orangel.1g011829m scaffold 51,31 0,9108 0,017750926 394,6923077
ZjuHsp60-30 scaffold orangel.1g009923m scaffold 49,1762 1,0122 0,020583128 378,2784615
ZjuHsp60-31 scaffold orangel.1g009026m scaffold 1,0563 0,0446 0,042222853 8,125384615
ZjuHsp60-31 scaffold orangel.1g009082m scaffold 1,0962 0,0448 0,040868455 8,432307692
ZjuHsp60-31 scaffold orangel.1g008377m scaffold 1,1769 0,0715 0,060752825 9,053076923
ZjuHsp60-31 scaffold orangel.1g013893m scaffold 1,0726 0,042 0,039157188 8,250769231
ZjuHsp60-31 scaffold orangel.1g013920m scaffold 1,0726 0,042 0,039157188 8,250769231
ZjuHsp60-31 scaffold orangel.1g009431m scaffold 49,4333 0,8817 0,017836155 380,2561538
ZjuHsp60-31 scaffold orangel.1g009216m scaffold 50,7633 0,9188 0,01809969  390,4869231
ZjuHsp60-31 scaffold orangel.1g008702m scaffold 50,8739 0,9047 0,017783185 391,3376923
ZjuHsp60-31 scaffold orangel.1g008527m scaffold 51,1152 0,9206 0,018010298 393,1938462
ZjuHsp60-31 scaffold orangel.1g008703m scaffold 53,3024 0,8857 0,016616513 410,0184615
ZjuHsp60-31 scaffold orangel.1g008712m scaffold 53,3021 0,8858 0,016618482 410,0161538
ZjuHsp60-31 scaffold orangel.1g036490m scaffold 53,4547 0,8804 0,01647002 411,19
ZjuHsp60-31 scaffold orangel.1g009425m scaffold 52,3754 0,9219 0,017601775 402,8876923
ZjuHsp60-31 scaffold orangel.1g010272m scaffold 53,9855 0,9065 0,016791546 415,2730769
ZjuHsp60-31 scaffold orangel.1g010585m scaffold 49,4949 0,9815 0,019830326 380,73
ZjuHsp60-31 scaffold orangel.1g009718m scaffold 49,369 1,005 0,020356904 379,7615385
ZjuHsp60-31 scaffold orangel.1g011829m scaffold 51,3098 0,9107 0,017749046 394,6907692
ZjuHsp60-31 scaffold orangel.1g009923m scaffold 49,1761 1,0121 0,020581136 378,2776923
ZjuHsp60-32 scaffold orangel.1g025446m scaffold 1,1632 0,0981 0,084336314 8,947692308
ZjuHsp60-32 scaffold orangel.1g025453m scaffold 1,1632 0,0981 0,084336314 8,947692308
ZjuHsp60-32 scaffold orangel.19g025502m scaffold 1,1632 0,0981 0,084336314 8,947692308
ZjuHsp60-32 scaffold orangel.1g025388m scaffold 1,1632 0,0981 0,084336314 8,947692308
ZjuHsp60-32 scaffold orangel.1g027479m scaffold 1,2472 0,1836 0,14720975 9,593846154
ZjuHsp60-36 scaffold orangel.1g025446m scaffold 1,1854 0,098 0,082672516 9,118461538
ZjuHsp60-36 scaffold orangel.1g025453m scaffold 1,1854 0,0980 0,082672516 9,118461538
ZjuHsp60-36 scaffold orangel.1g025502m scaffold 1,1854 0,0980 0,082672516 9,118461538
ZjuHsp60-36 scaffold orangel.1g025388m scaffold 1,1854 0,0980 0,082672516 9,118461538
ZjuHsp60-36 scaffold orangel.1g027479m scaffold 1,2747 0,1836 0,14403389 9,805384615
ZjuHsp60-37 scaffold orangel.1g032685m scaffold 1,0422 0,1825 0,175110344 8,016923077
ZjuHsp60-38 scaffold orangel.1g007834m scaffold 0,9529 0,1302 0,136635534 7,33
ZjuHsp60-38 scaffold orangel.1g007981m scaffold 0,9696 0,1327 0,136860561 7,458461538
ZjuHsp60-38 scaffold orangel.1g007985m scaffold 17,4567 0,2722 0,015592867 134,2823077
ZjuHsp60-38 scaffold orangel.1g014061m scaffold 1,0156 0,1320 0,12997243 7,812307692
ZjuHsp60-38 scaffold orangel.1g011794m scaffold 16,1483 0,2373 0,014695045 124,2176923
ZjuHsp60-38 scaffold orangel.1g011926m scaffold 14,2007 0,2537 0,017865316 109,2361538
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ZjuHsp60-38 scaffold orangel.1g007313m scaffold 53,7702 0,5565 0,010349599 413,6169231
ZjuHsp60-38 scaffold orangel.1g007488m scaffold 54,0061 0,5558 0,01029143 415,4315385
ZjuHsp60-38 scaffold orangel.1g008279m scaffold 54,8889 0,5612 0,010224289 422,2223077
ZjuHsp60-38 scaffold orangel.1g007643m scaffold 53,6013 0,5703 0,010639667 412,3176923
ZjuHsp60-38 scaffold orangel.1g009575m scaffold 54,3834 0,5523 0,010155673 418,3338462
ZjuHsp60-38 scaffold orangel.1g009601m scaffold 54,5245 0,5497 0,010081706 419,4192308
ZjuHsp60-38 scaffold orangel.1g015120m scaffold 53,8571 0,5130 0,009525207 414,2853846
ZjuHsp60-38 scaffold orangel.1g010494m scaffold 53,3105 0,5692 0,010677071 410,0807692
ZjuHsp60-38 scaffold orangel.1g011103m scaffold 52,8981 0,5670 0,010718721 406,9084615
ZjuHsp60-38 scaffold orangel.1g008181m scaffold 53,811 0,6782 0,012603371 413,9307692
ZjuHsp60-38 scaffold orangel.1g013743m scaffold 53,7737 0,6147 0,011431239 413,6438462
ZjuHsp60-38 scaffold orangel.1g016787m scaffold 55,2212 0,5875 0,01063903  424,7784615
ZjuHsp60-38 scaffold orangel.1g016809m scaffold 55,221 0,5875 0,010639068 424,7769231
ZjuHsp60-38 scaffold orangel.1g015737m scaffold 52,4297 0,6181 0,01178912 403,3053846
ZjuHsp60-38 scaffold orangel.19g023832m scaffold 55,2729 0,6356 0,011499306 425,1761538
ZjuHsp60-39 scaffold orangel.1g007834m scaffold 1,0794 0,1924 0,178247174 8,303076923
ZjuHsp60-39 scaffold orangel.1g007981m scaffold 1,1024 0,1961 0,177884615 8,48
ZjuHsp60-39 scaffold orangel.1g014061m scaffold 1,0156 0,1320 0,12997243  7,812307692
ZjuHsp60-39 scaffold orangel.1g007985m scaffold 23,1818 0,3059 0,013195697 178,3215385
ZjuHsp60-39 scaffold orangel.1g011794m scaffold 23,1778 0,2733 0,011791456 178,2907692
ZjuHsp60-39 scaffold orangel.1g011926m scaffold 20,4845 0,2929 0,014298616 157,5730769
ZjuHsp60-39 scaffold orangel.1g009601m scaffold 54,4186 0,5824 0,010702223 418,6046154
ZjuHsp60-39 scaffold orangel.1g009575m scaffold 54,6513 0,5935 0,01085976  420,3946154
ZjuHsp60-39 scaffold orangel.1g008279m scaffold 54,8665 0,617 0,011245478 422,05
ZjuHsp60-39 scaffold orangel.1g007488m scaffold 54,9584 0,6205 0,011290358 422,7569231
ZjuHsp60-39 scaffold orangel.1g007313m scaffold 54,9568 0,6206 0,011292506 422,7446154
ZjuHsp60-39 scaffold orangel.1g007643m scaffold 54,7934 0,6388 0,011658338 421,4876923
ZjuHsp60-39 scaffold orangel.1g011103m scaffold 53,215 0,5789 0,010878512 409,3461538
ZjuHsp60-39 scaffold orangel.1g010494m scaffold 53,3612 0,5982 0,011210393 410,4707692
ZjuHsp60-39 scaffold orange1.1g008181m scaffold 54,7107 0,7599 0,013889422 420,8515385
ZjuHsp60-39 scaffold orangel.1g015120m scaffold 56,0192 0,6001 0,010712399 430,9169231
ZjuHsp60-39 scaffold orangel.1g015737m scaffold 52,4282 0,6180 0,011787549 403,2938462
ZjuHsp60-39 scaffold orangel.1g013743m scaffold 55,3988 0,6965 0,012572474 426,1446154
ZjuHsp60-39 scaffold orangel.1g016787m scaffold 57,6948 0,6754 0,011706428 443,8061538
ZjuHsp60-39 scaffold orangel.1g016809m scaffold 57,6953 0,6752 0,01170286 443,81
ZjuHsp60-39 scaffold orangel.1g023832m scaffold 55,2747 0,6356 0,011498932 425,19
Mean 26,66866079 0,585746349 0,021963846 205,1435446
Z. jujuba — M. accuminata
1D Chromos. Gene 1Ds Chromos. Ks Ka Ka/Ks Mya
ZjuHsp60-01 1 GSMUA_Achr8T32500_001 8 5,4122 0,622  0,114925539  41,63230769
ZjuHsp60-01 1 GSMUA_Achr1T16950_001 1 5,4622 0,5274  0,096554502 42,01692308
ZjuHsp60-01 1 GSMUA_Achr8T32500_001 8 5,4119 0,622  0,114931909 41,63
ZjuHsp60-01 1 GSMUA_Achr1T16950_001 1 5,4622 0,5274  0,096554502  42,01692308
ZjuHsp60-01 1 GSMUA_Achr6T10860_001 6 7,2144 0,4818 0,0667831 55,49538462
ZjuHsp60-01 1 GSMUA_Achr9T14260_001 9 11,092 0,4728  0,042625316  85,32307692
ZjuHsp60-01 1 GSMUA_Achr3T05780_001 3 9,4846 0,469 0,04944858  72,95846154
ZjuHsp60-01 1 GSMUA_Achr10T29980_001 10 2,7248 0,3847  0,141184674 20,96
ZjuHsp60-01 1 GSMUA_Achr7T18690_001 7 2,6491 0,3517  0,13276207  20,37769231
ZjuHsp60-02 1 GSMUA_Achr2T01800_001 2 2,587 0,0452  0,017471975 19,9
ZjuHsp60-02 1 GSMUA_Achr3T24440_001 3 2,2148 0,0578  0,026097165 17,03692308
ZjuHsp60-02 1 GSMUA_Achr8T16590_001 8 52,9661 0,7152  0,013502976 407,4315385
ZjuHsp60-02 1 GSMUA_Achr11T16330_001 11 52,2065  0,7164 0,013722429 401,5884615
ZjuHsp60-02 1 GSMUA_Achr2721510_001 2 54,2244 07168 0,013219141 417,1107692
ZjuHsp60-02 1 GSMUA_AchrUn_randomT20660_001 scaffold 52,0413  0,7681 0,014759431 400,3176923
ZjuHsp60-02 1 GSMUA_Achr6T06770_001 6 54,2136 0,7687  0,014179099  417,0276923
ZjuHsp60-02 1 GSMUA_Achr4T16540_001 4 49,8677 0,8526  0,017097239 383,5976923
ZjuHsp60-02 1 GSMUA_Achr1T14710_001 1 50,4457  0,8677 0,017200673 388,0438462
ZjuHsp60-02 1 GSMUA_Achr6T23290_001 6 52,7334 0,8634 0,016372925 405,6415385
ZjuHsp60-02 1 GSMUA_Achr3T25570_001 3 48,8289 1,008  0,020643512  375,6069231
ZjuHsp60-02 1 GSMUA_Achr8T04580_001 8 48,9599 0,9927 0,020275777  376,6146154
ZjuHsp60-02 1 GSMUA_Achr5T09040_001 5 53,4843 0,8362 0,015634495 411,4176923
ZjuHsp60-02 1 GSMUA_Achr2T01090_001 2 54,4907  0,7561 0,013875762 419,1592308
ZjuHsp60-03 1 GSMUA_Achr9T14260_001 9 3,1247 0,2714  0,086856338 24,03615385
ZjuHsp60-03 1 GSMUA_Achr3T05780_001 3 4,4446 0,2599  0,058475453  34,18923077
ZjuHsp60-03 1 GSMUA_Achr6T10860_001 6 2,7597 0,2685 0,097293184 21,22846154
ZjuHsp60-03 1 GSMUA_Achr7T18690_001 7 32,5107  0,4176 0,012845002  250,0823077
ZjuHsp60-03 1 GSMUA_Achr8T32500_001 8 46,6562  0,5954 0,012761434 358,8938462
ZjuHsp60-03 1 GSMUA_Achr10T29980_001 10 12,8958 0,4321 0,033507033  99,19846154
ZjuHsp60-03 1 GSMUA_Achr1T16950_001 1 7,8741 0,5099  0,064756607 60,57
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ZjuHsp60-04 1 GSMUA_Achr9T14260_001 9 2,9734 0,2815 0,094672765 22,87230769
ZjuHsp60-04 1 GSMUA_Achr6T10860_001 6 2,5315 0,2734  0,10799921  19,47307692
ZjuHsp60-04 1 GSMUA_Achr3T05780_001 3 3,9367 0,2658  0,06751848  30,28230769
ZjuHsp60-04 1 GSMUA_Achr7T18690_001 7 14,5198 0,4788 0,032975661 111,6907692
ZjuHsp60-04 1 GSMUA_Achr8T32500_001 8 46,0123 0,5916 0,012857432  353,9407692
ZjuHsp60-04 1 GSMUA_Achr10T29980_001 10 13,1171 0,4721  0,035991187 100,9007692
ZjuHsp60-04 1 GSMUA_Achr1T16950_001 1 7,6172 0,4928 0,064695689 5859384615
ZjuHsp60-05 2 GSMUA_Achr8T16590_001 8 2,2548 0,0356  0,01578854  17,34461538
ZjuHsp60-05 2 GSMUA_Achr2T21510_001 2 2,3731 0,0367 0,015465004 18,25461538
ZjuHsp60-05 2 GSMUA_Achr11T16330_001 11 54,0662 0,6906  0,01277323  415,8938462
ZjuHsp60-05 2 GSMUA_Achr2T01800_001 2 31,6543 0,7347 0,023210117  243,4946154
ZjuHsp60-05 2 GSMUA_Achr3T24440_001 3 53,9943 0,7336  0,013586619 415,3407692
ZjuHsp60-05 2 GSMUA_Achr6T06770_001 6 23,1564 0,774  0,033424885 178,1261538
ZjuHsp60-05 2 GSMUA_Achr8T04580_001 8 50,3647 0,9051  0,01797092  387,4207692
ZjuHsp60-05 2 GSMUA_Achr3T25570_001 3 50,0211 0,9225 0,018442217 384,7776923
ZjuHsp60-05 2 GSMUA_Achr1T14710_001 1 50,4712 0,9428  0,01867996 388,24
ZjuHsp60-05 2 GSMUA_Achr4T16540_001 4 49,7001 0,9389 #DEGER!  382,3084615
ZjuHsp60-05 2 GSMUA_Achr2T01090_001 2 52,7676 0,7157  0,013563247  405,9046154
ZjuHsp60-06 2 GSMUA_Achr8T16590_001 8 2,2549 0,0356  0,01578784  17,34538462
ZjuHsp60-06 2 GSMUA_Achr2T21510_001 2 2,3734 0,0367 0,015463049  18,25692308
ZjuHsp60-06 2 GSMUA_Achr11T16330_001 11 54,0645 0,6906 0,012773631 415,8807692
ZjuHsp60-06 2 GSMUA_Achr2T01800_001 2 31,4707 0,7347  0,023345525  242,0823077
ZjuHsp60-06 2 GSMUA_Achr3T24440_001 3 53,9945 0,7336  0,013586569 415,3423077
ZjuHsp60-06 2 GSMUA_Achr6T23290_001 6 53,2317 0,8307 0,015605363  409,4746154
ZjuHsp60-06 2 GSMUA_Achr5T09040_001 5 53,2043 0,8139  0,015297636 409,2638462
ZjuHsp60-06 2 GSMUA_AchrUn_randomT20660_001 scaffold 19,1466 0,8061  0,04210147  147,2815385
ZjuHsp60-06 2 GSMUA_Achr6T06770_001 6 23,265 0,774  0,033268859 178,9615385
ZjuHsp60-06 2 GSMUA_Achr8T04580_001 8 50,3658 0,9051 0,017970528 387,4292308
ZjuHsp60-06 2 GSMUA_Achr3T25570_001 3 50,0206 0,9225 0,018442402 384,7738462
ZjuHsp60-06 2 GSMUA_Achr1T14710_001 1 50,4718 0,9428 0,018679738 388,2446154
ZjuHsp60-06 2 GSMUA_Achr4T16540_001 4 49,701 0,9388 0,018888956 382,3153846
ZjuHsp60-06 2 GSMUA_Achr2T01090_001 2 52,7677 0,7157  0,013563221  405,9053846
ZjuHsp60-06 2 GSMUA_Achr8T21710_001 8 2,5807 0,0798  0,030921843  19,85153846
ZjuHsp60-06 2 GSMUA_AchrUn_randomT14130_001 scaffold 2,5905 0,1296  0,050028952  19,92692308
ZjuHsp60-08 2 GSMUA_Achr4T10770_001 4 1,2896 0,1138  0,088244417 9,92
ZjuHsp60-09 2 GSMUA_Achr11T22050_001 11 6,0884 0,0827 0,013583207 46,83384615
ZjuHsp60-09 2 GSMUA_AchrUn_randomT08730_001 scaffold 3,4756 0,1014  0,029174819  26,73538462
ZjuHsp60-09 2 GSMUA_Achr10T20970_001 10 31,3079 0,2844  0,009083969 240,83
ZjuHsp60-09 2 GSMUA_Achr9T23240_001 9 50,3808 0,4546  0,009023279  387,5446154
ZjuHsp60-09 2 GSMUA_Achr3T27620_001 3 50,5212 0,4512  0,008930904 388,6246154
ZjuHsp60-09 2 GSMUA_Achr11T06270_001 11 51,0389 0,4649 0,009108739 392,6069231
ZjuHsp60-09 2 GSMUA_Achr9T18480_001 9 49,6084 0,5343  0,010770353  381,6030769
ZjuHsp60-09 2 GSMUA_Achr1T11160_001 1 48,9992 0,5475 0,011173652 376,9169231
ZjuHsp60-09 2 GSMUA_Achr10T08040_001 10 48,9989 0,5488 0,011200251 376,9146154
ZjuHsp60-09 2 GSMUA_Achr7T24090_001 7 51,3328 0,5611 0,010930633 394,8676923
ZjuHsp60-09 2 GSMUA_Achr1T06560_001 1 2,4417 0,4791  0,196215751 18,78230769
ZjuHsp60-10 4 GSMUA_Achr9T23240_001 9 6,1701 0,0829 0,013435763 47,46230769
ZjuHsp60-10 4 GSMUA_Achr3T27620_001 3 7,2392 0,0792  0,010940435 55,68615385
ZjuHsp60-10 4 GSMUA_Achr11T06270_001 11 12,791 0,0859  0,006715659  98,39230769
ZjuHsp60-10 4 GSMUA_Achr9T18480_001 9 11,5516 0,2423  0,020975449  88,85846154
ZjuHsp60-10 4 GSMUA_Achr11T22050_001 11 48,6177 0,4776  0,009823583  373,9823077
ZjuHsp60-10 4 GSMUA_AchrUn_randomT08730_001 scaffold 48,905 0,4696  0,00960229  376,1923077
ZjuHsp60-10 4 GSMUA_Achr1T11160_001 1 50,6701 0,5298  0,01045587 389,77
ZjuHsp60-10 4 GSMUA_Achr10T08040_001 10 50,1778 0,5276  0,01051461  385,9830769
ZjuHsp60-10 4 GSMUA_Achr10T20970_001 10 49,3386 0,5465  0,01107652  379,5276923
ZjuHsp60-10 4 GSMUA_Achr7T24090_001 7 52,1316 0,5575  0,01069409  401,0123077
ZjuHsp60-10 4 GSMUA_Achr8T14600_001 8 52,0406 0,2887  0,005547592  400,3123077
ZjuHsp60-11 4 GSMUA_Achr6T23290_001 6 2,3470 0,0413  0,017596932  18,05384615
ZjuHsp60-11 4 GSMUA_Achr5T09040_001 5 1,8097 0,0523 0,028899818 13,92076923
ZjuHsp60-11 4 GSMUA_AchrUn_randomT20660_001 scaffold 54,5713 0,7236  0,013259717 419,7792308
ZjuHsp60-11 4 GSMUA_Achr6T06770_001 6 56,2717 0,7183  0,012764853  432,8592308
ZjuHsp60-11 4 GSMUA_Achr2T21510_00 2 53,1281 0,8408  0,0158259  408,6776923
ZjuHsp60-11 4 GSMUA_Achr11T16330_001 11 51,7612 0,8168  0,01578016  398,1630769
ZjuHsp60-11 4 GSMUA_Achr3T25570_001 3 50,3917 0,8777 0,017417551 387,6284615
ZjuHsp60-11 4 GSMUA_Achr4T16540_001 4 50,1846 0,8802 0,017539245 386,0353846
ZjuHsp60-11 4 GSMUA_Achr1T14710_001 1 50,4023 0,8823  0,017505154 387,71
ZjuHsp60-11 4 GSMUA_Achr1T14710_001 1 50,4024 0,8823 0,017505119 387,7107692
ZjuHsp60-11 4 GSMUA_Achr8T04580_001 8 51,144 0,8726  0,01706163  393,4153846
ZjuHsp60-11 4 GSMUA_Achr2T01800_001 2 53,4272 0,8093 0,015147715 410,9784615
ZjuHsp60-11 4 GSMUA_Achr3T24440_001 3 52,7768 0,7981 0,015122175 405,9753846
ZjuHsp60-12 4 GSMUA_Achr1T14710_001 1 1,7864 0,0764  0,041965312 7,692307692
ZjuHsp60-12 4 GSMUA_Achr4T16540_001 4 1,8277 0,0767  0,041965312  30,76923077
ZjuHsp60-13 5 GSMUA_Achr6T09540_001 6 49,9397 0,1403  0,002809388  384,1515385
ZjuHsp60-13 5 GSMUA_Achr3T20910_001 3 7,6166 0,095 0,012472757 58,58923077
ZjuHsp60-13 5 GSMUA_AchrUn_randomT20660_001 scaffold 24,498 0,6352  0,025928647  188,4461538
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ZjuHsp60-13 5 GSMUA_Achr6T06770_001 6 23,7039 0,6075 0,025628694 182,3376923
ZjuHsp60-13 5 GSMUA_Achr2T01800_001 2 49,6968 0,7259  0,014606574  382,2830769
ZjuHsp60-13 5 GSMUA_Achr8T16590_001 8 50,5839 0,7428 0,014684514  389,1069231
ZjuHsp60-13 5 GSMUA_Achr11T16330_001 11 49,1372 0,7734  0,015739603  377,9784615
ZjuHsp60-13 5 GSMUA_Achr3T24440_001 3 47,8275 0,7846  0,016404788  367,9038462
ZjuHsp60-13 5 GSMUA_Achr6T23290_001 6 48,7094 0,8304 0,017048044 374,6876923
ZjuHsp60-13 5 GSMUA_Achr5T09040_001 5 49,1626 0,8146  0,016569506 378,1738462
ZjuHsp60-13 5 GSMUA_Achr2T21510_001 2 51,0012 0,7518  0,01474083  392,3169231
ZjuHsp60-13 5 GSMUA_Achr8T04580_001 8 48,6204 0,9095 0,01870614  374,0030769
ZjuHsp60-13 5 GSMUA_Achr3T25570_001 3 48,8832 0,9188 0,018795824  376,0246154
ZjuHsp60-13 5 GSMUA_Achr4T16540_001 4 47,2729 0,8968  0,0189707  363,6376923
ZjuHsp60-13 5 GSMUA_Achr1T14710_001 1 48,2579 0,8896  0,018434287 371,2146154
ZjuHsp60-14 6 GSMUA_Achr8T32500_001 8 2,5012 0,5226  0,208939709 19,24
ZjuHsp60-14 6 GSMUA_Achr1T16950_001 1 2,3842 0,4378  0,183625535 18,34
ZjuHsp60-14 6 GSMUA_Achr9T14260_001 9 22,8893 0,5676  0,024797613  176,0715385
ZjuHsp60-14 6 GSMUA_Achr3T05780_001 3 34,2217 0,5622 0,016428173  263,2438462
ZjuHsp60-14 6 GSMUA_Achr6T10860_001 6 6,1896 0,5988 0,096742924  47,61230769
ZjuHsp60-14 6 GSMUA_Achr7T18690_001 7 9,5993 0,6289 0,065515194  73,84076923
ZjuHsp60-14 6 GSMUA_Achr7T18690_001 7 9,5981 0,6289  0,065523385  73,83153846
ZjuHsp60-15 8 GSMUA_Achr9T14260_001 9 2,7661 0,279  0,100864032 21,27769231
ZjuHsp60-15 8 GSMUA_Achr3T05780_001 3 2,6599 0,2683  0,100868454  20,46076923
ZjuHsp60-15 8 GSMUA_Achr6T10860_001 6 2,0434 0,2606 0,127532544  15,71846154
ZjuHsp60-15 8 GSMUA_Achr7T18690_001 7 26,9109 0,4727 0,017565373  207,0069231
ZjuHsp60-15 8 GSMUA_Achr10T29980_001 10 7,8001 0,4735  0,06070435  60,00076923
ZjuHsp60-15 8 GSMUA_Achr8T32500_001 8 11,3422 05913  0,052132743  87,24769231
ZjuHsp60-15 8 GSMUA_Achr1T16950_001 1 8,0813 0,5229 0,064704936 62,16384615
ZjuHsp60-16 8 GSMUA_Achr9T14260_001 9 2,7662 0,279  0,100860386  21,27846154
ZjuHsp60-16 8 GSMUA_Achr3T05780_001 3 2,6598 0,2683  0,100872246 20,46
ZjuHsp60-16 8 GSMUA_Achr6T10860_001 6 2,0434 0,2606  0,127532544  15,71846154
ZjuHsp60-16 8 GSMUA_Achr7T18690_001 7 26,9404 0,4727 0,017546139  207,2338462
ZjuHsp60-16 8 GSMUA_Achr10T29980_001 10 7,8029 0,4735 0,060682567 60,02230769
ZjuHsp60-16 8 GSMUA_Achr8T32500_001 8 11,3467 0,5913  0,052112068 87,28230769
ZjuHsp60-16 8 GSMUA_Achr1T16950_001 1 8,0820 0,5229  0,064699332 62,16923077
ZjuHsp60-17 8 GSMUA_Achr9T14260_001 9 2,7662 0,2790  0,100860386 21,27846154
ZjuHsp60-17 8 GSMUA_Achr3T05780_001 3 2,6598 0,2683  0,100872246 20,46
ZjuHsp60-17 8 GSMUA_Achr6T10860_001 6 2,0434 0,2606 0,127532544  15,71846154
ZjuHsp60-17 8 GSMUA_Achr7T18690_001 7 27,226 0,4727  0,01736208  209,4307692
ZjuHsp60-17 8 GSMUA_Achr10T29980_001 10 7,7997 0,4735 0,060707463 59,99769231
ZjuHsp60-17 8 GSMUA_Achr8T32500_001 8 11,3465 0,5913  0,052112986 87,28076923
ZjuHsp60-17 8 GSMUA_Achr1T16950_001 1 8,081 0,5229 0,064707338 62,16153846
ZjuHsp60-18 8 GSMUA_Achr11T16330_001 11 2,7667 0,0478  0,0172769  21,28230769
ZjuHsp60-18 8 GSMUA_Achr2T01090_001 2 2,9150 0,1566  0,053722127 22,42307692
ZjuHsp60-18 8 GSMUA_Achr2T01100_001 2 4,1091 0,1333  0,032440194 31,60846154
ZjuHsp60-18 8 GSMUA_Achr8T16590_001 8 51,9798 0,6865 0,013207054  399,8446154
ZjuHsp60-18 8 GSMUA_Achr2T21510_001 2 52,8976 0,6776  0,012809655 406,9046154
ZjuHsp60-18 8 GSMUA_Achr2T01800_001 2 51,3316 0,7315  0,014250481  394,8584615
ZjuHsp60-18 8 GSMUA_Achr3T24440_001 3 51,1112 0,7363  0,014405845 393,1630769
ZjuHsp60-18 8 GSMUA_AchrUn_randomT20660_001 scaffold 51,2176 0,8029 0,015676252 393,9815385
ZjuHsp60-18 8 GSMUA_Achr6T23290_001 6 50,3268 0,8241 0,016374973  387,1292308
ZjuHsp60-18 8 GSMUA_Achr3T25570_001 3 47,960 0,8944 0,018648874  368,9230769
ZjuHsp60-18 8 GSMUA_Achr5T09040_001 5 50,6519 0,8263  0,016313307 389,63
ZjuHsp60-18 8 GSMUA_Achr8T04580_001 8 48,2282 0,8841 0,018331599 370,9861538
ZjuHsp60-18 8 GSMUA_Achr6T06770_001 6 52,7335 0,8216  0,015580229  405,6423077
ZjuHsp60-18 8 GSMUA_Achr1T14710_001 1 49,1374 0,9042  0,018401462 377,98
ZjuHsp60-18 8 GSMUA_Achr4T16540_001 4 12,5795 0,9282 0,073786716 96,76538462
ZjuHsp60-19 8 GSMUA_Achr7T24090_001 7 3,3975 0,1175 0,034584253  26,13461538
ZjuHsp60-19 8 GSMUA_Achr1T11160_001 1 6,3202 0,1951 0,030869276 48,61692308
ZjuHsp60-19 8 GSMUA_Achr10T08040_001 10 6,7912 0,1962  0,028890329 52,24
ZjuHsp60-19 8 GSMUA_Achr9T23240_001 9 0,5945 0,0115 0,019343987 4,573076923
ZjuHsp60-19 8 GSMUA_Achr3T27620_001 3 51,3196 0,6002 0,011695337 394,7661538
ZjuHsp60-19 8 GSMUA_Achr11T06270_001 11 52,3337 0,6152  0,011755332  402,5669231
ZjuHsp60-19 8 GSMUA_Achr11T22050_001 11 49,3446 0,6145 0,012453237 379,5738462
ZjuHsp60-19 8 GSMUA_AchrUn_randomT08730_001 scaffold 48,6116 0,6236  0,012828214  373,9353846
ZjuHsp60-19 8 GSMUA_Achr9T18480_001 9 51,8997 0,6254 0,012050166 399,2284615
ZjuHsp60-19 8 GSMUA_Achr10T20970_001 10 51,1184 0,6307 0,012338023 393,2184615
ZjuHsp60-20 9 GSMUA_Achr10T08040_001 10 2,4410 0,0750 0,030725113  18,77692308
ZjuHsp60-20 9 GSMUA_Achr1T11160_001 1 2,0193 0,0767  0,03798346  15,53307692
ZjuHsp60-20 9 GSMUA_Achr7T24090_001 7 5,6544 0,1535 0,027147001  43,49538462
ZjuHsp60-20 9 GSMUA_Achr9T23240_001 9 51,9955 0,5287 0,010168188  399,9653846
ZjuHsp60-20 9 GSMUA_Achr11T06270_001 11 52,4612 0,5454  0,010396255 403,5476923
ZjuHsp60-20 9 GSMUA_Achr3T27620_001 3 52,0187 0,5468 0,010511604  400,1438462
ZjuHsp60-20 9 GSMUA_Achr11T22050_001 11 49,1883 0,534  0,01085624  378,3715385
ZjuHsp60-20 9 GSMUA_AchrUn_randomT08730_001 scaffold 48,88 0,564  0,011538462 376
ZjuHsp60-20 9 GSMUA_Achr9T18480_001 9 52,5685 0,5935 0,011290031  404,3730769
ZjuHsp60-20 9 GSMUA_Achr10T20970_001 10 50,8867 0,5959  0,011710329  391,4361538
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ZjuHsp60-21 10 GSMUA_AchrUn_randomT20660_001 scaffold 2,0103 0,0534  0,0265632  15,46384615
ZjuHsp60-21 10 GSMUA_Achr6T06770_001 6 1,7145 0,0455 0,026538349  13,18846154
ZjuHsp60-21 10 GSMUA_Achr6T23290_001 6 53,7977 0,7543  0,014021046 413,8284615
ZjuHsp60-21 10 GSMUA_Achr2T01800_001 2 18,8626 0,7206  0,038202581  145,0969231
ZjuHsp60-21 10 GSMUA_Achr5T09040_001 5 54,3326 0,7465 0,013739449  417,9430769
ZjuHsp60-21 10 GSMUA_Achr3T24440_001 3 50,5705 0,7271  0,014377948  389,0038462
ZjuHsp60-21 10 GSMUA_Achr8T16590_001 8 12,5489 0,8348  0,066523759 96,53
ZjuHsp60-21 10 GSMUA_Achr11T16330_001 11 52,3275 0,8000 0,015288328 402,5192308
ZjuHsp60-21 10 GSMUA_Achr2T21510_001 2 53,1716 0,8219  0,0154575  409,0123077
ZjuHsp60-21 10 GSMUA_Achr1T14710_001 1 52,03 0,8985 0,017268883  400,2307692
ZjuHsp60-21 10 GSMUA_Achr4T16540_001 4 51,0773 0,9000 0,017620352  392,9023077
ZjuHsp60-21 10 GSMUA_Achr3T25570_001 3 51,0005 0,9368 0,018368447  392,3115385
ZjuHsp60-21 10 GSMUA_Achr8T04580_001 8 50,9138 0,9233  0,018134573  391,6446154
ZjuHsp60-22 10 GSMUA_AchrUn_randomT20660_001 scaffold 2,0103 0,0534  0,0265632  15,46384615
ZjuHsp60-22 10 GSMUA_Achr6T06770_001 6 1,7145 0,0455 0,026538349 13,18846154
ZjuHsp60-22 10 GSMUA_Achr6T23290_001 6 53,8013 0,7543  0,014020107 413,8561538
ZjuHsp60-22 10 GSMUA_Achr2T01800_001 2 18,8272 0,7207 0,038279723  144,8246154
ZjuHsp60-22 10 GSMUA_Achr5T09040_001 5 54,4106 0,7437  0,013668293 418,5430769
ZjuHsp60-22 10 GSMUA_Achr3T24440_001 3 50,5714 0,7272  0,014379669 389,0107692
ZjuHsp60-22 10 GSMUA_Achr8T16590_001 8 12,5433 0,8348  0,066553459  96,48692308
ZjuHsp60-22 10 GSMUA_Achr11T16330_001 11 52,3192 0,8008 0,015306044  402,4553846
ZjuHsp60-22 10 GSMUA_Achr2T21510_001 2 53,1716 0,8219  0,0154575  409,0123077
ZjuHsp60-22 10 GSMUA_Achr1T14710_001 1 52,0294 0,8985 0,017269082 400,2261538
ZjuHsp60-22 10 GSMUA_Achr4T16540_001 4 51,0764 0,9000 0,017620662  392,8953846
ZjuHsp60-22 10 GSMUA_Achr3T25570_001 3 50,9998 0,9367 0,018366739  392,3061538
ZjuHsp60-22 10 GSMUA_Achr8T04580_001 8 50,9149 0,9233  0,018134181  391,6530769
ZjuHsp60-23 10 GSMUA_Achr10T29330_001 10 3,6216 05991 0,165424122 27,85846154
ZjuHsp60-23 10 GSMUA_Achr7T21400_001 7 7,1059 0,5787 0,081439367 54,66076923
ZjuHsp60-24 10 GSMUA_Achr9T18480_001 9 1,7701 0,1727  0,097565109 13,61615385
ZjuHsp60-24 10 GSMUA_Achr9T23240_001 9 7,2454 0,2211  0,030515914  55,73384615
ZjuHsp60-24 10 GSMUA_Achr3T27620_001 3 8,3284 0,216  0,025935354  64,06461538
ZjuHsp60-24 10 GSMUA_Achr11T06270_001 11 10,5392 0,2212  0,02098831  81,07076923
ZjuHsp60-24 10 GSMUA_Achr11T22050_001 11 49,7021 0,4929 0,009917086  382,3238462
ZjuHsp60-24 10 GSMUA_AchrUn_randomT08730_001 scaffold 49,4665 0,5085 0,010279684  380,5115385
ZjuHsp60-24 10 GSMUA_Achr1T11160_001 1 52,8595 0,5716  0,010813572  406,6115385
ZjuHsp60-24 10 GSMUA_Achr10T08040_001 10 52,5784 0,5613 0,010675487  404,4492308
ZjuHsp60-24 10 GSMUA_Achr10T20970_001 10 50,863 0,5556  0,010923461  391,2538462
ZjuHsp60-24 10 GSMUA_Achr7T24090_001 7 9,3795 0,6061 0,064619649 72,15
ZjuHsp60-24 10 GSMUA_Achr8T14600_001 8 54,4649 0,4142  0,007604898 418,9607692
ZjuHsp60-25 10 GSMUA_Achr9T18480_001 9 2,0029 0,156  0,077887064 15,40692308
ZjuHsp60-25 10 GSMUA_Achr9T23240_001 9 6,6741 0,2203  0,033008196 51,33923077
ZjuHsp60-25 10 GSMUA_Achr3T27620_001 3 8,5938 0,215  0,025018036 66,10615385
ZjuHsp60-25 10 GSMUA_Achr11T06270_001 11 8,5927 0,215  0,025021239  66,09769231
ZjuHsp60-25 10 GSMUA_Achr11T22050_001 11 50,5821 0,4841 0,009570579  389,0930769
ZjuHsp60-25 10 GSMUA_AchrUn_randomT08730_001 scaffold 50,3653 0,4897 0,009722964 387,4253846
ZjuHsp60-25 10 GSMUA_Achr1T11160_001 1 53,5419 0,5542  0,010350772 411,8607692
ZjuHsp60-25 10 GSMUA_Achr10T08040_001 10 53,2469 0,5484  0,010299191  409,5915385
ZjuHsp60-25 10 GSMUA_Achr10T20970_001 10 51,9764 0,5632 0,010835687  399,8184615
ZjuHsp60-25 10 GSMUA_Achr7T24090_001 7 13,1699 0,579  0,043963887 101,3069231
ZjuHsp60-25 10 GSMUA_Achr8T14600_001 8 25,7447 0,4153 0,016131476 198,0361538
ZjuHsp60-26 10 GSMUA_Achr8T21710_001 8 7,1811 0,1376  0,01916141  55,23923077
ZjuHsp60-28 12 GSMUA_Achr8T04580_001 8 1,9808 0,0582  0,029382068 15,23692308
ZjuHsp60-28 12 GSMUA_Achr3T25570_001 3 1,5948 0,0571  0,035803863 12,26769231
ZjuHsp60-29 scaffold GSMUA_Achr10T08040_001 10 1,6225 0,0534 0,032912173 12,48076923
ZjuHsp60-29 scaffold GSMUA_Achr1T11160_001 1 2,0458 0,0555 0,027128752  15,73692308
ZjuHsp60-29 scaffold GSMUA_Achr7T24090_001 7 5,0895 0,1592  0,031280086 39,15
ZjuHsp60-29 scaffold GSMUA_Achr3T27620_001 3 52,3849 0,5465 0,010432396 402,9607692
ZjuHsp60-29 scaffold GSMUA_Achr9T23240_001 9 52,5662 0,5412  0,010295589  404,3553846
ZjuHsp60-29 scaffold GSMUA_Achr11T06270_001 11 53,0305 0,5455 0,010286533  407,9269231
ZjuHsp60-29 scaffold GSMUA_Achr11T22050_001 11 50,355 0,5237  0,010400159 387,3461538
ZjuHsp60-29 scaffold GSMUA_AchrUn_randomT08730_001 scaffold 49,6109 0,5664 0,011416846 381,6223077
ZjuHsp60-29 scaffold GSMUA_Achr9T18480_001 9 53,5901 0,5901 0,011011362 412,2315385
ZjuHsp60-29 scaffold GSMUA_Achr10T20970_001 10 50,6567 0,6035 0,011913528 389,6669231
ZjuHsp60-30 scaffold GSMUA_Achr8T04580_001 8 1,7099 0,0524 0,030645067 13,15307692
ZjuHsp60-30 scaffold GSMUA_Achr3T25570_001 3 1,5552 0,0515 0,033114712 11,96307692
ZjuHsp60-30 scaffold GSMUA_Achr8T16590_001 8 50,4716 0,9049 0,017928895 388,2430769
ZjuHsp60-30 scaffold GSMUA_Achr11T16330_001 11 50,5656 0,8831 0,017464442 388,9661538
ZjuHsp60-30 scaffold GSMUA_Achr6T23290_001 6 52,2883 0,8709 0,016655734  402,2176923
ZjuHsp60-30 scaffold GSMUA_Achr5T09040_001 5 51,9864 0,8752 0,016835172  399,8953846
ZjuHsp60-30 scaffold GSMUA_AchrUn_randomT20660_001 scaffold 53,6228 0,8889 0,016576904 412,4830769
ZjuHsp60-30 scaffold GSMUA_Achr2T01800_001 2 50,5068 0,9803 0,019409268 388,5138462
ZjuHsp60-30 scaffold GSMUA_Achr2T21510_001 2 51,6875 0,9375 0,018137848 397,5961538
ZjuHsp60-31 scaffold GSMUA_Achr8T04580_001 8 1,7099 0,0524  0,030645067 13,15307692
ZjuHsp60-31 scaffold GSMUA_Achr3T25570_001 3 1,5551 0,0515 0,033116841 11,96230769
ZjuHsp60-31 scaffold GSMUA_Achr8T16590_001 8 50,4732 0,9048  0,017926345  388,2553846
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ZjuHsp60-31 scaffold GSMUA_Achr11T16330_001 11 50,5665 0,8832 0,017466109 388,9730769
ZjuHsp60-31 scaffold GSMUA_Achr6T23290_001 6 52,2879 0,8707 0,016652036 402,2146154
ZjuHsp60-31 scaffold GSMUA_Achr5T09040_001 5 51,9874 0,8753 0,016836772  399,9030769
ZjuHsp60-31 scaffold GSMUA_AchrUn_randomT20660_001 scaffold 53,6217 0,8888 0,016575379 412,4746154
ZjuHsp60-31 scaffold GSMUA_Achr2T01800_001 2 50,5054 0,9803 0,019409806  388,5030769
ZjuHsp60-31 scaffold GSMUA_Achr2T21510_001 2 51,6885 0,9374 0,018135562 397,6038462
ZjuHsp60-32 scaffold GSMUA_Achr11T09270_001 11 3,3409 0,1969 0,058936215 25,69923077
ZjuHsp60-32 scaffold GSMUA_Achr2T00670_001 2 2,721 0,1881 0,069128997  20,93076923
ZjuHsp60-32 scaffold GSMUA_Achr3T02000_001 3 4,5081 0,207  0,045917349 34,67769231
ZjuHsp60-32 scaffold GSMUA_Achr5T05150_001 5 2,5604 0,206  0,080456179 19,69538462
ZjuHsp60-34 scaffold GSMUA_Achr8T21710_001 8 2,6429 0,0799  0,030231942 20,33
ZjuHsp60-34 scaffold GSMUA_AchrUn_randomT14130_001 scaffold 2,6064 0,1296  0,049723757  20,04923077
ZjuHsp60-34 scaffold GSMUA_Achr4T10770_001 4 1,4892 0,1145 0,076886919  11,45538462
ZjuHsp60-36 scaffold GSMUA_Achr11T09270_001 11 3,3323 0,197  0,059118327 25,63307692
ZjuHsp60-36 scaffold GSMUA_Achr2T00670_001 2 2,6846 0,1881 0,070066304 20,65076923
ZjuHsp60-36 scaffold GSMUA_Achr3T02000_001 3 4,4958 0,2071  0,046065216 34,58307692
ZjuHsp60-36 scaffold GSMUA_Achr5T05150_001 5 2,5299 0,2061 0,081465671 19,46076923
ZjuHsp60-38 scaffold GSMUA_Achr10T20970_001 10 2,8552 0,2253  0,078908658  21,96307692
ZjuHsp60-38 scaffold GSMUA_AchrUn_randomT08730_001 scaffold 25,9734 0,2537  0,009767685 199,7953846
ZjuHsp60-38 scaffold GSMUA_Achr11T22050_001 11 49,4505 0,2738  0,00553685  380,3884615
ZjuHsp60-38 scaffold GSMUA_Achr3T27620_001 3 53,7215 0,5059 0,009417086  413,2423077
ZjuHsp60-38 scaffold GSMUA_Achr9T23240_001 9 52,9384 0,5055  0,009548834 407,2184615
ZjuHsp60-38 scaffold GSMUA_Achr11T06270_001 11 53,9436 0,5279 0,009786147  414,9507692
ZjuHsp60-38 scaffold GSMUA_Achr9T18480_001 9 53,2159 0,5509 0,010352169  409,3530769
ZjuHsp60-38 scaffold GSMUA_Achr1T11160_001 1 52,8007 0,6171 0,011687345 406,1592308
ZjuHsp60-38 scaffold GSMUA_Achr10T08040_001 10 52,378 0,6181 0,011800756  402,9076923
ZjuHsp60-38 scaffold GSMUA_Achr7T24090_001 7 54,7732 0,646  0,011794089  421,3323077
ZjuHsp60-38 scaffold GSMUA_Achr1T06560_001 1 42,7792 0,5663 0,013237742  329,0707692
ZjuHsp60-39 scaffold GSMUA_Achr10T20970_001 10 2,5504 0,792  0,310539523  19,61846154
ZjuHsp60-39 scaffold GSMUA_Achr11T22050_001 11 50,203 0,3195 0,006364162 386,1769231
ZjuHsp60-39 scaffold GSMUA_AchrUn_randomT08730_001 scaffold 30,3577 0,3133  0,010320281 233,5207692
ZjuHsp60-39 scaffold GSMUA_Achr3T27620_001 3 54,873 0,5687  0,010363931 422,1
ZjuHsp60-39 scaffold GSMUA_Achr9T23240_001 9 53,8373 0,5765 0,010708189 414,1330769
ZjuHsp60-39 scaffold GSMUA_Achr11T06270_001 11 54,5986 0,5613  0,010280483  419,9892308
ZjuHsp60-39 scaffold GSMUA_Achr9T18480_001 9 53,8367 0,5987 0,011120667 414,1284615
ZjuHsp60-39 scaffold GSMUA_Achr1T11160_001 1 53,9801 0,7058  0,013075189  415,2315385
ZjuHsp60-39 scaffold GSMUA_Achr10T08040_001 10 53,2843 0,705  0,013230914  409,8792308
ZjuHsp60-39 scaffold GSMUA_Achr7T24090_001 7 56,1392 0,7357  0,013104925 431,84
ZjuHsp60-39 scaffold GSMUA_Achr1T06560_001 1 39,9621 05745 0,014376121 307,4007692

Mean 31,4459378 0,5251  0,01669908 241,891829
Z. jujuba — P. persica

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp60-01 1 Prupe.7G191000.6 7 8,1614 0,4148 0,050824613 62,78
ZjuHsp60-01 1 Prupe.7G191000.5 7 7,273 0,4694 0,06454008 55,94615385
ZjuHsp60-01 1 Prupe.7G191000.7 7 7,2738 0,4694 0,064532981 55,95230769
ZjuHsp60-01 1 Prupe.7G191000.11 7 8,1647 0,504 0,061729151 62,80538462
ZjuHsp60-01 1 Prupe.7G191000.8 7 7,6728 0,4834 0,063001772 59,02153846
ZjuHsp60-01 1 Prupe.7G191000.1 7 7,6712 0,4834 0,063014913 59,00923077
ZjuHsp60-01 1 Prupe.7G191000.13 7 7,6718 0,4834 0,063009985 59,01384615
ZjuHsp60-01 1 Prupe.7G191000.3 7 7,6707 0,4834 0,06301902 59,00538462
ZjuHsp60-01 1 Prupe.7G191000.10 7 7,6708 0,4834 0,063018199 59,00615385
ZjuHsp60-01 1 Prupe.7G191000.2 7 7,6701 0,4834 0,06302395 59,00076923
ZjuHsp60-01 1 Prupe.7G191000.9 7 7,6701 0,4834 0,06302395 59,00076923
ZjuHsp60-01 1 Prupe.7G191000.4 7 7,6717 0,4834 0,063010806 59,01307692
ZjuHsp60-01 1 Prupe.7G191000.12 7 7,6709 0,4834 0,063017377 59,00692308
ZjuHsp60-01 1 Prupe.8G050600.1 8 7,3014 0,6228 0,08529871 56,16461538
ZjuHsp60-01 1 Prupe.8G050600.1 8 7,3005 0,6228 0,085309225 56,15769231
ZjuHsp60-01 1 Prupe.1G323700.1 1 0,7374 0,1366 0,185245457 5,672307692
ZjuHsp60-01 1 Prupe.1G323700.2 1 0,7606 0,1265 0,166316066 5,850769231
ZjuHsp60-01 1 Prupe.3G031400.1 3 6,1579 0,4936 0,080157196 47,36846154
ZjuHsp60-01 1 Prupe.3G031400.3 3 6,2548 0,4871 0,077876191 48,11384615
ZjuHsp60-01 1 Prupe.3G031400.6 3 6,1579 0,4936 0,080157196 47,36846154
ZjuHsp60-01 1 Prupe.3G031400.2 3 6,255 0,4871 0,077873701 48,11538462
ZjuHsp60-01 1 Prupe.3G031400.4 3 6,1586 0,4936 0,080148086 47,37384615
ZjuHsp60-01 1 Prupe.3G031400.5 3 6,1579 0,4936 0,080157196 47,36846154
ZjuHsp60-01 1 Prupe.3G031400.7 3 6,2556 0,4871 0,077866232 48,12
ZjuHsp60-02 1 Prupe.1G357200.1 1 0,6296 0,0207 0,032878018 4,843076923
ZjuHsp60-02 1 Prupe.6G154400.1 6 53,5513 0,7361 0,013745698 411,9330769
ZjuHsp60-02 1 Prupe.5G058100.1 5 28,2618 0,754 0,026679122 217,3984615
ZjuHsp60-02 1 Prupe.6G154400.2 6 54,2388 0,7055 0,013007294 417,2215385
ZjuHsp60-02 1 Prupe.5G227000.1 5 48,8492 0,7278 0,014898913 375,7630769
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ZjuHsp60-02 1 Prupe.1G240000.1 1 50,0438 0,7545 0,015076793  384,9523077
ZjuHsp60-02 1 Prupe.3G238800.1 3 50,3006 0,8402 0,016703578  386,9276923
ZjuHsp60-02 1 Prupe.4G141000.1 4 52,722 0,8881 0,01684496 405,5538462
ZjuHsp60-03 1 Prupe.3G031400.6 3 0,7426 0,147 0,197953138  5,712307692
ZjuHsp60-03 1 Prupe.3G031400.4 3 0,7426 0,147 0,197953138  5,712307692
ZjuHsp60-03 1 Prupe.3G031400.5 3 0,7426 0,1470 0,197953138  5,712307692
ZjuHsp60-03 1 Prupe.3G031400.3 3 0,7581 0,1541 0,203271336  5,831538462
ZjuHsp60-03 1 Prupe.3G031400.2 3 0,7581 0,1541 0,203271336  5,831538462
ZjuHsp60-03 1 Prupe.3G031400.7 3 0,7581 0,1541 0,203271336  5,831538462
ZjuHsp60-03 1 Prupe.3G031400.1 3 0,7426 0,147 0,197953138  5,712307692
ZjuHsp60-03 1 Prupe.7G191000.11 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.8 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.1 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.13 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.3 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.10 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.2 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.9 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.4 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.12 7 1,8276 0,241 0,131866929  14,05846154
ZjuHsp60-03 1 Prupe.7G191000.6 7 1,7917 0,2262 0,126248814  13,78230769
ZjuHsp60-03 1 Prupe.7G191000.5 7 1,7917 0,2262 0,126248814  13,78230769
ZjuHsp60-03 1 Prupe.7G191000.7 7 1,7917 0,2262 0,126248814  13,78230769
ZjuHsp60-03 1 Prupe.1G323700.1 1 12,3211 0,4493 0,0364659 94,77769231
ZjuHsp60-03 1 Prupe.1G323700.2 1 12,2159 0,4226 0,034594258  93,96846154
ZjuHsp60-03 1 Prupe.8G050600.1 8 6,6306 0,6059 0,091379362  51,00461538
ZjuHsp60-04 1 Prupe.3G031400.1 3 0,7304 0,1486 0,203450164  5,618461538
ZjuHsp60-04 1 Prupe.3G031400.6 3 0,7304 0,1486 0,203450164  5,618461538
ZjuHsp60-04 1 Prupe.3G031400.4 3 0,7304 0,1486 0,203450164  5,618461538
ZjuHsp60-04 1 Prupe.3G031400.5 3 0,7304 0,1486 0,203450164  5,618461538
ZjuHsp60-04 1 Prupe.3G031400.3 3 0,7247 0,147 0,202842556  5,574615385
ZjuHsp60-04 1 Prupe.3G031400.2 3 0,7247 0,147 0,202842556  5,574615385
ZjuHsp60-04 1 Prupe.3G031400.7 3 0,7247 0,147 0,202842556  5,574615385
ZjuHsp60-04 1 Prupe.7G191000.11 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.8 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.1 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.13 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.3 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.10 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.2 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.9 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.4 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.12 7 1,7534 0,2425 0,138302726  13,48769231
ZjuHsp60-04 1 Prupe.7G191000.6 7 1,7205 0,2294 0,133333333  13,23461538
ZjuHsp60-04 1 Prupe.7G191000.5 7 1,7205 0,2294 0,133333333  13,23461538
ZjuHsp60-04 1 Prupe.7G191000.7 7 1,7205 0,2294 0,133333333  13,23461538
ZjuHsp60-04 1 Prupe.1G323700.1 1 16,2125 0,4915 0,030316114  124,7115385
ZjuHsp60-04 1 Prupe.1G323700.2 1 12,43 0,4225 0,033990346  95,61538462
ZjuHsp60-04 1 Prupe.8G050600.1 8 6,2242 0,6144 0,098711481  47,87846154
ZjuHsp60-05 2 Prupe.6G154400.1 6 0,7602 0,0266 0,034990792  5,847692308
ZjuHsp60-05 2 Prupe.6G154400.2 6 0,8315 0,0297 0,035718581  6,396153846
ZjuHsp60-05 2 Prupe.5G058100.1 5 53,7324 0,7025 0,013074048  413,3261538
ZjuHsp60-05 2 Prupe.1G357200.1 1 52,7792 0,7204 0,013649316  405,9938462
ZjuHsp60-05 2 Prupe.1G240000.1 1 96,471 0,8081 0,008376611  742,0846154
ZjuHsp60-05 2 Prupe.5G227000.1 5 50,6664 0,7556 0,014913236  389,7415385
ZjuHsp60-05 2 Prupe.3G114000.1 3 49,6569 0,9487 0,019105099  381,9761538
ZjuHsp60-05 2 Prupe.3G113600.1 3 50,1313 0,9483 0,018916326  385,6253846
ZjuHsp60-05 2 Prupe.3G238800.1 3 51,1766 0,9434 0,018434206  393,6661538
ZjuHsp60-06 2 Prupe.6G154400.1 6 0,7602 0,0266 0,034990792  5,847692308
ZjuHsp60-06 2 Prupe.6G154400.2 6 0,8315 0,0297 0,035718581  6,396153846
ZjuHsp60-06 2 Prupe.5G058100.1 5 53,7324 0,7025 0,013074048  413,3261538
ZjuHsp60-06 2 Prupe.1G357200.1 1 52,7800 0,7204 0,01364911 406
ZjuHsp60-06 2 Prupe.4G141000.1 4 53,9093 0,7709 0,014299945  414,6869231
ZjuHsp60-06 2 Prupe.1G240000.1 1 9,6477 0,8081 0,083760896  74,21307692
ZjuHsp60-06 2 Prupe.5G227000.1 5 50,6648 0,7556 0,014913707  389,7292308
ZjuHsp60-06 2 Prupe.3G114000.1 3 49,6562 0,9487 0,019105369  381,9707692
ZjuHsp60-06 2 Prupe.3G113600.1 3 50,1315 0,9483 0,01891625 385,6269231
ZjuHsp60-06 2 Prupe.3G238800.1 3 51,1753 0,9434 0,018434675  393,6561538
ZjuHsp60-08 2 Prupe.7G030600.1 7 1,6101 0,1124 0,069809329  12,38538462
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ZjuHsp60-08 2 Prupe.3G151700.1 3 1,1392 0,1361 0,119469803  8,763076923
ZjuHsp60-09 2 Prupe.6G106800.1 6 0,7567 0,0524 0,069248051  5,820769231
ZjuHsp60-09 2 Prupe.4G112900.1 4 11,1136 0,2933 0,026391088  85,48923077
ZjuHsp60-09 2 Prupe.4G112900.2 4 7,1018 0,2496 0,035146019  54,62923077
ZjuHsp60-09 2 Prupe.6G002500.2 6 49,7961 0,4707 0,009452547  383,0469231
ZjuHsp60-09 2 Prupe.6G002500.1 6 49,7984 0,4708 0,009454119  383,0646154
ZjuHsp60-09 2 Prupe.1G298500.1 1 50,7548 0,4997 0,009845374  390,4215385
ZjuHsp60-09 2 Prupe.1G056300.1 1 51,2921 0,5482 0,010687806  394,5546154
ZjuHsp60-09 2 Prupe.8G209200.2 8 49,498 0,5357 0,01082266 380,7538462
ZjuHsp60-09 2 Prupe.1G298500.2 1 51,1972 0,494 0,009648965  393,8246154
ZjuHsp60-09 2 Prupe.3G049300.1 3 50,4182 0,5703 0,011311392  387,8323077
ZjuHsp60-10 4 Prupe.6G002500.2 6 1,022 0,0466 0,045596869  7,861538462
ZjuHsp60-10 4 Prupe.6G002500.1 6 1,022 0,0466 0,045596869  7,861538462
ZjuHsp60-10 4 Prupe.1G298500.1 1 6,4127 0,2427 0,037846773  49,32846154
ZjuHsp60-10 4 Prupe.1G298500.2 1 5,7962 0,2322 0,040060729  44,58615385
ZjuHsp60-10 4 Prupe.6G106800.1 6 50,0931 0,4614 0,009210849  385,3315385
ZjuHsp60-10 4 Prupe.1G056300.1 1 51,3721 0,5506 0,01071788 395,17
ZjuHsp60-10 4 Prupe.8G209200.1 8 50,6594 0,5600 0,011054217  389,6876923
ZjuHsp60-10 4 Prupe.8G209200.2 8 50,9041 0,5662 0,011122876 391,57
ZjuHsp60-10 4 Prupe.4G112900.1 4 51,0018 0,5553 0,010887851  392,3215385
ZjuHsp60-10 4 Prupe.3G049300.1 3 51,387 0,5902 0,011485395  395,2846154
ZjuHsp60-10 4 Prupe.4G112900.2 4 53,1577 0,5443 0,010239344  408,9053846
ZjuHsp60-11 4 Prupe.4G141000.1 4 1,1134 0,0355 0,031884318  8,564615385
ZjuHsp60-11 4 Prupe.6G064200.1 6 1,4044 0,0573 0,040800342  10,80307692
ZjuHsp60-11 4 Prupe.2G068500.2 2 1,4682 0,0639 0,043522681  11,29384615
ZjuHsp60-11 4 Prupe.2G068500.1 2 1,4682 0,0639 0,043522681  11,29384615
ZjuHsp60-11 4 Prupe.1G240000.1 1 53,3015 0,8319 0,015607441  410,0115385
ZjuHsp60-11 4 Prupe.6G154400.2 6 53,3146 0,8222 0,015421667  410,1123077
ZjuHsp60-11 4 Prupe.5G227000.1 5 9,6508 0,825 0,085485141  74,23692308
ZjuHsp60-11 4 Prupe.5G058100.1 5 51,5858 0,8477 0,016432817  396,8138462
ZjuHsp60-11 4 Prupe.1G357200.1 1 52,1474 0,821 0,015743834  401,1338462
ZjuHsp60-11 4 Prupe.3G113600.1 3 50,499 0,8994 0,017810254  388,4538462
ZjuHsp60-11 4 Prupe.3G238800.1 3 50,1831 0,8889 0,017713135  386,0238462
ZjuHsp60-11 4 Prupe.3G114000.1 3 50,1622 0,8907 0,017756398  385,8630769
ZjuHsp60-12 4 Prupe.3G238800.1 3 1,0098 0,0698 0,069122599  7,767692308
ZjuHsp60-13 5 Prupe.5G227000.1 5 1,3206 0,041 0,031046494  10,15846154
ZjuHsp60-13 5 Prupe.1G240000.1 1 39,3233 0,6574 0,016717824  302,4869231
ZjuHsp60-13 5 Prupe.1G357200.1 1 47,4755 0,7382 0,015549073  365,1961538
ZjuHsp60-13 5 Prupe.5G058100.1 5 48,6862 0,7834 0,016090802  374,5092308
ZjuHsp60-13 5 Prupe.6G154400.1 6 51,1415 0,7845 0,015339793  393,3961538
ZjuHsp60-13 5 Prupe.6G154400.2 6 51,824 0,7675 0,014809741  398,6461538
ZjuHsp60-13 5 Prupe.4G141000.1 4 48,7993 0,8516 0,01745107 375,3792308
ZjuHsp60-13 5 Prupe.3G113600.1 3 48,3392 0,9033 0,018686697 371,84
ZjuHsp60-13 5 Prupe.3G114000.1 3 48,5702 0,9096 0,018727533  373,6169231
ZjuHsp60-14 6 Prupe.8G050600.1 8 0,7844 0,1976 0,25191229 6,033846154
ZjuHsp60-14 6 Prupe.3G031400.3 3 8,5736 0,6039 0,070437156  65,95076923
ZjuHsp60-14 6 Prupe.3G031400.2 3 8,5755 0,6039 0,07042155 65,96538462
ZjuHsp60-14 6 Prupe.3G031400.7 3 8,5793 0,6039 0,070390358  65,99461538
ZjuHsp60-14 6 Prupe.3G031400.1 3 10,1805 0,6021 0,059142478  78,31153846
ZjuHsp60-14 6 Prupe.3G031400.6 3 10,1809 0,6021 0,059140155  78,31461538
ZjuHsp60-14 6 Prupe.3G031400.4 3 10,1955 0,6021 0,059055466  78,42692308
ZjuHsp60-14 6 Prupe.3G031400.5 3 10,1842 0,6021 0,059120991 78,34
ZjuHsp60-14 6 Prupe.1G323700.2 1 6,0941 0,6009 0,098603567  46,87769231
ZjuHsp60-14 6 Prupe.1G323700.1 1 6,5958 0,6575 0,099684648  50,73692308
ZjuHsp60-14 6 Prupe.7G191000.6 7 40,1753 0,6004 0,014944506  309,0407692
ZjuHsp60-14 6 Prupe.7G191000.5 7 40,2133 0,6004 0,014930384  309,3330769
ZjuHsp60-14 6 Prupe.7G191000.7 7 40,3302 0,6004 0,014887107  310,2323077
ZjuHsp60-14 6 Prupe.7G191000.11 7 31,04 0,6055 0,019507088  238,7692308
ZjuHsp60-14 6 Prupe.7G191000.8 7 30,6777 0,6055 0,019737464  235,9823077
ZjuHsp60-14 6 Prupe.7G191000.1 7 30,835 0,6055 0,019636776  237,1923077
ZjuHsp60-14 6 Prupe.7G191000.13 7 32,1239 0,6054 0,018845781  247,1069231
ZjuHsp60-14 6 Prupe.7G191000.3 7 30,7942 0,6055 0,019662794  236,8784615
ZjuHsp60-14 6 Prupe.7G191000.10 7 30,7553 0,6055 0,019687664  236,5792308
ZjuHsp60-14 6 Prupe.7G191000.2 7 31,154 0,6055 0,019435706  239,6461538
ZjuHsp60-14 6 Prupe.7G191000.9 7 33,0803 0,6053 0,018297899  254,4638462
ZjuHsp60-14 6 Prupe.7G191000.4 7 31,1692 0,6055 0,019426228  239,7630769
ZjuHsp60-14 6 Prupe.7G191000.12 7 32,5245 0,6053 0,018610586  250,1884615
ZjuHsp60-15 8 Prupe.7G191000.11 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.8 7 0,6601 0,1444 0,218754734  5,077692308
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ZjuHsp60-15 8 Prupe.7G191000.1 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.13 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.3 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.10 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.2 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.9 7 54,9225 0,1429 0,002601848  422,4807692
ZjuHsp60-15 8 Prupe.7G191000.4 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.7G191000.12 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-15 8 Prupe.3G031400.1 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-15 8 Prupe.3G031400.6 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-15 8 Prupe.3G031400.4 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-15 8 Prupe.3G031400.5 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-15 8 Prupe.3G031400.3 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-15 8 Prupe.3G031400.2 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-15 8 Prupe.3G031400.7 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-15 8 Prupe.7G191000.6 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-15 8 Prupe.7G191000.5 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-15 8 Prupe.7G191000.7 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-15 8 Prupe.1G323700.2 1 11,6104 0,426 0,036691242  89,31076923
ZjuHsp60-15 8 Prupe.1G323700.1 1 8,1519 0,4981 0,06110232 62,70692308
ZjuHsp60-15 8 Prupe.8G050600.1 8 16,1692 0,6009 0,037163249  124,3784615
ZjuHsp60-16 8 Prupe.7G191000.11 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.8 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.1 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.13 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.3 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.10 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.2 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.9 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.4 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.7G191000.12 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-16 8 Prupe.3G031400.1 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-16 8 Prupe.3G031400.6 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-16 8 Prupe.3G031400.4 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-16 8 Prupe.3G031400.5 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-16 8 Prupe.3G031400.3 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-16 8 Prupe.3G031400.2 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-16 8 Prupe.7G191000.6 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-16 8 Prupe.3G031400.7 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-16 8 Prupe.7G191000.5 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-16 8 Prupe.7G191000.7 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-16 8 Prupe.1G323700.2 1 11,6086 0,426 0,036696932  89,29692308
ZjuHsp60-16 8 Prupe.1G323700.1 1 8,1498 0,4981 0,061118064  62,69076923
ZjuHsp60-16 8 Prupe.8G050600.1 8 16,3006 0,6008 0,036857539  125,3892308
ZjuHsp60-17 8 Prupe.7G191000.11 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.8 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.1 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.13 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.3 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.10 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.2 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.9 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.4 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.7G191000.12 7 0,6601 0,1444 0,218754734  5,077692308
ZjuHsp60-17 8 Prupe.3G031400.1 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-17 8 Prupe.3G031400.6 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-17 8 Prupe.3G031400.4 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-17 8 Prupe.3G031400.5 3 1,5108 0,2424 0,160444797  11,62153846
ZjuHsp60-17 8 Prupe.3G031400.3 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-17 8 Prupe.3G031400.2 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-17 8 Prupe.3G031400.7 3 1,4873 0,2414 0,162307537  11,44076923
ZjuHsp60-17 8 Prupe.7G191000.6 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-17 8 Prupe.7G191000.5 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-17 8 Prupe.7G191000.7 7 0,6657 0,1385 0,208051675  5,120769231
ZjuHsp60-17 8 Prupe.1G323700.2 1 11,6211 0,426 0,036657459  89,39307692
ZjuHsp60-17 8 Prupe.1G323700.1 1 8,1505 0,4981 0,061112815  62,69615385
ZjuHsp60-17 8 Prupe.8G050600.1 8 16,1766 0,6009 0,037146248  124,4353846
ZjuHsp60-18 8 Prupe.5G058100.1 5 0,6926 0,0464 0,066993936  5,327692308
ZjuHsp60-18 8 Prupe.6G154400.1 6 51,477 0,713 0,013850846  395,9769231
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ZjuHsp60-18 8 Prupe.6G154400.2 6 51,5574 0,6861 0,013307498  396,5953846
ZjuHsp60-18 8 Prupe.1G357200.1 1 30,8314 0,7442 0,02413773 237,1646154
ZjuHsp60-18 8 Prupe.5G227000.1 5 47,3322 0,7727 0,016325039  364,0938462
ZjuHsp60-18 8 Prupe.4G141000.1 4 50,9144 0,804 0,01579121 391,6492308
ZjuHsp60-18 8 Prupe.1G240000.1 1 49,6346 0,8182 0,016484468  381,8046154
ZjuHsp60-18 8 Prupe.3G113600.1 3 48,9251 0,8933 0,018258522  376,3469231
ZjuHsp60-18 8 Prupe.3G114000.1 3 48,831 0,8825 0,018072536  375,6230769
ZjuHsp60-18 8 Prupe.3G238800.1 3 0,1222 12,0935  98,96481178 0,94
ZjuHsp60-19 8 Prupe.3G049300.1 3 0,6694 0,0793 0,118464296  5,149230769
ZjuHsp60-19 8 Prupe.1G056300.1 1 6,2533 0,1783 0,028512945  48,10230769
ZjuHsp60-19 8 Prupe.8G209200.1 8 4,5092 0,181 0,040140158  34,68615385
ZjuHsp60-19 8 Prupe.8G209200.2 8 4,6458 0,1851 0,039842438  35,73692308
ZjuHsp60-19 8 Prupe.6G002500.2 6 50,6573 0,6313 0,012462172  389,6715385
ZjuHsp60-19 8 Prupe.6G002500.1 6 50,6584 0,6314 0,012463876 389,68
ZjuHsp60-19 8 Prupe.1G298500.1 1 52,4196 0,5903 0,011261055  403,2276923
ZjuHsp60-19 8 Prupe.6G106800.1 6 51,7286 0,6067 0,011728522  397,9123077
ZjuHsp60-19 8 Prupe.1G298500.2 1 52,381 0,5882 0,011229263  402,9307692
ZjuHsp60-19 8 Prupe.4G112900.1 4 53,4358 0,6541 0,012240857  411,0446154
ZjuHsp60-19 8 Prupe.4G112900.2 4 53,3289 0,6673 0,012512915  410,2223077
ZjuHsp60-20 9 Prupe.8G209200.1 8 0,656 0,0575 0,087652439  5,046153846
ZjuHsp60-20 9 Prupe.1G056300.1 1 1,7308 0,0706 0,040790386  13,31384615
ZjuHsp60-20 9 Prupe.8G209200.2 8 0,6655 0,0581 0,08730278 5,119230769
ZjuHsp60-20 9 Prupe.3G049300.1 3 4,5028 0,1812 0,040241627  34,63692308
ZjuHsp60-20 9 Prupe.6G002500.2 6 51,3271 0,5674 0,011054589  394,8238462
ZjuHsp60-20 9 Prupe.6G002500.1 6 51,3299 0,5675 0,011055934  394,8453846
ZjuHsp60-20 9 Prupe.6G106800.1 6 51,1744 0,5485 0,01071825 393,6492308
ZjuHsp60-20 9 Prupe.1G298500.1 1 32,1698 0,554 0,01722112 247,46
ZjuHsp60-20 9 Prupe.1G298500.2 1 27,4513 0,5472 0,019933482  211,1638462
ZjuHsp60-20 9 Prupe.4G112900.1 4 30,819 0,636 0,02063662 237,0692308
ZjuHsp60-20 9 Prupe.4G112900.2 4 50,612 0,6328 0,012502964  389,3230769
ZjuHsp60-21 10 Prupe.1G240000.1 1 0,6981 0,0396 0,056725398 5,37
ZjuHsp60-21 10 Prupe.5G227000.1 5 35,2905 0,6491 0,018393052  271,4653846
ZjuHsp60-21 10 Prupe.1G357200.1 1 49,9976 0,7668 0,015336736  384,5969231
ZjuHsp60-21 10 Prupe.6G154400.1 6 53,1881 0,8091 0,015212049  409,1392308
ZjuHsp60-21 10 Prupe.6G154400.2 6 52,9598 0,7771 0,014673394  407,3830769
ZjuHsp60-21 10 Prupe.5G058100.1 5 50,9756 0,8377 0,016433352 392,12
ZjuHsp60-21 10 Prupe.3G238800.1 3 50,7908 0,9068 0,017853627  390,6984615
ZjuHsp60-21 10 Prupe.3G113600.1 3 0,1913 16,1973  84,66962886  1,471538462
ZjuHsp60-21 10 Prupe.3G114000.1 3 50,6287 0,9263 0,018295947  389,4515385
ZjuHsp60-22 10 Prupe.1G240000.1 1 0,6981 0,0396 0,056725398 5,37
ZjuHsp60-22 10 Prupe.5G227000.1 5 34,2685 0,6492 0,018944512  263,6038462
ZjuHsp60-22 10 Prupe.1G357200.1 1 49,999 0,7668 0,015336307  384,6076923
ZjuHsp60-22 10 Prupe.6G154400.1 6 53,1664 0,8098 0,015231424  408,9723077
ZjuHsp60-22 10 Prupe.4G141000.1 4 53,9427 0,7771 0,014406027  414,9438462
ZjuHsp60-22 10 Prupe.6G154400.2 6 52,9597 0,7771 0,014673421  407,3823077
ZjuHsp60-22 10 Prupe.5G058100.1 5 50,9764 0,8378 0,016435056  392,1261538
ZjuHsp60-22 10 Prupe.3G238800.1 3 50,7884 0,9069 0,01785644 390,68
ZjuHsp60-22 10 Prupe.3G113600.1 3 50,7221 0,957 0,018867515 390,17
ZjuHsp60-22 10 Prupe.3G114000.1 3 50,6297 0,9261 0,018291635  389,4592308
ZjuHsp60-23 10 Prupe.6G129800.1 6 1,7999 0,4205 0,23362409 13,84538462
ZjuHsp60-23 10 Prupe.6G130000.1 6 2,6072 0,4574 0,175437251  20,05538462
ZjuHsp60-23 10 Prupe.6G130000.2 6 2,6072 0,4574 0,175437251  20,05538462
ZjuHsp60-23 10 Prupe.2G046000.1 2 2,0556 0,4772 0,232146332  15,81230769
ZjuHsp60-23 10 Prupe.2G043200.1 2 1,9921 0,4639 0,232869836  15,32384615
ZjuHsp60-23 10 Prupe.2G040500.1 2 1,8058 0,4733 0,2620999 13,89076923
ZjuHsp60-23 10 Prupe.2G046400.1 2 1,8359 0,4837 0,263467509  14,12230769
ZjuHsp60-23 10 Prupe.2G046400.2 2 1,8359 0,4837 0,263467509  14,12230769
ZjuHsp60-23 10 Prupe.2G046300.1 2 2,014 0,4884 0,242502483  15,49230769
ZjuHsp60-23 10 Prupe.2G037800.2 2 1,922 0,483 0,251300728  14,78461538
ZjuHsp60-23 10 Prupe.2G037800.3 2 1,922 0,483 0,251300728  14,78461538
ZjuHsp60-23 10 Prupe.2G046900.1 2 2,1608 0,5094 0,23574602 16,62153846
ZjuHsp60-23 10 Prupe.2G040700.1 2 2,0232 0,4925 0,243426255  15,56307692
ZjuHsp60-23 10 Prupe.2G052200.1 2 2,0012 0,5002 0,24995003 15,39384615
ZjuHsp60-23 10 Prupe.2G046700.1 2 1,8849 0,5076 0,269298106  14,49923077
ZjuHsp60-23 10 Prupe.2G054500.1 2 2,1377 0,5092 0,238199935  16,44384615
ZjuHsp60-23 10 Prupe.2G051100.1 2 2,2769 0,5313 0,233343581  17,51461538
ZjuHsp60-23 10 Prupe.2G037800.1 2 1,9757 0,551 0,278888495  15,19769231
ZjuHsp60-23 10 Prupe.2G037800.4 2 1,9757 0,551 0,278888495  15,19769231
ZjuHsp60-23 10 Prupe.2G054300.4 2 2,3668 0,5324 0,224945074  18,20615385
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ZjuHsp60-23 10 Prupe.2G054300.3 2 2,3668 0,5324 0,224945074  18,20615385
ZjuHsp60-23 10 Prupe.2G054300.1 2 2,3668 0,5324 0,224945074  18,20615385
ZjuHsp60-23 10 Prupe.2G054300.2 2 2,3668 0,5324 0,224945074  18,20615385
ZjuHsp60-23 10 Prupe.4G286000.2 4 1,7911 0,5344 0,298364134  13,77769231
ZjuHsp60-23 10 Prupe.4G286000.3 4 1,7911 0,5344 0,298364134  13,77769231
ZjuHsp60-23 10 Prupe.4G286000.1 4 1,7911 0,5344 0,298364134  13,77769231
ZjuHsp60-23 10 Prupe.2G053700.1 2 1,8823 0,5762 0,306114859  14,47923077
ZjuHsp60-23 10 Prupe.2G053800.1 2 2,0186 0,5764 0,285544437  15,52769231
ZjuHsp60-23 10 Prupe.2G023500.1 2 2,3835 0,6379 0,267631634  18,33461538
ZjuHsp60-23 10 Prupe.2G023500.3 2 2,3835 0,6379 0,267631634  18,33461538
ZjuHsp60-23 10 Prupe.2G023500.5 2 2,3835 0,6379 0,267631634  18,33461538
ZjuHsp60-23 10 Prupe.2G023500.4 2 2,3835 0,6379 0,267631634  18,33461538
ZjuHsp60-23 10 Prupe.2G023500.6 2 2,3835 0,6379 0,267631634  18,33461538
ZjuHsp60-23 10 Prupe.2G023500.2 2 2,3835 0,6379 0,267631634  18,33461538
ZjuHsp60-24 10 Prupe.1G298500.1 1 0,668 0,117 0,175149701  5,138461538
ZjuHsp60-24 10 Prupe.1G298500.2 1 0,6811 0,0949 0,139333431  5,239230769
ZjuHsp60-24 10 Prupe.6G002500.2 6 7,5761 0,2212 0,02919708 58,27769231
ZjuHsp60-24 10 Prupe.6G002500.1 6 7,5763 0,2212 0,02919631 58,27923077
ZjuHsp60-24 10 Prupe.6G106800.1 6 48,9715 0,5016 0,010242692  376,7038462
ZjuHsp60-24 10 Prupe.8G209200.1 8 52,5022 0,5537 0,010546225  403,8630769
ZjuHsp60-24 10 Prupe.1G056300.1 1 53,9188 0,5697 0,010565888 414,76
ZjuHsp60-24 10 Prupe.8G209200.2 8 52,8695 0,5537 0,010472957  406,6884615
ZjuHsp60-24 10 Prupe.4G112900.1 4 38,4118 0,5484 0,014276863  295,4753846
ZjuHsp60-24 10 Prupe.3G049300.1 3 53,4283 0,6172 0,01155193 410,9869231
ZjuHsp60-24 10 Prupe.4G112900.2 4 26,6724 0,5342 0,020028194  205,1723077
ZjuHsp60-25 10 Prupe.1G298500.1 1 0,6704 0,0926 0,138126492  5,156923077
ZjuHsp60-25 10 Prupe.1G298500.2 1 0,6811 0,0949 0,139333431  5,239230769
ZjuHsp60-25 10 Prupe.6G002500.2 6 6,8633 0,2164 0,031530022  52,79461538
ZjuHsp60-25 10 Prupe.6G002500.1 6 6,8639 0,2164 0,031527266  52,79923077
ZjuHsp60-25 10 Prupe.6G106800.1 6 37,6633 0,5002 0,013280833  289,7176923
ZjuHsp60-25 10 Prupe.8G209200.1 8 47,7054 0,5368 0,011252395  366,9646154
ZjuHsp60-25 10 Prupe.1G056300.1 1 49,2379 0,553 0,011231186  378,7530769
ZjuHsp60-25 10 Prupe.8G209200.2 8 47,9538 0,5364 0,011185766  368,8753846
ZjuHsp60-25 10 Prupe.4G112900.1 4 53,8351 0,5395 0,010021343  414,1161538
ZjuHsp60-25 10 Prupe.3G049300.1 3 54,2361 0,5947 0,010965021  417,2007692
ZjuHsp60-25 10 Prupe.4G112900.2 4 49,1543 0,522 0,01061962 378,11
ZjuHsp60-26 10 Prupe.1G326400.1 1 0,6546 0,0741 0,1131989 5,035384615
ZjuHsp60-26 10 Prupe.1G326400.2 1 0,6546 0,0741 0,1131989 5,035384615
ZjuHsp60-26 10 Prupe.3G151700.1 3 4,3026 0,1541 0,035815553  33,09692308
ZjuHsp60-28 12 Prupe.3G113600.1 3 0,6026 0,037 0,061400597  4,635384615
ZjuHsp60-28 12 Prupe.3G114000.1 3 0,6131 0,0416 0,0678519 4,716153846
ZjuHsp60-29 scaffold Prupe.1G056300.1 1 0,7869 0,0371 0,047147033  6,053076923
ZjuHsp60-29 scaffold Prupe.8G209200.1 8 1,417 0,0509 0,03592096 10,9
ZjuHsp60-29 scaffold Prupe.8G209200.2 8 1,4439 0,0523 0,036221345  11,10692308
ZjuHsp60-29 scaffold Prupe.3G049300.1 3 7,8507 0,1818 0,023157171 60,39
ZjuHsp60-29 scaffold Prupe.6G002500.2 6 51,8161 0,5642 0,010888508  398,5853846
ZjuHsp60-29 scaffold Prupe.6G002500.1 6 51,7793 0,5678 0,010965772  398,3023077
ZjuHsp60-29 scaffold Prupe.6G106800.1 6 52,0313 0,5518 0,010605155  400,2407692
ZjuHsp60-29 scaffold Prupe.1G298500.1 1 53,1143 0,5764 0,010852068  408,5715385
ZjuHsp60-29 scaffold Prupe.1G298500.2 1 53,4831 0,5475 0,010236879  411,4084615
ZjuHsp60-29 scaffold Prupe.4G112900.1 4 53,0549 0,6471 0,0121968 408,1146154
ZjuHsp60-29 scaffold Prupe.4G112900.2 4 53,0445 0,6373 0,012014441  408,0346154
ZjuHsp60-30 scaffold Prupe.3G113600.1 3 0,679 0,0354 0,052135493  5,223076923
ZjuHsp60-30 scaffold Prupe.3G114000.1 3 0,6936 0,0386 0,055651672  5,335384615
ZjuHsp60-30 scaffold Prupe.5G227000.1 5 48,8403 0,8871 0,018163279  375,6946154
ZjuHsp60-30 scaffold Prupe.6G154400.1 6 50,9485 0,9003 0,017670785  391,9115385
ZjuHsp60-30 scaffold Prupe.5G058100.1 5 49,6355 0,8745 0,017618438  381,8115385
ZjuHsp60-30 scaffold Prupe.4G141000.1 4 52,0123 0,8554 0,01644611 400,0946154
ZjuHsp60-30 scaffold Prupe.1G240000.1 1 51,8559 0,9134 0,017614196  398,8915385
ZjuHsp60-30 scaffold Prupe.6G154400.2 6 51,0569 0,8944 0,017517711  392,7453846
ZjuHsp60-31 scaffold Prupe.3G113600.1 3 0,6791 0,0354 0,052127816  5,223846154
ZjuHsp60-31 scaffold Prupe.3G114000.1 3 0,6936 0,0386 0,055651672  5,335384615
ZjuHsp60-31 scaffold Prupe.5G227000.1 5 0,1399 13,8519  99,01286633  1,076153846
ZjuHsp60-31 scaffold Prupe.6G154400.1 6 50,9473 0,9003 0,017671201  391,9023077
ZjuHsp60-31 scaffold Prupe.5G058100.1 5 49,6363 0,8746 0,017620169  381,8176923
ZjuHsp60-31 scaffold Prupe.4G141000.1 4 52,013 0,8555 0,016447811 400,1
ZjuHsp60-31 scaffold Prupe.1G240000.1 1 51,856 0,9135 0,017616091  398,8923077
ZjuHsp60-31 scaffold Prupe.6G154400.2 6 51,0591 0,8943 0,017514997  392,7623077
ZjuHsp60-32 scaffold Prupe.7G194300.1 7 0,9343 0,0977 0,104570267  7,186923077
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ZjuHsp60-34 scaffold Prupe.7G030600.1 7 1,8099 0,1064 0,058787778  13,92230769
ZjuHsp60-34 scaffold Prupe.3G151700.1 3 1,1575 0,1361 0,117580994  8,903846154
ZjuHsp60-36 scaffold Prupe.7G194300.1 7 0,929 0,0978 0,105274489  7,146153846
ZjuHsp60-37 scaffold Prupe.2G116500.1 2 0,6771 0,0681 0,100575986  5,208461538
ZjuHsp60-38 scaffold Prupe.4G112900.1 4 0,5979 0,092 0,153871885  4,599230769
ZjuHsp60-38 scaffold Prupe.4G112900.2 4 0,6267 0,0765 0,122067975  4,820769231
ZjuHsp60-38 scaffold Prupe.6G106800.1 6 26,0082 0,2736 0,010519759  200,0630769
ZjuHsp60-38 scaffold Prupe.6G002500.2 6 53,1067 0,5314 0,01000627 408,5130769
ZjuHsp60-38 scaffold Prupe.6G002500.1 6 53,107 0,5315 0,010008097  408,5153846
ZjuHsp60-38 scaffold Prupe.1G298500.1 1 53,2823 0,5498 0,010318624  409,8638462
ZjuHsp60-38 scaffold Prupe.1G056300.1 1 53,6916 0,6183 0,011515768  413,0123077
ZjuHsp60-38 scaffold Prupe.8G209200.1 8 52,4105 0,6246 0,011917459  403,1576923
ZjuHsp60-38 scaffold Prupe.8G209200.2 8 52,7564 0,6233 0,01181468 405,8184615
ZjuHsp60-38 scaffold Prupe.1G298500.2 1 53,5345 0,5446 0,010172879  411,8038462
ZjuHsp60-38 scaffold Prupe.3G049300.1 3 54,0959 0,6404 0,011838235  416,1223077
ZjuHsp60-39 scaffold Prupe.4G112900.1 4 0,6371 0,1617 0,25380631 4,900769231
ZjuHsp60-39 scaffold Prupe.6G106800.1 6 33,3368 0,3200 0,009599002  256,4369231
ZjuHsp60-39 scaffold Prupe.4G112900.2 4 0,6839 0,1643 0,240239801  5,260769231
ZjuHsp60-39 scaffold Prupe.6G002500.2 6 53,3536 0,5807 0,010883989  410,4123077
ZjuHsp60-39 scaffold Prupe.6G002500.1 6 53,3402 0,5806 0,010884849  410,3092308
ZjuHsp60-39 scaffold Prupe.1G298500.2 1 53,7654 0,831 0,015456037 413,58
ZjuHsp60-39 scaffold Prupe.1G298500.1 1 53,8766 0,5931 0,01100849 414,4353846
ZjuHsp60-39 scaffold Prupe.1G056300.1 1 54,8419 0,6821 0,012437571  421,8607692
ZjuHsp60-39 scaffold Prupe.8G209200.1 8 53,7249 0,679 0,01263846 413,2684615
ZjuHsp60-39 scaffold Prupe.8G209200.2 8 54,1582 0,6793 0,012542884  416,6015385
ZjuHsp60-39 scaffold Prupe.3G049300.1 3 0,1939 16,3434 84,2877772 1,491538462

Mean 20,22752275 0,63581478  0,0314332 155,59633

Table S3.4 Calculation of divergence time rates and Ka/Ks ratios of orthologous ZjuHsp70 gene pairs between jujube and peach,
banana, orange, Arabidopsis.

Z. jujuba — A. thaliana

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp70-01 AT3G12580.1 73,687 0,0782  0,001061246  566,8230769
ZjuHsp70-01 AT1G16030.1 4,8176 0,0791  0,016418964  37,05846154
ZjuHsp70-01 AT5G02500.1 34,8971 0,09 0,002579011  268,4392308
ZjuHsp70-01 AT3G09440.2 37,0972 0,0919  0,002477276  285,3630769
ZjuHsp70-01 AT3G09440.1 52,9861 0,0918 0,00173253  407,5853846
ZjuHsp70-01 AT5G02490.1 28,37 0,0985  0,003471977  218,2307692
ZjuHsp70-01 AT1G56410.1 27,2492 0,0986  0,003618455  209,6092308
ZjuHsp70-01 AT5G28540.1 215 0,2966  0,001377747  1655,992308
ZjuHsp70-01 AT5G42020.1 31,3762 0,2976  0,009484896  241,3553846
ZjuHsp70-01 AT1G09080.1 32,1367 0,2967  0,009232435  247,2053846

ZjuHsp70-01 AT1G09080.2 31,4669 0,2966  0,009425778  242,0530769
ZjuHsp70-01 AT5G02500.2 45,8915 0,1007  0,002194306  353,0115385
ZjuHsp70-01 AT5G42020.2 18,1198 0,3048  0,016821378  139,3830769

AT4G37910.1
AT5G09590.1
AT4G24280.1
AT5G49910.1
AT1G11660.1
AT1G79930.1
AT1G79930.2
AT4G16660.1
AT5G42020.1
AT1G16030.1
AT5G28540.1
AT3G12580.1
AT5G02500.1

12,0724 0,4612  0,038202843  92,86461538
11,2931 0,4537  0,040174974 86,87

50,4672 0,5294  0,010489982  388,2092308
51,1489 0,5321  0,010402961  393,4530769
3,7565 0,2547  0,067802476  28,89615385
16,3568 0,384 0,023476475  125,8215385
14,1889 6,4455  0,454263544  109,1453846
5,6033 4,3611  0,778309211  43,10230769
54138 0,8804  0,162621449  41,64461538
55,1468 0,8543  0,015491379  424,2061538
6,4280 0,8826  0,137305538  49,44615385
22,557 0,898 0,039810258  173,5153846
36,7274 0,8713  0,023723433  282,5184615

ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-01
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02

ZjuHsp70-02 AT3G09440.2 16,8515 0,8462  0,050215114  129,6269231
ZjuHsp70-02 AT3G09440.1 16,8541 0,8462  0,050207368  129,6469231
ZjuHsp70-02 AT1G09080.2 21,5163 0,8303  0,038589349 165,51

ZjuHsp70-02 AT1G09080.1 21,5932 0,8324  0,038549173  166,1015385
ZjuHsp70-02 AT5G42020.2 5,6116 0,8575  0,152808468  43,16615385

AT5G02490.1
AT1G56410.1
AT5G02500.2

20,9618 0,8852  0,042229198  161,2446154
12,6204 0,8678  0,068761687 97,08
17,239 0,8699  0,050461164  132,6076923

ZjuHsp70-02
ZjuHsp70-02
ZjuHsp70-02
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ZjuHsp70-02 1 AT5G09590.1 5 10,7127 0,9078  0,084740542  82,40538462
ZjuHsp70-02 1 AT4G37910.1 4 26,575 0,9223 0,03470555  204,4230769
ZjuHsp70-03 1 AT1G79930.2 1 3,0291 0,0923  0,030471097  23,30076923
ZjuHsp70-03 1 AT1G11660.1 1 27,1045 0,3790  0,013982918  208,4961538
ZjuHsp70-03 1 AT1G16030.1 1 53,4351 0,8140  0,015233433  411,0392308
ZjuHsp70-03 1 AT5G02500.1 5 52,9297 0,7992  0,015099273  407,1515385
ZjuHsp70-03 1 AT3G12580.1 3 53,2525 0,8012  0,015045303  409,6346154
ZjuHsp70-03 1 AT5G02500.2 5 52,0130 0,7841  0,015075077 400,1
ZjuHsp70-03 1 AT3G09440.2 3 52,6587 0,7951  0,015099119  405,0669231
ZjuHsp70-03 1 AT3G09440.1 3 52,6605 0,7952  0,015100502  405,0807692
ZjuHsp70-03 1 AT5G02490.1 5 52,5449 0,8898  0,016934089  404,1915385
ZjuHsp70-03 1 AT1G56410.1 1 53,5666 0,7800  0,014561312  412,0507692
ZjuHsp70-03 1 AT1G09080.2 1 53,5666 0,7799  0,014559446  412,0507692
ZjuHsp70-03 1 AT1G09080.1 1 54,2593 0,7733  0,014251935  417,3792308
ZjuHsp70-03 1 AT5G42020.2 5 25,6668 0,8024  0,031262175 197,4369231
ZjuHsp70-03 1 AT5G28540.1 5 53,8082 0,8257  0,015345245  413,9092308
ZjuHsp70-03 1 AT4G16660.1 4 54,5570 0,9468  0,017354327  419,6692308
ZjuHsp70-04 1 AT1G16030.1 1 8,3952 0,0834  0,009934248  64,57846154
ZjuHsp70-04 1 AT5G02500.1 5 14,0745 0,0941 0,00668585  108,2653846
ZjuHsp70-04 1 AT3G12580.1 3 10,8105 0,0940 0,00869525  83,15769231
ZjuHsp70-04 1 AT3G09440.2 3 21,6757 0,1001  0,004618075  166,7361538
ZjuHsp70-04 1 AT3G09440.1 3 21,2792 0,1001  0,004704124 163,6861538
ZjuHsp70-04 1 AT5G02490.1 5 15,3329 0,1080  0,007043677  117,9453846
ZjuHsp70-04 1 AT1G56410.1 1 13,0622 0,1131  0,008658572  100,4784615
ZjuHsp70-04 1 AT5G28540.1 5 53,5427 0,2921  0,005455459  411,8669231
ZjuHsp70-04 1 AT5G42020.1 5 52,7767 0,3005 0,0056938 405,9746154
ZjuHsp70-04 1 AT1G09080.2 1 52,5825 0,2983 0,00567299  404,4807692
ZjuHsp70-04 1 AT1G09080.1 1 52,5718 0,2983  0,005674145  404,3984615
ZjuHsp70-04 1 AT5G02500.2 5 17,3727 0,1026  0,005905818  133,6361538
ZjuHsp70-04 1 AT5G42020.2 5 52,2312 0,3074  0,005885371  401,7784615
ZjuHsp70-04 1 AT4G37910.1 4 26,4664 0,4708  0,017788592  203,5876923
ZjuHsp70-04 1 AT5G09590.1 5 52,2792 0,4569  0,008739613  402,1476923
ZjuHsp70-04 1 AT4G24280.1 4 50,3463 05192  0,010312575  387,2792308
ZjuHsp70-04 1 AT5G49910.1 5 23,7112 05215  0,021993826  182,3938462
ZjuHsp70-05 1 AT1G16030.1 1 4,6909 0,0830  0,017693833  36,08384615
ZjuHsp70-05 1 AT3G12580.1 3 6,6033 0,0797  0,012069723  50,79461538
ZjuHsp70-05 1 AT5G02500.1 5 4,7509 0,0840 0,01768086  36,54538462
ZjuHsp70-05 1 AT3G09440.2 3 5,1533 0,0890  0,017270487  39,64076923
ZjuHsp70-05 1 AT3G09440.1 3 5,1517 0,0890 0,017275851  39,62846154
ZjuHsp70-05 1 AT5G02490.1 5 6,8860 0,0914  0,013273308  52,96923077
ZjuHsp70-05 1 AT1G56410.1 1 4,0704 0,0985  0,024199096  31,31076923
ZjuHsp70-05 1 AT5G42020.1 5 24,5882 0,2966  0,012062697 189,14
ZjuHsp70-05 1 AT5G28540.1 5 18,2092 0,2921  0,016041342  140,0707692
ZjuHsp70-05 1 AT1G09080.2 1 52,7431 0,3030  0,005744827  405,7161538
ZjuHsp70-05 1 AT1G09080.1 1 52,7526 0,3028  0,005740001  405,7892308
ZjuHsp70-05 1 AT5G02500.2 5 5,5577 0,0927  0,016679562  42,75153846
ZjuHsp70-05 1 AT5G42020.2 5 14,4679 0,3029  0,020936003  111,2915385
ZjuHsp70-05 1 AT4G37910.1 4 21,4298 0,4838  0,022576039  164,8446154
ZjuHsp70-05 1 AT5G09590.1 5 47,0180 0,4594  0,009770726  361,6769231
ZjuHsp70-05 1 AT5G49910.1 5 17,1763 0,5227  0,030431467  132,1253846
ZjuHsp70-05 1 AT4G24280.1 4 50,8178 05096  0,010027982  390,9061538
ZjuHsp70-06 2 AT5G02500.1 5 6,4673 0,0433  0,006695221  49,74846154
ZjuHsp70-06 2 AT3G12580.1 3 9,0774 0,0452  0,004979399  69,82615385
ZjuHsp70-06 2 AT5G02490.1 5 5,9263 0,0627  0,010579957  45,58692308
ZjuHsp70-06 2 AT3G09440.2 3 6,7258 0,0552  0,008207202  51,73692308
ZjuHsp70-06 2 AT3G09440.1 3 6,7274 0,0551  0,008190386  51,74923077
ZjuHsp70-06 2 AT1G16030.1 1 13,0434 0,1039  0,007965714  100,3338462
ZjuHsp70-06 2 AT1G56410.1 1 8,7453 0,0715 0,00817582  67,27153846
ZjuHsp70-06 2 AT5G28540.1 5 50,4525 0,2870  0,005688519  388,0961538
ZjuHsp70-06 2 AT5G42020.1 5 53,2555 0,2975  0,005586277  409,6576923
ZjuHsp70-06 2 AT5G02500.2 5 6,8438 0,0486  0,007101318 52,64461538
ZjuHsp70-06 2 AT1G09080.1 1 15,0675 0,3035  0,020142691  115,9038462
ZjuHsp70-06 2 AT1G09080.2 1 15,0497 0,3035  0,020166515  115,7669231
ZjuHsp70-06 2 AT5G42020.2 5 43,0699 0,3021  0,007014179  331,3069231
ZjuHsp70-06 2 AT5G09590.1 5 51,5703 0,4398  0,008528164  396,6946154
ZjuHsp70-06 2 AT4G37910.1 4 10,3634 0,4527  0,043682575  79,71846154
ZjuHsp70-06 2 AT4G24280.1 4 24,1638 0,4987 0,02063831  185,8753846
ZjuHsp70-06 2 AT5G49910.1 5 18,2285 0,5023  0,027555751  140,2192308
ZjuHsp70-06 2 AT5G28540.1 5 11,8141 0,0950  0,008041239  90,87769231
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ZjuHsp70-06 2 AT5G42020.1 5 12,4341 0,0981  0,007889594  95,64692308
ZjuHsp70-08 2 AT1G09080.1 1 8,0272 0,1064  0,013254933  61,74769231
ZjuHsp70-08 2 AT1G09080.2 1 8,1964 0,1081  0,013188717  63,04923077
ZjuHsp70-08 2 AT5G42020.2 5 13,5531 0,0992  0,007319359  104,2546154
ZjuHsp70-08 2 AT3G12580.1 3 19,0069 0,2922  0,015373364  146,2069231
ZjuHsp70-08 2 AT5G02500.1 5 48,3956 0,2978  0,006153452  372,2738462
ZjuHsp70-08 2 AT1G16030.1 1 35,4179 0,2897 0,00817948  272,4453846
ZjuHsp70-08 2 AT3G09440.2 3 15,3075 0,2867  0,018729381 117,75
ZjuHsp70-08 2 AT3G09440.1 3 15,3970 0,2868  0,018627005  118,4384615
ZjuHsp70-08 2 AT5G02490.1 5 17,2661 0,2987  0,017299796  132,8161538
ZjuHsp70-08 2 AT1G56410.1 1 23,9132 0,2961  0,012382283  183,9476923
ZjuHsp70-08 2 AT4G37910.1 4 37,8311 0,4688  0,012391921  291,0084615
ZjuHsp70-08 2 AT4G24280.1 4 38,3642 05259  0,013708092  295,1092308
ZjuHsp70-08 2 AT5G49910.1 5 51,8682 0,5209  0,010042762  398,9861538
ZjuHsp70-09 2 AT5G28540.1 5 27,4335 0,1254  0,004571054  211,0269231
ZjuHsp70-09 2 AT5G42020.1 5 13,7943 0,1288 0,00933719 106,11
ZjuHsp70-09 2 AT1G09080.1 1 5,4482 0,1270  0,023310451  41,90923077
ZjuHsp70-09 2 AT1G09080.2 1 5,4481 0,1270  0,023310879  41,90846154
ZjuHsp70-09 2 AT5G42020.2 5 31,0227 0,1281  0,004129234  238,6361538
ZjuHsp70-09 2 AT1G16030.1 1 11,4840 0,3081  0,026828631  88,33846154
ZjuHsp70-09 2 AT3G12580.1 3 18,1701 0,3195  0,017583833 139,77
ZjuHsp70-09 2 AT5G02500.1 5 34,6237 0,3249  0,009383746  266,3361538
ZjuHsp70-09 2 AT3G09440.2 3 20,9032 0,3140  0,015021623  160,7938462
ZjuHsp70-09 2 AT3G09440.1 3 20,8455 0,3140  0,015063203 160,35
ZjuHsp70-09 2 AT5G02490.1 5 22,2208 0,3257  0,014657438  170,9292308
ZjuHsp70-09 2 AT1G56410.1 1 20,7413 0,3248  0,015659578  159,5484615
ZjuHsp70-09 2 AT4G37910.1 4 8,6602 0,4811 0,05555299  66,61692308
ZjuHsp70-09 2 AT5G09590.1 5 52,4117 0,5088  0,009707756  403,1669231
ZjuHsp70-09 2 AT4G24280.1 4 53,0587 05190 0,009781619  408,1438462
ZjuHsp70-09 2 AT5G02500.2 5 51,1872 0,3309  0,006464507  393,7476923
ZjuHsp70-09 2 AT5G49910.1 5 54,1720 0,5360 0,00989441  416,7076923
ZjuHsp70-10 2 AT5G49910.1 5 2,5190 0,1023  0,040611354  19,37692308
ZjuHsp70-10 2 AT4G24280.1 4 2,3588 0,0929  0,039384433  18,14461538
ZjuHsp70-10 2 AT5G09590.1 5 49,4431 0,4217  0,008528996  380,3315385
ZjuHsp70-10 2 AT4G37910.1 4 25,5924 0,4361  0,017040215  196,8646154
ZjuHsp70-10 2 AT5G28540.1 5 51,7097 05445  0,010529939  397,7669231
ZjuHsp70-10 2 AT5G42020.1 5 51,1869 0,5507  0,010758612  393,7453846
ZjuHsp70-10 2 AT5G02490.1 5 52,1113 0,4846  0,009299327  400,8561538
ZjuHsp70-10 2 AT3G12580.1 3 52,0457 0,4937  0,009485894  400,3515385
ZjuHsp70-10 2 AT5G02500.1 5 52,2817 0,4996  0,009555925  402,1669231
ZjuHsp70-10 2 AT3G09440.2 3 51,7582 0,4946  0,009555974 398,14
ZjuHsp70-10 2 AT3G09440.1 3 51,7600 0,4946  0,009555641  398,1538462
ZjuHsp70-10 2 AT1G16030.1 1 52,8475 0,5143  0,009731775  406,5192308
ZjuHsp70-10 2 AT1G56410.1 1 52,7942 0,4955  0,009385501  406,1092308
ZjuHsp70-10 2 AT1G09080.2 1 51,4482 05643  0,010968314  395,7553846
ZjuHsp70-10 2 AT1G09080.1 1 51,4954 0,5668  0,011006808  396,1184615
ZjuHsp70-10 2 AT5G42020.2 5 49,9142 05785  0,011589888  383,9553846
ZjuHsp70-10 2 AT5G02500.2 5 52,3829 05729  0,010936775  402,9453846
ZjuHsp70-11 3 AT5G02500.1 5 8,1682 0,1010  0,012365025  62,83230769
ZjuHsp70-11 3 AT3G12580.1 3 5,2987 0,0992  0,018721573  40,75923077
ZjuHsp70-11 3 AT5G02490.1 5 11,9296 0,1216  0,010193133  91,76615385
ZjuHsp70-11 3 AT3G09440.2 3 4,9126 0,1199  0,024406628  37,78923077
ZjuHsp70-11 3 AT3G09440.1 3 4,9130 0,1199  0,024404641  37,79230769
ZjuHsp70-11 3 AT1G56410.1 1 10,4269 0,1165  0,011173024  80,20692308
ZjuHsp70-11 3 AT1G16030.1 1 55,2528 0,1639  0,002966366  425,0215385
ZjuHsp70-11 3 AT5G02500.2 5 17,9077 0,1174  0,006555839  137,7515385
ZjuHsp70-11 3 AT5G28540.1 5 52,4839 0,3378 0,00643626  403,7223077
ZjuHsp70-11 3 AT5G42020.1 5 52,3791 0,3437  0,006561778  402,9161538
ZjuHsp70-11 3 AT1G09080.1 1 52,7806 0,3405 0,006451234  406,0046154
ZjuHsp70-11 3 AT1G09080.2 1 52,8180 0,3404  0,006444773  406,2923077
ZjuHsp70-11 3 AT5G42020.2 5 50,8861 0,3561  0,006997982  391,4315385
ZjuHsp70-11 3 AT5G09590.1 5 43,9534 0,4703  0,010699969  338,1030769
ZjuHsp70-11 3 AT4G24280.1 4 14,0850 05424  0,038509052  108,3461538
ZjuHsp70-11 3 AT5G49910.1 5 19,7335 0,5357 0,02714673  151,7961538
ZjuHsp70-11 3 AT4G37910.1 4 38,0418 0,4818  0,012665016  292,6292308
ZjuHsp70-12 3 AT5G02500.1 5 4,8948 0,0359  0,007334314  37,65230769
ZjuHsp70-12 3 AT3G12580.1 3 3,5757 0,0397  0,011102721  27,50538462
ZjuHsp70-12 3 AT5G02490.1 5 7,8548 0,0456  0,005805367  60,42153846
ZjuHsp70-12 3 AT3G09440.2 3 4,3426 0,0420  0,009671625  33,40461538
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ZjuHsp70-12 3 AT3G09440.1 3 4,3385 0,0420  0,009680765  33,37307692
ZjuHsp70-12 3 AT1G56410.1 1 7,0047 0,0604  0,008622782  53,88230769
ZjuHsp70-12 3 AT1G16030.1 1 12,9675 0,057  0,008151147 99,75
ZjuHsp70-12 3 AT5G28540.1 5 54,6580 0,2897  0,005300231  420,4461538
ZjuHsp70-12 3 AT5G42020.1 5 54,0687 0,2930  0,005419032  415,9130769
ZjuHsp70-12 3 AT5G02500.2 5 4,7174 0,0415 0,008797219  36,28769231
ZjuHsp70-12 3 AT1G09080.1 1 53,2362 0,2972  0,005582667  409,5092308
ZjuHsp70-12 3 AT1G09080.2 1 49,3396 0,2978 0,00603572  379,5353846
ZjuHsp70-12 3 AT5G42020.2 5 49,7587 0,2948  0,005924592  382,7592308
ZjuHsp70-12 3 AT5G09590.1 5 50,8305 0,4423  0,008701469  391,0038462
ZjuHsp70-12 3 AT4G37910.1 4 35,5953 0,4750  0,013344458 273,81
ZjuHsp70-12 3 AT4G24280.1 4 20,2991 0,5053  0,024892729  156,1469231
ZjuHsp70-12 3 AT5G49910.1 5 22,7166 05157  0,022701461  174,7430769
ZjuHsp70-13 3 AT5G02500.1 5 5,0689 0,0376  0,007417783  38,99153846
ZjuHsp70-13 3 AT3G12580.1 3 4,4208 0,0376  0,008505248  34,00615385
ZjuHsp70-13 3 AT5G02490.1 5 9,2929 0,0484  0,005208277  71,48384615
ZjuHsp70-13 3 AT3G09440.2 3 4,9383 0,0464  0,009395946  37,98692308
ZjuHsp70-13 3 AT3G09440.1 3 4,9395 0,0464  0,009393663  37,99615385
ZjuHsp70-13 3 AT1G56410.1 1 4,4346 0,0617  0,013913318  34,11230769
ZjuHsp70-13 3 AT1G16030.1 1 15,1383 0,1082  0,007147434  116,4484615
ZjuHsp70-13 3 AT5G28540.1 5 54,4232 0,2913  0,005352497 418,64
ZjuHsp70-13 3 AT5G42020.1 5 53,9557 0,2943  0,005454475  415,0438462
ZjuHsp70-13 3 AT5G02500.2 5 5,3147 0,0418  0,007864978  40,88230769
ZjuHsp70-13 3 AT1G09080.1 1 52,9312 0,3059 0,0057792 407,1630769
ZjuHsp70-13 3 AT1G09080.2 1 52,9181 0,3061 0,00578441  407,0623077
ZjuHsp70-13 3 AT5G42020.2 5 53,0765 0,2965  0,005586276  408,2807692
ZjuHsp70-13 3 AT5G09590.1 5 50,5217 0,4509  0,008924878  388,6284615
ZjuHsp70-13 3 AT4G24280.1 4 23,0712 0,4989  0,021624363  177,4707692
ZjuHsp70-13 3 AT5G49910.1 5 22,5499 05068  0,022474601  173,4607692
ZjuHsp70-13 3 AT4G37910.1 4 31,1058 0,4729  0,015202953  239,2753846
ZjuHsp70-14 4 AT4G16660.1 4 2,6688 0,1941  0,072729317  20,52923077
ZjuHsp70-14 4 AT1G79930.2 1 33,3579 0,9089  0,027246919  256,5992308
ZjuHsp70-14 4 AT1G79930.1 1 28,6607 0,9296  0,032434658  220,4669231
ZjuHsp70-14 4 AT1G09080.2 1 33,7217 0,8366  0,024808951  259,3976923
ZjuHsp70-14 4 AT1G09080.1 1 24,7663 0,8356  0,033739396 190,51
ZjuHsp70-14 4 AT5G28540.1 5 50,4934 0,8895 0,017616164  388,4107692
ZjuHsp70-14 4 AT3G12580.1 3 8,2363 0,8513  0,103359518  63,35615385
ZjuHsp70-14 4 AT1G16030.1 1 8,3277 0,8950  0,107472652  64,05923077
ZjuHsp70-14 4 AT3G09440.2 3 17,3814 0,8648  0,049754335  133,7030769
ZjuHsp70-14 4 AT3G09440.1 3 17,3655 0,8648  0,049799891  133,5807692
ZjuHsp70-14 4 AT5G42020.1 5 49,7575 0,8838  0,017762146 382,75
ZjuHsp70-14 4 AT5G42020.2 5 52,5458 0,8275  0,015748166  404,1984615
ZjuHsp70-14 4 AT1G56410.1 1 25,4387 0,8397  0,033008762  195,6823077
ZjuHsp70-14 4 AT5G02500.2 5 18,9444 0,8095  0,042730306  145,7261538
ZjuHsp70-14 4 AT5G02490.1 5 25,5210 0,8644  0,033870146  196,3153846
ZjuHsp70-14 4 AT5G02500.1 5 14,7691 0,8561  0,057965617  113,6084615
ZjuHsp70-15 7 AT2G32120.2 2 3,9792 0,1400  0,035182951  30,60923077
ZjuHsp70-15 7 AT2G32120.1 2 3,9799 0,1400 0,035176763  30,61461538
ZjuHsp70-15 7 AT3G12580.1 3 48,0674 0,7133  0,014839579  369,7492308
ZjuHsp70-15 7 AT1G16030.1 1 48,4633 0,7175  0,014805017  372,7946154
ZjuHsp70-15 7 AT5G02500.1 5 47,7764 0,7183 0,01503462  367,5107692
ZjuHsp70-15 7 AT3G12580.1 3 48,0690 0,7132  0,014837005  369,7615385
ZjuHsp70-15 7 AT1G16030.1 1 48,4655 0,7174  0,014802282  372,8115385
ZjuHsp70-15 7 AT5G02500.1 5 47,7749 0,7183  0,015035092  367,4992308
ZjuHsp70-15 7 AT3G09440.2 3 42,600 0,7159  0,016805164  327,6923077
ZjuHsp70-15 7 AT3G09440.1 3 41,0170 0,7160  0,017456177  315,5153846
ZjuHsp70-15 7 AT5G02490.1 5 47,9165 0,7250  0,015130487  368,5884615
ZjuHsp70-15 7 AT1G56410.1 1 0,1837 18,1835 98,98475776  1,413076923
ZjuHsp70-15 7 AT1G09080.2 1 12,7079 0,7671  0,060364026  97,75307692
ZjuHsp70-15 7 AT1G09080.1 1 17,6354 0,7739  0,043883326  135,6569231
ZjuHsp70-15 7 AT5G42020.2 5 47,9340 0,8252  0,017215338  368,7230769
ZjuHsp70-15 7 AT5G42020.1 5 48,3783 0,8144  0,016833994  372,1407692
ZjuHsp70-15 7 AT5G28540.1 5 49,2083 0,8032 0,01632245  378,5253846
ZjuHsp70-15 7 AT5G09590.1 5 8,8946 0,8602  0,096710364 68,42
ZjuHsp70-15 7 AT4G37910.1 4 11,9487 0,8332  0,069731435 91,91307692
ZjuHsp70-15 7 AT5G49910.1 5 49,5049 09142  0,018466859  380,8069231
ZjuHsp70-15 7 AT4G24280.1 4 48,2217 0,9215 0,019109654  370,9361538
ZjuHsp70-15 7 AT5G02500.2 5 48,7972 0,8435 0,017285828  375,3630769
ZjuHsp70-16 9 AT1G09080.1 1 4,6069 0,3398  0,073758927  35,43769231
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ZjuHsp70-16 9 AT1G09080.2 1 3,7079 0,3478  0,093799725  28,52230769
ZjuHsp70-16 9 AT5G42020.2 5 56,3277 0,3646  0,006472837 433,29
ZjuHsp70-16 9 AT5G28540.1 5 57,0505 0,3581  0,006276895 438,85
ZjuHsp70-16 9 AT5G42020.1 5 56,3313 0,3645  0,006470648  433,3176923
ZjuHsp70-16 9 AT1G16030.1 1 3,4517 05247  0,152012052  26,55153846
ZjuHsp70-16 9 AT5G02500.2 5 53,9302 0,5365  0,009948044  414,8476923
ZjuHsp70-16 9 AT3G12580.1 3 7,7243 05239  0,067824916  59,41769231
ZjuHsp70-16 9 AT5G02500.1 5 54,0852 0,5307  0,009812296 416,04
ZjuHsp70-16 9 AT1G56410.1 1 22,1637 0,5117 0,0230873 170,49
ZjuHsp70-16 9 AT3G09440.2 3 20,2707 05208  0,025692255  155,9284615
ZjuHsp70-16 9 AT3G09440.1 3 20,2083 0,5208  0,025771589  155,4484615
ZjuHsp70-16 9 AT5G02490.1 5 19,8085 05428  0,027402378  152,3730769
ZjuHsp70-16 9 AT4G37910.1 4 6,5961 0,6433  0,097527327  50,73923077
ZjuHsp70-16 9 AT5G09590.1 5 1,4572 0,6971  0,478383201  11,20923077
ZjuHsp70-16 9 AT4G24280.1 4 16,0820 0,7503  0,046654645  123,7076923
ZjuHsp70-16 9 AT5G49910.1 5 54,2652 0,7639  0,014077162  417,4246154
ZjuHsp70-17 9 AT5G09590.1 5 3,0555 0,0854  0,027949599  23,50384615
ZjuHsp70-17 9 AT4G37910.1 4 2,9995 0,1271  0,042373729  23,07307692
ZjuHsp70-17 9 AT4G24280.1 4 50,0843 0,4158  0,008302003  385,2638462
ZjuHsp70-17 9 AT5G49910.1 5 51,8530 0,4179  0,008059322  398,8692308
ZjuHsp70-17 9 AT5G28540.1 5 54,0185 0,4905  0,009080223  415,5269231
ZjuHsp70-17 9 AT5G42020.1 5 53,2164 0,4960  0,009320435  409,3569231
ZjuHsp70-17 9 AT5G02500.1 5 53,4287 0,4443  0,008315755 410,99
ZjuHsp70-17 9 AT3G12580.1 3 54,5116 0,4421 0,0081102 419,32
ZjuHsp70-17 9 AT3G09440.1 3 53,4229 0,4402  0,008239912  410,9453846
ZjuHsp70-17 9 AT1G56410.1 1 54,1236 0,4404  0,008136931  416,3353846
ZjuHsp70-17 9 AT5G02490.1 5 53,8884 0,4414  0,008191002  414,5261538
ZjuHsp70-17 9 AT1G09080.1 1 53,6739 0,5362  0,009989958  412,8761538
ZjuHsp70-17 9 AT1G09080.2 1 53,7912 05134  0,009544312  413,7784615
ZjuHsp70-17 9 AT1G16030.1 1 53,4413 0,4632  0,008667454  411,0869231
ZjuHsp70-17 9 AT5G42020.2 5 36,5654 0,5023 0,01373703  281,2723077
ZjuHsp70-17 9 AT5G02500.2 5 53,6408 05263  0,009811561  412,6215385
ZjuHsp70-18 11 AT5G28540.1 5 2,2498 0,0529  0,023513201  17,30615385
ZjuHsp70-18 11 AT5G42020.1 5 1,9931 0,0525  0,026340876  15,33153846
ZjuHsp70-18 11 AT1G09080.1 1 39,1391 0,1142  0,002917798 301,07
ZjuHsp70-18 11 AT5G42020.2 5 1,9393 0,0537  0,027690404  14,91769231
ZjuHsp70-18 11 AT1G09080.2 1 38,2174 0,1487  0,003890898 293,98
ZjuHsp70-18 11 AT5G02500.1 5 55,2892 0,3001  0,005427823  425,3015385
ZjuHsp70-18 11 AT3G12580.1 3 24,5719 0,2895 0,011781751  189,0146154
ZjuHsp70-18 11 AT3G09440.2 3 54,0745 0,2917 0,00539441  415,9576923
ZjuHsp70-18 11 AT3G09440.1 3 54,0738 0,2916 0,00539263  415,9523077
ZjuHsp70-18 11 AT1G16030.1 1 55,3441 0,2923  0,005281502  425,7238462
ZjuHsp70-18 11 AT5G02490.1 5 54,8219 0,3002  0,005475914  421,7069231
ZjuHsp70-18 11 AT1G56410.1 1 55,0259 0,2968  0,005393824  423,2761538
ZjuHsp70-18 11 AT5G09590.1 5 52,2587 0,4708  0,009009026 401,99
ZjuHsp70-18 11 AT5G02500.2 5 55,7341 0,3200 0,005741548  428,7238462
ZjuHsp70-18 11 AT4G37910.1 4 53,7676 0,4776  0,008882673  413,5969231
ZjuHsp70-18 11 AT4G24280.1 4 41,9324 0,5210 0,01242476  322,5569231
ZjuHsp70-18 11 AT5G49910.1 5 53,7803 05477  0,010184026  413,6946154
ZjuHsp70-19 11 AT5G02500.1 5 4,2480 0,0317  0,007462335  32,67692308
ZjuHsp70-19 11 AT3G12580.1 3 6,2817 0,0394  0,006272187  48,32076923
ZjuHsp70-19 11 AT5G02490.1 5 4,6129 0,0450 0,009755252  35,48384615
ZjuHsp70-19 11 AT3G09440.2 3 3,0976 0,0409  0,013203771  23,82769231
ZjuHsp70-19 11 AT3G09440.1 3 3,0976 0,0409  0,013203771  23,82769231
ZjuHsp70-19 11 AT1G56410.1 1 4,2151 0,0566  0,013427914  32,42384615
ZjuHsp70-19 11 AT1G16030.1 1 7,4029 0,1008  0,013616286  56,94538462
ZjuHsp70-19 11 AT5G28540.1 5 38,6141 0,2919  0,007559415  297,0315385
ZjuHsp70-19 11 AT5G42020.1 5 36,3742 0,2991  0,008222861  279,8015385
ZjuHsp70-19 11 AT5G02500.2 5 4,3637 0,0353  0,008089465  33,56692308
ZjuHsp70-19 11 AT1G09080.1 1 5,5243 0,2971  0,053780569  42,49461538
ZjuHsp70-19 11 AT1G09080.2 1 52,9882 0,2973  0,005610683  407,6015385
ZjuHsp70-19 11 AT5G42020.2 5 15,9701 0,3012  0,018860245  122,8469231
ZjuHsp70-19 11 AT5G09590.1 5 50,7274 0,4513  0,008896573  390,2107692
ZjuHsp70-19 11 AT4G37910.1 4 51,4540 0,4573 0,00888755 395,8
ZjuHsp70-19 11 AT4G24280.1 4 15,9310 0,4996  0,031360241  122,5461538
ZjuHsp70-19 11 AT5G49910.1 5 28,3659 0,5008  0,017655001  218,1992308
ZjuHsp70-20 NW AT5G28540.1 5 5,4338 0,1336  0,024586845  41,79846154
ZjuHsp70-20 NW AT5G42020.1 5 5,0128 0,1379  0,027509575 38,56
ZjuHsp70-20 NW AT1G09080.1 1 9,3300 0,1347  0,014437299  71,76923077
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ZjuHsp70-20 NW AT1G09080.2 1 9,3269 0,1347  0,014442098  71,74538462
ZjuHsp70-20 NW AT3G12580.1 3 14,5590 0,3221  0,022123772  111,9923077
ZjuHsp70-20 NW AT5G02500.1 5 20,3721 0,3291  0,016154447  156,7084615
ZjuHsp70-20 NW AT3G09440.2 3 22,3478 0,3161  0,014144569  171,9061538
ZjuHsp70-20 NW AT3G09440.1 3 22,2217 0,3160  0,014220334  170,9361538
ZjuHsp70-20 NW AT5G42020.2 5 4,4994 0,1388  0,030848558  34,61076923
ZjuHsp70-20 NW AT1G16030.1 1 27,1957 0,3190  0,011729796  209,1976923
ZjuHsp70-20 NW AT5G02490.1 5 13,8400 0,3284  0,023728324  106,4615385
ZjuHsp70-20 NW AT1G56410.1 1 15,3660 0,3362  0,021879474 118,2
ZjuHsp70-20 NW AT4G24280.1 4 51,5023 0,4839  0,009395697  396,1715385
ZjuHsp70-20 NW AT5G49910.1 5 52,5532 0,4843  0,009215424  404,2553846
ZjuHsp70-20 NW AT5G09590.1 5 43,4970 0,4688  0,010777755  334,5923077
ZjuHsp70-20 NW AT4G37910.1 4 7,1548 0,4739  0,066235255  55,03692308
ZjuHsp70-20 NW AT5G02500.2 5 26,9096 0,34050 0,012653477  206,9969231
ZjuHsp70-21 NW AT5G28540.1 5 7,1830 0,1093  0,015216483  55,25384615
ZjuHsp70-21 NW AT5G42020.1 5 6,1792 0,1150  0,018610823  47,53230769
ZjuHsp70-21 NW AT1G09080.2 1 4,9270 0,1232  0,025005074 37,9
ZjuHsp70-21 NW AT1G09080.1 1 5,1533 0,1252  0,024295112  39,64076923
ZjuHsp70-21 NW AT5G42020.2 5 7,0800 0,1789  0,025268362  54,46153846
ZjuHsp70-21 NW AT1G16030.1 1 14,7946 0,2948  0,019926189  113,8046154
ZjuHsp70-21 NW AT3G12580.1 3 12,0849 0,3056  0,025287756  92,96076923
ZjuHsp70-21 NW AT5G02500.1 5 28,7397 0,3088  0,010744719  221,0746154
ZjuHsp70-21 NW AT3G09440.2 3 18,2934 0,3019 0,01650322  140,7184615
ZjuHsp70-21 NW AT3G09440.1 3 18,3156 0,3019  0,016483216  140,8892308
ZjuHsp70-21 NW AT5G02490.1 5 19,0537 0,3075 0,016138598  146,5669231
ZjuHsp70-21 NW AT1G56410.1 1 17,9452 0,3149  0,017547868 138,04
ZjuHsp70-21 NW AT5G09590.1 5 17,9783 0,4481  0,024924492  138,2946154
ZjuHsp70-21 NW AT4G37910.1 4 7,6175 0,4380 0,05749918  58,59615385
ZjuHsp70-21 NW AT5G02500.2 5 51,9666 0,3958  0,007616431  399,7430769
ZjuHsp70-21 NW AT4G24280.1 4 41,8455 0,4847  0,011583085  321,8884615
ZjuHsp70-21 NW AT5G49910.1 5 53,5962 0,5026 0,00937753  412,2784615
Mean 29,473 0,476781 0,016176631  226,7186149
Z. jujuba — C. sinensis
1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp70-01 1 orangel.1g043296m scaffold 4,3248 0,0631 0,01459027  33,26769231
ZjuHsp70-01 1 orangel.1g006381m scaffold 15,2267 0,0698 0,004584053 117,1284615
ZjuHsp70-01 1 orangel.1g038511m scaffold 5,3038 0,0516 0,009728874 40,79846154
ZjuHsp70-01 1 orangel.1g009246m scaffold 314,96 0,0986 0,000313055 2422,776923
ZjuHsp70-01 1 orangel.1g009882m scaffold 15,3577 0,098 0,006381164 118,1361538
ZjuHsp70-01 1 orangel.1g005955m scaffold 52,7662 0,2918 0,005530055 405,8938462
ZjuHsp70-01 1 orangel.1g006194m scaffold 9,9652 0,296 0,029703368 76,65538462
ZjuHsp70-01 1 orangel.1g043979m scaffold 5,8649 0,0791 0,013487016 45,11461538
ZjuHsp70-01 1 orangel.1g041815m scaffold 54,7363 0,2233 0,00407956  421,0484615
ZjuHsp70-01 1 orangel.1g005824m scaffold 55,1996 0,223 0,004039884 424,6123077
ZjuHsp70-01 1 orangel.1g007552m scaffold 53,6409 0,3456 0,006442845 412,6223077
ZjuHsp70-01 1 orangel.1g010543m scaffold 9,5846 0,2747 0,02866056  73,72769231
ZjuHsp70-01 1 orangel.1g014219m scaffold 24,3601 0,2078 0,008530343 187,3853846
ZjuHsp70-01 1 orangel.1g010228m scaffold 52,5313 0,3188 0,006068763 404,0869231
ZjuHsp70-01 1 orangel.1g041209m scaffold 5,9391 0,0643 0,010826556  45,68538462
ZjuHsp70-01 1 orangel.1g011367m scaffold 51,5362 0,2971 0,00576488  396,4323077
ZjuHsp70-01 1 orangel.1g036208m scaffold 5,9234 0,0578 0,009757909 45,56461538
ZjuHsp70-01 1 orangel.1g014165m scaffold 9,8867 0,2936 0,029696461 76,05153846
ZjuHsp70-01 1 orangel.1g005807m scaffold 10,4937 0,4743 0,045198548 80,72076923
ZjuHsp70-02 1 orangel.1g004282m scaffold 10 0,1871 0,01838098 78,3
ZjuHsp70-02 1 orangel.1g004296m scaffold 1,0179 0,1871 0,183809804 7,83
ZjuHsp70-02 1 orangel.1g004211m scaffold 1,8699 0,2141 0,114498102 14,38384615
ZjuHsp70-02 1 orangel.1g004210m scaffold 1,8699 0,2141 0,114498102 14,38384615
ZjuHsp70-02 1 orangel.1g005222m scaffold 1,0919 0,1778 0,162835424  8,399230769
ZjuHsp70-02 1 orangel.1g005530m scaffold 1,8917 0,2009 0,106200772 14,55153846
ZjuHsp70-02 1 orangel.1g005521m scaffold 1,8917 0,2009 0,106200772 14,55153846
ZjuHsp70-02 1 orangel.1g003056m scaffold 1,8522 5,4130 2,922470576 14,24769231
ZjuHsp70-02 1 orangel.1g003290m scaffold 2,0674 5,4441 2,633307536  15,90307692
ZjuHsp70-02 1 orangel.1g004867m scaffold 0,6057 7,9008 13,04408123 4,659230769
ZjuHsp70-02 1 orangel.1g043296m scaffold 48,6195 45573 0,093733996 373,9961538
ZjuHsp70-02 1 orangel.1g006194m scaffold 2,341 17,2196 7,355659974 18,00769231
ZjuHsp70-02 1 orangel.1g005955m scaffold 7,2243 0,8668 0,119983943 55,57153846

98



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226

Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S3.4 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp70-02 1 orangel.1g002363m scaffold 55,9054 0,9124 0,016320427 430,0415385
ZjuHsp70-02 1 orangel.1g002367m scaffold 55,9058 0,9123 0,016318522 430,0446154
ZjuHsp70-02 1 orangel.1g006381m scaffold 27,7792 0,8990 0,032362343 213,6861538
ZjuHsp70-02 1 orangel.1g003782m scaffold 56,0525 0,8848 0,015785201 431,1730769
ZjuHsp70-02 1 orangel.1g003784m scaffold 56,1677 0,8846 0,015749265 432,0592308
ZjuHsp70-02 1 orangel.1g004058m scaffold 51,9011 0,8889 0,017126805 399,2392308
ZjuHsp70-02 1 orangel.1g010543m scaffold 6,1946 0,8277 0,133616376 47,65076923
ZjuHsp70-02 1 orangel.1g010228m scaffold 9,5397 0,8158 0,085516316 73,38230769
ZjuHsp70-02 1 orangel.1g014165m scaffold 7,3794 0,7674 0,103992194 56,76461538
ZjuHsp70-02 1 orangel.1g038511m scaffold 55,437 0,8342 0,015047712 426,4384615
ZjuHsp70-02 1 orangel.1g009882m scaffold 9,9862 0,8155 0,081662695 76,81692308
ZjuHsp70-02 1 orangel.1g009246m scaffold 12,0082 0,8306 0,069169401 92,37076923
ZjuHsp70-02 1 orangel.1g005807m scaffold 5,1861 0,8253 0,159136924 39,89307692
ZjuHsp70-02 1 orangel.1g041815m scaffold 10,7115 0,8675 0,080987723 82,39615385
ZjuHsp70-03 1 orangel.1g003056m scaffold 1,3716 0,0831 0,060586177 10,55076923
ZjuHsp70-03 1 orangel.1g003290m scaffold 1,4188 0,0851 0,059980265 10,91384615
ZjuHsp70-03 1 orangel.1g004867m scaffold 1,3996 0,0712 0,050871678 10,76615385
ZjuHsp70-03 1 orangel.1g004282m scaffold 57,0353 0,3755 0,006583642 438,7330769
ZjuHsp70-03 1 orangel.1g004296m scaffold 57,0316 0,3754 0,006582316 438,7046154
ZjuHsp70-03 1 orangel.1g004211m scaffold 9,0297 0,3872 0,042880716  69,45923077
ZjuHsp70-03 1 orangel.1g004210m scaffold 9,0382 0,3872 0,042840389 69,52461538
ZjuHsp70-03 1 orangel.1g005222m scaffold 58,1873 0,3677 0,006319248 447,5946154
ZjuHsp70-03 1 orangel.1g005530m scaffold 9,5112 0,3651 0,038386323 73,16307692
ZjuHsp70-03 1 orangel.1g005521m scaffold 9,5012 0,3651 0,038426725 73,08615385
ZjuHsp70-03 1 orangel.1g043296m scaffold 53,6472 0,8081 0,015063228 412,6707692
ZjuHsp70-03 1 orangel.1g006381m scaffold 52,6564 0,8035 0,015259304  405,0492308
ZjuHsp70-03 1 orangel.1g006194m scaffold 56,4571 0,7574 0,013415496  434,2853846
ZjuHsp70-03 1 orangel.1g038511m scaffold 53,5818 0,7934 0,014807267 412,1676923
ZjuHsp70-03 1 orangel.1g009882m scaffold 53,5698 0,7798 0,014556709 412,0753846
ZjuHsp70-03 1 orangel.1g009246m scaffold 52,4787 0,7987 0,015219508 403,6823077
ZjuHsp70-03 1 orangel.1g005824m scaffold 51,9531 0,9405 0,018102866 399,6392308
ZjuHsp70-03 1 orangel.19014165m scaffold 1,7052 17,2449 10,11312456 13,11692308
ZjuHsp70-03 1 orangel.1g041815m scaffold 13,6017 12,8179 0,94237485 104,6284615
ZjuHsp70-03 1 orangel.1g010228m scaffold 1,1659 17,6871 15,17034051 8,968461538
ZjuHsp70-03 1 orangel.1g005955m scaffold 54,5635 0,8255 0,015129161 419,7192308
ZjuHsp70-03 1 orangel.1g014219m scaffold 54,4626 0,7478 0,013730523 418,9430769
ZjuHsp70-03 1 orangel.1g002363m scaffold 56,3937 0,9037 0,01602484  433,7976923
ZjuHsp70-03 1 orangel.1g002367m scaffold 56,3933 0,9036 0,01602318  433,7946154
ZjuHsp70-03 1 orangel.1g010543m scaffold 55,6718 0,7762 0,013942427 428,2446154
ZjuHsp70-03 1 orangel.1g003782m scaffold 15,1281 8,8968 0,588097646 116,37
ZjuHsp70-03 1 orangel.1g003784m scaffold 53,3538 0,8381 0,015708347 410,4138462
ZjuHsp70-03 1 orangel.1g004058m scaffold 56,0447 0,8456 0,015087957 431,1130769
ZjuHsp70-04 1 orangel.1g043296m scaffold 1,9454 0,0494 0,025393235 14,96461538
ZjuHsp70-04 1 orangel.1g006381m scaffold 8,7697 0,0848 0,009669658 67,45923077
ZjuHsp70-04 1 orangel.1g038511m scaffold 2,8243 0,0522 0,018482456 21,72538462
ZjuHsp70-04 1 orangel.1g009246m scaffold 8,268 0,1287 0,015566038 63,6
ZjuHsp70-04 1 orangel.1g009882m scaffold 8,8398 0,1063 0,012025159 67,99846154
ZjuHsp70-04 1 orangel.1g006194m scaffold 12,2278 0,2854 0,023340257 94,06
ZjuHsp70-04 1 orangel.1g005955m scaffold 53,9131 0,2940 0,00545322  414,7161538
ZjuHsp70-04 1 orangel.1g007552m scaffold 55,1719 0,3435 0,006225995 424,3992308
ZjuHsp70-04 1 orangel.1g043979m scaffold 3,6805 0,0757 0,020567858 28,31153846
ZjuHsp70-04 1 orangel.1g005824m scaffold 12,7077 0,3735 0,029391629 97,75153846
ZjuHsp70-04 1 orangel.1g041815m scaffold 10,6376 0,2188 0,020568549 81,82769231
ZjuHsp70-04 1 orangel.1g010543m scaffold 53,0079 0,2717 0,005125651 407,7530769
ZjuHsp70-04 1 orangel.1g041209m scaffold 4,1073 0,0530 0,012903854 31,59461538
ZjuHsp70-04 1 orangel.1g011367m scaffold 53,3309 0,2960 0,005550253 410,2376923
ZjuHsp70-04 1 orangel.1g010228m scaffold 52,379 0,3135 0,005985223 402,9153846
ZjuHsp70-04 1 orangel.1g014219m scaffold 18,2408 0,2128 0,011666155 140,3138462
ZjuHsp70-04 1 orangel.1g036208m scaffold 21,9166 0,0601 0,002742214 168,5892308
ZjuHsp70-04 1 orangel.1g014165m scaffold 53,1810 0,2951 0,005548974  409,0846154
ZjuHsp70-04 1 orangel.1g005807m scaffold 39,2291 0,4773 0,012166988 301,7623077
ZjuHsp70-04 1 orangel.1g020168m scaffold 12,5325 0,1089 0,008689408 96,40384615
ZjuHsp70-04 1 orangel.1g005099m scaffold 50,6222 0,5332 0,010532928 389,4015385
ZjuHsp70-05 1 orangel.1g043296m scaffold 1,6052 0,0500 0,031148767 12,34769231
ZjuHsp70-05 1 orangel.1g038511m scaffold 2,1348 0,0384 0,017987634 16,42153846
ZjuHsp70-05 1 orangel.1g006381m scaffold 8,2565 0,0758 0,009180646 63,51153846
ZjuHsp70-05 1 orangel.1g009246m scaffold 7,1192 0,1168 0,016406338 54,76307692
ZjuHsp70-05 1 orangel.1g009882m scaffold 6,7773 0,0961 0,014179688 52,13307692
ZjuHsp70-05 1 orangel.1g006194m scaffold 9,3528 0,2866 0,03064323  71,94461538
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ZjuHsp70-05 1 orangel.1g005955m scaffold 53,7146 0,2936 0,005465925 413,1892308
ZjuHsp70-05 1 orangel.1g043979m scaffold 2,2982 0,0672 0,029240275 17,67846154
ZjuHsp70-05 1 orangel.1g007552m scaffold 54,7915 0,3459 0,006313023 421,4730769
ZjuHsp70-05 1 orangel.1g005824m scaffold 53,7289 0,3755 0,00698879  413,2992308
ZjuHsp70-05 1 orangel.1g041815m scaffold 12,2962 0,2247 0,018273938 94,58615385
ZjuHsp70-05 1 orangel.1g010543m scaffold 11,6176 0,2713 0,0233525  89,36615385
ZjuHsp70-05 1 orangel.1g041209m scaffold 2,3666 0,0484 0,02045128  18,20461538
ZjuHsp70-05 1 orangel.1g014219m scaffold 10,7086 0,2126 0,019853202 82,37384615
ZjuHsp70-05 1 orangel.1g010228m scaffold 53,0393 0,3172 0,005980471 407,9946154
ZjuHsp70-05 1 orangel.1g011367m scaffold 52,5861 0,3001 0,005706831 404,5084615
ZjuHsp70-05 1 orangel.1g036208m scaffold 9,9189 0,0561 0,005655869 76,29923077
ZjuHsp70-05 1 orangel.1g014165m scaffold 53,8985 0,2900 0,005380484 414,6038462
ZjuHsp70-05 1 orangel.1g005807m scaffold 26,6752 0,4749 0,017803053 205,1938462
ZjuHsp70-05 1 orangel.1g020168m scaffold 6,012 0,0955 0,015884897 46,24615385
ZjuHsp70-06 2 orangel.1g006381m scaffold 3,3099 0,0321 0,009698178 25,46076923
ZjuHsp70-06 2 orangel.1g043296m scaffold 9,9482 0,0846 0,008504051 76,52461538
ZjuHsp70-06 2 orangel.1g038511m scaffold 11,1550 0,0748 0,006705513 85,80769231
ZjuHsp70-06 2 orangel.1g009246m scaffold 3,2912 0,0839 0,025492222  25,31692308
ZjuHsp70-06 2 orangel.1g009882m scaffold 3,2206 0,0638 0,019809973 24,77384615
ZjuHsp70-06 2 orangel.1g005955m scaffold 54,6974 0,2941 0,005376855 420,7492308
ZjuHsp70-06 2 orangel.1g006194m scaffold 7,3674 0,2918 0,039606917 56,67230769
ZjuHsp70-06 2 orangel.1g007552m scaffold 55,0143 0,3465 0,006298362 423,1869231
ZjuHsp70-06 2 orangel.1g005824m scaffold 54,2307 0,3443 0,006348802 417,1592308
ZjuHsp70-06 2 orangel.1g041815m scaffold 10,8818 0,1988 0,018269036 83,70615385
ZjuHsp70-06 2 orangel.1g043979m scaffold 9,6713 0,1128 0,011663375 74,39461538
ZjuHsp70-06 2 orangel.1g010543m scaffold 55,4969 0,2662 0,004796664 426,8992308
ZjuHsp70-06 2 orangel.1g041209m scaffold 9,8454 0,0952 0,00966949  75,73384615
ZjuHsp70-06 2 orangel.1g014219m scaffold 10,8640 0,1939 0,017847938 83,56923077
ZjuHsp70-06 2 orangel.1g010228m scaffold 54,9293 0,3119 0,005678208 422,5330769
ZjuHsp70-06 2 orangel.1g036208m scaffold 1,4050 0,0175 0,012455516 10,80769231
ZjuHsp70-06 2 orangel.1g020168m scaffold 1,4318 0,0349 0,024374913 11,01384615
ZjuHsp70-06 2 orangel.1g014165m scaffold 56,2934 0,2892 0,00513737  433,0261538
ZjuHsp70-06 2 orangel.1g005807m scaffold 16,2130 0,4447 0,027428607 124,7153846
ZjuHsp70-06 2 orangel.1g005099m scaffold 27,0026 0,4995 0,018498219 207,7123077
ZjuHsp70-06 2 orangel.1g006194m scaffold 1,4438 0,0527 0,0365009  11,10615385
ZjuHsp70-08 2 orangel.1g005955m scaffold 32,0425 0,0922 0,002877428 246,4807692
ZjuHsp70-08 2 orangel.1g007552m scaffold 28,1739 0,1232 0,004372842 216,7223077
ZjuHsp70-08 2 orangel.1g010543m scaffold 18,4073 0,0821 0,004460187 141,5946154
ZjuHsp70-08 2 orangel.1g010228m scaffold 24,6114 0,1153 0,004684821 189,3184615
ZjuHsp70-08 2 orangel.1g043296m scaffold 16,2990 0,2791 0,01712375 125,3769231
ZjuHsp70-08 2 orangel.1g006381m scaffold 23,0406 0,2963 0,012859908 177,2353846
ZjuHsp70-08 2 orangel.1g011367m scaffold 24,6744 0,0876 0,003550238 189,8030769
ZjuHsp70-08 2 orangel.1g038511m scaffold 53,3002 0,2904 0,005448385 410,0015385
ZjuHsp70-08 2 orangel.1g014165m scaffold 27,7337 0,0928 0,00334611  213,3361538
ZjuHsp70-08 2 orangel.1g009246m scaffold 22,5276 0,3240 0,014382358 173,2892308
ZjuHsp70-08 2 orangel.1g009882m scaffold 23,6604 0,3052 0,01289919 182,0030769
ZjuHsp70-08 2 orangel.1g005807m scaffold 12,6471 0,4930 0,038981268 97,28538462
ZjuHsp70-08 2 orangel.1g041815m scaffold 49,8829 0,4369 0,008758512 383,7146154
ZjuHsp70-08 2 orangel.1g005824m scaffold 52,3598 0,5779 0,011037093 402,7676923
ZjuHsp70-08 2 orangel.1g005099m scaffold 53,6081 0,5353 0,009985431 412,37

ZjuHsp70-08 2 orangel.1g047849m scaffold 48,4563 0,5063 0,01044859  372,7407692
ZjuHsp70-08 2 orangel.1g047555m scaffold 52,8019 0,4676 0,008855742 406,1684615
ZjuHsp70-08 2 orangel.1g014219m scaffold 52,8657 0,3814 0,007214508 406,6592308
ZjuHsp70-09 2 orangel.1g006194m scaffold 1,8184 0,0903 0,049659041 13,98769231
ZjuHsp70-09 2 orangel.1g005955m scaffold 34,4768 0,1248 0,003619826 265,2061538
ZjuHsp70-09 2 orangel.1g007552m scaffold 27,0165 0,1683 0,006229526 207,8192308
ZjuHsp70-09 2 orangel.1g010543m scaffold 45,3735 0,1070 0,002358205 349,0269231
ZjuHsp70-09 2 orangel.1g043296m scaffold 11,4724 0,2994 0,026097416 88,24923077
ZjuHsp70-09 2 orangel.1g006381m scaffold 22,7368 0,3252 0,014302804 174,8984615
ZjuHsp70-09 2 orangel.1g010228m scaffold 40,6987 0,1381 0,003393229 313,0669231
ZjuHsp70-09 2 orangel.1g011367m scaffold 11,4760 0,1351 0,011772395 88,27692308
ZjuHsp70-09 2 orangel.1g038511m scaffold 12,0850 0,3153 0,026090194 92,96153846
ZjuHsp70-09 2 orangel.1g014165m scaffold 35,5629 0,1113 0,003129666 273,5607692
ZjuHsp70-09 2 orangel.1g009246m scaffold 18,3962 0,3554 0,019319207 141,5092308
ZjuHsp70-09 2 orangel.1g009882m scaffold 19,7478 0,3404 0,017237363 151,9061538
ZjuHsp70-09 2 orangel.1g005807m scaffold 8,5404 0,5031 0,058908248 65,69538462
ZjuHsp70-09 2 orangel.1g005099m scaffold 52,9818 0,5483 0,010348837 407,5523077
ZjuHsp70-09 2 orangel.1g047849m scaffold 11,8075 0,5129 0,043438492 90,82692308
ZjuHsp70-09 2 orangel.1g041815m scaffold 50,0627 0,4546 0,009080613  385,0976923
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ZjuHsp70-09 2 orangel.1g005824m scaffold 52,3805 0,5684 0,010851366 402,9269231
ZjuHsp70-09 2 orangel.1g047555m scaffold 15,2618 0,4816 0,031555911 117,3984615
ZjuHsp70-09 2 orangel.1g014219m scaffold 28,6214 0,3840 0,013416534 220,1646154
ZjuHsp70-10 2 orangel.1g005099m scaffold 1,5703 0,0817 0,052028275 12,07923077
ZjuHsp70-10 2 orangel.1g047555m scaffold 1,9169 0,0868 0,045281444  14,74538462
ZjuHsp70-10 2 orangel.1g005807m scaffold 49,2446 0,4358 0,008849701 378,8046154
ZjuHsp70-10 2 orangel.1g047849m scaffold 49,2275 0,4132 0,008393682 378,6730769
ZjuHsp70-10 2 orangel.1g005955m scaffold 51,5720 0,5222 0,01012565 396,7076923
ZjuHsp70-10 2 orangel.1g006194m scaffold 51,7228 0,5526 0,010683876 397,8676923
ZjuHsp70-10 2 orangel.1g006381m scaffold 52,4473 0,4939 0,009417072 403,4407692
ZjuHsp70-10 2 orangel.1g043296m scaffold 51,9021 0,5127 0,009878213 399,2469231
ZjuHsp70-10 2 orangel.1g007552m scaffold 52,4443 0,5326 0,010155536 403,4176923
ZjuHsp70-10 2 orangel.1g009246m scaffold 51,5188 0,4805 0,009326692 396,2984615
ZjuHsp70-10 2 orangel.1g009882m scaffold 50,5848 0,4944 0,009773687 389,1138462
ZjuHsp70-10 2 orangel.1g038511m scaffold 51,8216 0,5290 0,010208099 398,6276923
ZjuHsp70-10 2 orangel.1g010228m scaffold 50,2457 0,5326 0,010599912  386,5053846
ZjuHsp70-10 2 orangel.1g011367m scaffold 52,8172 0,4879 0,009237521 406,2861538
ZjuHsp70-10 2 orangel.1g014165m scaffold 50,8334 0,5364 0,010552117 391,0261538
ZjuHsp70-10 2 orangel.1g005824m scaffold 49,4391 0,6392 0,012929038 380,3007692
ZjuHsp70-10 2 orangel.1g041815m scaffold 49,8880 0,5761 0,011547867 383,7538462
ZjuHsp70-11 3 orangel.1g006381m scaffold 1,6208 0,0776 0,047877591 12,46769231
ZjuHsp70-11 3 orangel.1g043296m scaffold 50,2378 0,1506 0,002997743  386,4446154
ZjuHsp70-11 3 orangel.1g038511m scaffold 13,0294 0,1398 0,010729581 100,2261538
ZjuHsp70-11 3 orangel.1g009246m scaffold 1,2533 0,0956 0,076278624 9,640769231
ZjuHsp70-11 3 orangel.1g009882m scaffold 1,1635 0,7776 0,66832832 8,95
ZjuHsp70-11 3 orangel.1g005955m scaffold 53,0286 0,3608 0,006803876 407,9123077
ZjuHsp70-11 3 orangel.1g006194m scaffold 35,9769 0,3443 0,00957003  276,7453846
ZjuHsp70-11 3 orangel.1g041815m scaffold 2,5751 0,1813 0,070405033 19,80846154
ZjuHsp70-11 3 orangel.1g005824m scaffold 2,3408 0,2806 0,119873548 18,00615385
ZjuHsp70-11 3 orangel.1g007552m scaffold 54,3492 0,4188 0,007705725 418,0707692
ZjuHsp70-11 3 orangel.1g010543m scaffold 52,3763 0,2978 0,005685778 402,8946154
ZjuHsp70-11 3 orangel.1g043979m scaffold 52,4660 0,1799 0,003428887 403,5846154
ZjuHsp70-11 3 orangel.1g014219m scaffold 2,8038 0,2109 0,075219345 21,56769231
ZjuHsp70-11 3 orangel.1g010228m scaffold 4,3075 16,4061 3,808728961 33,13461538
ZjuHsp70-11 3 orangel.1g036208m scaffold 3,1836 0,0410 0,012878502 24,48923077
ZjuHsp70-11 3 orangel.1g011367m scaffold 52,9985 0,3771 0,007115296 407,6807692
ZjuHsp70-11 3 orangel.1g041209m scaffold 23,2326 0,1709 0,007356043 178,7123077
ZjuHsp70-11 3 orangel.1g005807m scaffold 46,1923 0,5013 0,010852458  355,3253846
ZjuHsp70-11 3 orangel.1g014165m scaffold 52,6313 0,3186 0,006053432 404,8561538
ZjuHsp70-11 3 orangel.1g005099m scaffold 29,4096 0,5237 0,017807111 226,2276923
ZjuHsp70-12 3 orangel.1g006381m scaffold 1,5541 0,0190 0,012225726 11,95461538
ZjuHsp70-12 3 orangel.1g043296m scaffold 10,6570 0,0968 0,009083232 81,97692308
ZjuHsp70-12 3 orangel.1g038511m scaffold 11,6890 0,0806 0,006895372 89,91538462
ZjuHsp70-12 3 orangel.1g009246m scaffold 1,3296 0,0797 0,05994284  10,22769231
ZjuHsp70-12 3 orangel.1g009882m scaffold 34,4787 8,05114 0,233510544  265,2207692
ZjuHsp70-12 3 orangel.1g005955m scaffold 55,4569 0,3003 0,005415016 426,5915385
ZjuHsp70-12 3 orangel.1g006194m scaffold 19,0263 0,2938 0,015441783 146,3561538
ZjuHsp70-12 3 orangel.1g007552m scaffold 56,5977 0,3527 0,006231702 435,3669231
ZjuHsp70-12 3 orangel.1g041815m scaffold 3,5424 0,1962 0,055386179 27,24923077
ZjuHsp70-12 3 orangel.1g005824m scaffold 4,7304 0,3463 0,07320734  36,38769231
ZjuHsp70-12 3 orangel.1g043979m scaffold 12,0224 0,1181 0,00982333 92,48
ZjuHsp70-12 3 orangel.1g010543m scaffold 54,0711 0,2711 0,005013769 415,9315385
ZjuHsp70-12 3 orangel.1g014219m scaffold 2,8146 0,1978 0,070276416 21,65076923
ZjuHsp70-12 3 orangel.1g011367m scaffold 56,0435 0,3055 0,005451123 431,1038462
ZjuHsp70-12 3 orangel.1g010228m scaffold 53,3749 0,3118 0,005841697 410,5761538
ZjuHsp70-12 3 orangel.1g041209m scaffold 12,7481 0,0967 0,007585444  98,06230769
ZjuHsp70-12 3 orangel.1g036208m scaffold 6,7936 0,0268 0,003944889 52,25846154
ZjuHsp70-12 3 orangel.1g020168m scaffold 4,3304 0,0370 0,008544245 33,31076923
ZjuHsp70-12 3 orangel.1g014165m scaffold 54,3312 0,2914 0,005363401 417,9323077
ZjuHsp70-12 3 orangel.1g005807m scaffold 51,8629 0,4479 0,008636231 398,9453846
ZjuHsp70-13 3 orangel.1g006381m scaffold 1,4678 0,0196 0,013353318 11,29076923
ZjuHsp70-13 3 orangel.1g043296m scaffold 17,2505 0,0895 0,005188255 132,6961538
ZjuHsp70-13 3 orangel.1g038511m scaffold 10,9751 0,0752 0,006851874 84,42384615
ZjuHsp70-13 3 orangel.1g009246m scaffold 1,2047 0,0867 0,071968125 9,266923077
ZjuHsp70-13 3 orangel.1g009882m scaffold 1,1466 0,0648 0,056514914 8,82
ZjuHsp70-13 3 orangel.1g005955m scaffold 54,5270 0,3008 0,005516533 419,4384615
ZjuHsp70-13 3 orangel.1g006194m scaffold 22,3227 0,2939 0,01316597  171,7130769
ZjuHsp70-13 3 orangel.1g007552m scaffold 55,8256 0,3525 0,006314307 429,4276923
ZjuHsp70-13 3 orangel.1g041815m scaffold 2,4945 0,2103 0,084305472  19,18846154

101



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226

Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S3.4 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp70-13 3 orangel.1g005824m scaffold 3,9893 0,3495 0,087609355 30,68692308
ZjuHsp70-13 3 orangel.1g043979m scaffold 14,6896 0,1149 0,00782186  112,9969231
ZjuHsp70-13 3 orangel.1g010543m scaffold 54,0307 0,2781 0,005147074 415,6207692
ZjuHsp70-13 3 orangel.1g011367m scaffold 54,7297 0,3059 0,005589287 420,9976923
ZjuHsp70-13 3 orangel.1g041209m scaffold 11,6254 0,0946 0,008137354  89,42615385
ZjuHsp70-13 3 orangel.1g010228m scaffold 53,3453 0,3196 0,005991156  410,3484615
ZjuHsp70-13 3 orangel.1g014219m scaffold 2,6878 0,2036 0,075749684 20,67538462
ZjuHsp70-13 3 orangel.1g036208m scaffold 4,4112 0,0300 0,006800871 33,93230769
ZjuHsp70-13 3 orangel.1g020168m scaffold 4,6153 0,0287 0,006218447 35,50230769
ZjuHsp70-13 3 orangel.1g005807m scaffold 47,9195 0,4566 0,00952848  368,6115385
ZjuHsp70-13 3 orangel.1g014165m scaffold 54,3827 0,2970 0,005461296 418,3284615
ZjuHsp70-13 3 orangel.1g005099m scaffold 39,9633 0,4962 0,012416392 307,41

ZjuHsp70-14 4 orangel.1g002363m scaffold 1,5375 0,1852 0,120455285 11,82692308
ZjuHsp70-14 4 orangel.1g002367m scaffold 1,5375 0,1852 #BASV! 11,82692308
ZjuHsp70-14 4 orangel.1g003782m scaffold 1,4949 0,1648 0,110241488 11,49923077
ZjuHsp70-14 4 orangel.1g003784m scaffold 1,4949 0,1648 0,109530772  11,49923077
ZjuHsp70-14 4 orangel.1g004058m scaffold 1,5046 0,1648 0,024844837 11,57384615
ZjuHsp70-14 4 orangel.19004282m scaffold 37,4766 0,9311 0,024844837 288,2815385
ZjuHsp70-14 4 orangel.1g004296m scaffold 0,1587 15,7134 99,01323251 1,220769231
ZjuHsp70-14 4 orangel.1g005222m scaffold 54,5935 0,9134 0,01673093 419,95

ZjuHsp70-14 4 orangel.1g004211m scaffold 54,1320 0,8938 0,01651149 416,4

ZjuHsp70-14 4 orangel.1g004210m scaffold 54,1358 0,8938 0,016510331 416,4292308
ZjuHsp70-14 4 orangel.1g005530m scaffold 54,6782 0,8705 0,015920422 420,6015385
ZjuHsp70-14 4 orangel.1g005521m scaffold 54,6813 0,8704 0,01591769  420,6253846
ZjuHsp70-14 4 orangel.1g043296m scaffold 27,4452 0,8423 0,030690248 211,1169231
ZjuHsp70-14 4 orangel.1g014165m scaffold 38,4473 0,7337 0,019083265 295,7484615
ZjuHsp70-14 4 orangel.1g010543m scaffold 53,9203 0,7739 0,014352665 414,7715385
ZjuHsp70-14 4 orangel.1g005955m scaffold 52,6153 0,8757 0,016643448 404,7330769
ZjuHsp70-14 4 orangel.1g006194m scaffold 52,4125 0,8494 0,016206058 403,1730769
ZjuHsp70-14 4 orangel.19010228m scaffold 38,2404 0,7760 0,020292675 294,1569231
ZjuHsp70-14 4 orangel.1g006381m scaffold 13,3885 0,8540 0,063786085 102,9884615
ZjuHsp70-14 4 orangel.1g038511m scaffold 27,4320 0,8724 0,031802275 211,0153846
ZjuHsp70-14 4 orangel.1g009882m scaffold 15,4243 0,7877 0,051068768 118,6484615
ZjuHsp70-14 4 orangel.1g009246m scaffold 15,1793 0,7941 0,052314665 116,7638462
ZjuHsp70-14 4 orangel.1g041815m scaffold 10,8746 0,8311 0,0764258  83,65076923
ZjuHsp70-14 4 orangel.1g005824m scaffold 13,9949 0,9047 0,064644978 107,6530769
ZjuHsp70-14 4 orangel.1g004867m scaffold 54,9353 0,8739 0,015907804 422,5792308
ZjuHsp70-14 4 orangel.1g003056m scaffold 55,0367 0,8890 0,016152858 423,3592308
ZjuHsp70-14 4 orangel.1g003290m scaffold 54,8251 0,8842 0,01612765 421,7315385
ZjuHsp70-15 7 orangel.1g008233m scaffold 0,9826 0,0971 0,098819459 7,558461538
ZjuHsp70-15 7 orangel.1g008241m scaffold 0,9826 0,0971 0,098819459  7,558461538
ZjuHsp70-15 7 orangel.1g043296m scaffold 11,5727 0,6965 0,060184745 89,02076923
ZjuHsp70-15 7 orangel.1g043296m scaffold 11,5785 0,6965 0,060154597 89,06538462
ZjuHsp70-15 7 orangel.1g006381m scaffold 34,0072 0,7389 0,021727752  261,5938462
ZjuHsp70-15 7 orangel.1g009882m scaffold 47,8041 0,7099 0,014850191 367,7238462
ZjuHsp70-15 7 orangel.1g009246m scaffold 47,9417 0,7302 0,015230999 368,7823077
ZjuHsp70-15 7 orangel.1g006194m scaffold 45,7394 0,7754 0,016952562 351,8415385
ZjuHsp70-15 7 orangel.1g038511m scaffold 12,1625 0,7391 0,060768756 93,55769231
ZjuHsp70-15 7 orangel.1g005955m scaffold 49,5603 0,8231 0,016608051 381,2330769
ZjuHsp70-15 7 orangel.1g010543m scaffold 49,6132 0,7860 0,015842558 381,64

ZjuHsp70-15 7 orangel.1g005807m scaffold 8,3115 0,8413 0,1012212  63,93461538
ZjuHsp70-15 7 orangel.1g007552m scaffold 50,2360 0,8322 0,016565809 386,4307692
ZjuHsp70-15 7 orangel.1g010228m scaffold 49,1387 0,8513 0,017324431 377,99

ZjuHsp70-15 7 orangel.1g047849m scaffold 9,4812 0,8605 0,090758554  72,93230769
ZjuHsp70-15 7 orangel.1g047555m scaffold 47,4175 0,8864 0,01869352 364,75

ZjuHsp70-15 7 orangel.1g005099m scaffold 47,8871 0,8878 0,01853944  368,3623077
ZjuHsp70-15 7 orangel.1g043979m scaffold 74747 0,7116 0,095201145 57,49769231
ZjuHsp70-16 9 orangel.1g006194m scaffold 1,8072 0,3232 0,178840195 13,90153846
ZjuHsp70-16 9 orangel.1g014165m scaffold 56,2512 0,3810 0,006773189 432,7015385
ZjuHsp70-16 9 orangel.1g010543m scaffold 55,8621 0,3771 0,006750552 429,7084615
ZjuHsp70-16 9 orangel.19010228m scaffold 55,7190 0,3787 0,006796604 428,6076923
ZjuHsp70-16 9 orangel.1g005955m scaffold 55,8521 0,3769 0,00674818  429,6315385
ZjuHsp70-16 9 orangel.1g007552m scaffold 58,8998 0,3796 0,006444844  453,0753846
ZjuHsp70-16 9 orangel.1g043296m scaffold 9,5545 0,4940 0,051703386 73,49615385
ZjuHsp70-16 9 orangel.1g009882m scaffold 5,8724 0,4909 0,083594442 45,17230769
ZjuHsp70-16 9 orangel.1g009246m scaffold 5,8732 0,4909 0,083583055 45,17846154
ZjuHsp70-16 9 orangel.1g006381m scaffold 15,9708 0,5128 0,032108598 122,8523077
ZjuHsp70-16 9 orangel.1g038511m scaffold 9,7163 0,5168 0,053188971 74,74076923
ZjuHsp70-16 9 orangel.1g041815m scaffold 37,7272 0,5813 0,015407982  290,2092308
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ZjuHsp70-16 9 orangel.1g005824m scaffold 20,4694 0,5921 0,028926104 157,4569231
ZjuHsp70-16 9 orangel.1g014219m scaffold 24,1261 0,6137 0,025437182 185,5853846
ZjuHsp70-16 9 orangel.1g036208m scaffold 10,5989 0,4573 0,043145987 81,53

ZjuHsp70-16 9 orangel.1g005807m scaffold 4,7111 0,6989 0,148351765 36,23923077
ZjuHsp70-16 9 orangel.1g011367m scaffold 58,2628 0,3547 0,006087933 448,1753846
ZjuHsp70-16 9 orangel.1g047555m scaffold 52,7064 0,7545 0,01431515  405,4338462
ZjuHsp70-16 9 orangel.1g047849m scaffold 37,7147 0,6936 0,018390707 290,1130769
ZjuHsp70-16 9 orangel.1g005099m scaffold 52,8676 0,7509 0,014203406 406,6738462
ZjuHsp70-16 9 orangel.1g048693m scaffold 32,5932 0,5698 0,017482174 250,7169231
ZjuHsp70-17 9 orangel.1g005807m scaffold 1,0219 0,0640 0,062628437 7,860769231
ZjuHsp70-17 9 orangel.1g047849m scaffold 1,2487 0,0569 0,04556739  9,605384615
ZjuHsp70-17 9 orangel.1g005099m scaffold 51,6070 0,4114 0,007971787 396,9769231
ZjuHsp70-17 9 orangel.1g005955m scaffold 55,0170 0,4803 0,008730029 423,2076923
ZjuHsp70-17 9 orangel.1g047555m scaffold 28,3659 0,3686 0,012994476 218,1992308
ZjuHsp70-17 9 orangel.1g006194m scaffold 7,2100 0,5076 0,070402219 55,46153846
ZjuHsp70-17 9 orangel.1g043296m scaffold 53,6130 0,4461 0,008320743 412,4076923
ZjuHsp70-17 9 orangel.1g006381m scaffold 53,9145 0,4485 0,008318727 414,7269231
ZjuHsp70-17 9 orangel.1g007552m scaffold 56,8457 0,4923 0,008660286 437,2746154
ZjuHsp70-17 9 orangel.1g009882m scaffold 29,4916 0,3998 0,013556403 226,8584615
ZjuHsp70-17 9 orangel.19009246m scaffold 48,4162 0,4175 0,008623147 372,4323077
ZjuHsp70-17 9 orangel.1g010543m scaffold 43,9054 0,4348 0,00990311  337,7338462
ZjuHsp70-17 9 orangel.1g038511m scaffold 54,2387 0,4598 0,008819025 413,3546154
ZjuHsp70-17 9 orangel.1g010228m scaffold 53,7361 0,4739 0,008381543 438,7846154
ZjuHsp70-17 9 orangel.1g011367m scaffold 57,0420 0,4781 0,008381543 438,7846154
ZjuHsp70-17 9 orangel.1g014165m scaffold 13,1691 0,4706 0,035735168 101,3007692
ZjuHsp70-18 11 orangel.1g005955m scaffold 0,9953 0,0256 0,025720888 7,656153846
ZjuHsp70-18 11 orangel.1g006194m scaffold 34,2930 0,1091 0,003181407 263,7923077
ZjuHsp70-18 11 orangel.1g007552m scaffold 1,2899 0,0683 0,052949841 9,922307692
ZjuHsp70-18 11 orangel.1g010543m scaffold 0,8839 0,0338 0,03823962  6,799230769
ZjuHsp70-18 11 orangel.1g010228m scaffold 1,0507 0,0665 0,063291139  8,082307692
ZjuHsp70-18 11 orangel.1g011367m scaffold 1,2589 0,0320 0,025419017 9,683846154
ZjuHsp70-18 11 orangel.1g006381m scaffold 53,2489 0,2978 0,005592604 409,6069231
ZjuHsp70-18 11 orangel.1g043296m scaffold 55,4929 0,2851 0,005137594  426,8684615
ZjuHsp70-18 11 orangel.1g014165m scaffold 0,8672 0,0371 0,042781365 6,670769231
ZjuHsp70-18 11 orangel.1g038511m scaffold 54,0609 0,2955 0,005466058 415,8530769
ZjuHsp70-18 11 orangel.1g009246m scaffold 54,2037 0,3333 0,006149027 416,9515385
ZjuHsp70-18 11 orangel.1g009882m scaffold 53,7679 0,3123 0,005808298 413,5992308
ZjuHsp70-18 11 orangel.1g005807m scaffold 53,6978 0,4861 0,009052512 413,06

ZjuHsp70-18 11 orangel.1g005099m scaffold 53,7919 0,5271 0,009798873 413,7838462
ZjuHsp70-18 11 orangel.1g047849m scaffold 54,3703 0,4957 0,00911711  418,2330769
ZjuHsp70-18 11 orangel.1g041815m scaffold 50,7193 0,4479 0,008830958 390,1484615
ZjuHsp70-18 11 orangel.1g005824m scaffold 51,3151 0,5440 0,010601168 394,7315385
ZjuHsp70-18 11 orangel.1g047555m scaffold 52,9106 0,4758 0,008992527 407,0046154
ZjuHsp70-18 11 orangel.1g043979m scaffold 54,0101 0,3319 0,006145147  415,4623077
ZjuHsp70-19 11 orangel.1g006381m scaffold 1,0313 0,0120 0,011635799  7,933076923
ZjuHsp70-19 11 orangel.1g043296m scaffold 9,2138 0,0895 0,00971369  70,87538462
ZjuHsp70-19 11 orangel.1g038511m scaffold 8,6260 0,0704 0,008161373 66,35384615
ZjuHsp70-19 11 orangel.1g009246m scaffold 1,7939 0,0761 0,04242154  13,79923077
ZjuHsp70-19 11 orangel.1g009882m scaffold 1,7853 0,0557 0,031199238 13,73307692
ZjuHsp70-19 11 orangel.1g005955m scaffold 53,7542 0,2999 0,005579099  413,4938462
ZjuHsp70-19 11 orangel.1g006194m scaffold 12,6527 0,2938 0,02322034  97,32846154
ZjuHsp70-19 11 orangel.1g007552m scaffold 54,9924 0,3515 0,006391792 423,0184615
ZjuHsp70-19 11 orangel.1g041815m scaffold 2,2655 0,1971 0,087000662 17,42692308
ZjuHsp70-19 11 orangel.1g005824m scaffold 3,0265 0,3410 0,112671403 23,28076923
ZjuHsp70-19 11 orangel.1g043979m scaffold 12,6102 0,1081 0,008572425 97,00153846
ZjuHsp70-19 11 orangel.1g010543m scaffold 12,2572 0,2706 0,02207682  94,28615385
ZjuHsp70-19 11 orangel.1g014219m scaffold 2,2681 0,1924 0,084828711 17,44692308
ZjuHsp70-19 11 orangel.1g041209m scaffold 9,0424 0,0910 0,0100637  69,55692308
ZjuHsp70-19 11 orangel.1g011367m scaffold 53,9618 0,3052 0,005655853  415,0907692
ZjuHsp70-19 11 orangel.1g010228m scaffold 52,8243 0,3151 0,005965058 406,3407692
ZjuHsp70-19 11 orangel.1g036208m scaffold 5,7917 0,0250 0,004316522 44,55153846
ZjuHsp70-19 11 orangel.1g020168m scaffold 2,4275 0,0345 0,014212152 18,67307692
ZjuHsp70-19 11 orangel.1g014165m scaffold 29,2212 0,2925 0,010009856 224,7784615
ZjuHsp70-19 11 orangel.1g005807m scaffold 51,6842 0,4531 0,008766702 397,5707692
ZjuHsp70-20 NW orangel.1g006194m scaffold 1,4197 0,0993 0,069944354 10,92076923
ZjuHsp70-20 NW orangel.1g005955m scaffold 26,4715 0,1296 0,004895831 203,6269231
ZjuHsp70-20 NW orangel.1g007552m scaffold 25,9681 0,1297 0,00499459  199,7546154
ZjuHsp70-20 NW orangel.1g011367m scaffold 25,0043 0,1406 0,005623033 192,3407692
ZjuHsp70-20 NW orangel.1g043296m scaffold 55,4746 0,3015 0,00543492  426,7276923
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp70-20 NW orangel.1g006381m scaffold 20,1035 0,3330 0,01656428 154,6423077
ZjuHsp70-20 NW orangel.1g010543m scaffold 14,3342 0,0981 0,006843772 110,2630769
ZjuHsp70-20 NW orangel.1g038511m scaffold 54,4138 3,168 0,058220525 418,5676923
ZjuHsp70-20 NW orangel.1g010228m scaffold 33,5676 0,1452 0,0043256  258,2123077
ZjuHsp70-20 NW orangel.1g009882m scaffold 13,9765 0,3394 0,024283619 107,5115385
ZjuHsp70-20 NW orangel.1g009246m scaffold 16,1010 0,0983 0,006105211 123,8538462

ZjuHsp70-20 NW orangel.1g014165m scaffold 15,9796 0,0982 0,006145335 122,92
ZjuHsp70-20 NW orangel.1g043979m scaffold 53,3794 0,3694 0,006920273 410,6107692
ZjuHsp70-20 NW orangel.1g005807m scaffold 5,9705 0,4778 0,080026798 45,92692308
ZjuHsp70-20 NW orangel.1g005099m scaffold 52,4297 0,4965 0,009469823 403,3053846
ZjuHsp70-20 NW orangel.1g041209m scaffold 52,5121 0,3436 0,006543254  403,9392308
ZjuHsp70-20 NW orangel.1g047555m scaffold 51,4030 0,3967 0,007717448 395,4076923
ZjuHsp70-20 NW orangel.1g047849m scaffold 20,7306 0,4899 0,023631733 159,4661538
ZjuHsp70-20 NW orangel.1g020168m scaffold 4,2571 0,3840 0,09020225  32,74692308
ZjuHsp70-20 NW orangel.1g041815m scaffold 22,5722 0,5074 0,022478979 173,6323077
ZjuHsp70-20 NW orangel.1g048693m scaffold 53,1498 0,6516 0,012259689 408,8446154
ZjuHsp70-21 NW orangel.1g006194m scaffold 1,4736 0,0980 0,0665038  11,33538462
ZjuHsp70-21 NW orangel.1g005955m scaffold 51,7966 0,1155 0,002229876  398,4353846
ZjuHsp70-21 NW orangel.1g010543m scaffold 53,9274 0,119 0,00220667 414,8261538
ZjuHsp70-21 NW orangel.1g007552m scaffold 53,1840 0,1627 0,003059191 409,1076923
ZjuHsp70-21 NwW orangel.1g010228m scaffold 43,8742 0,1434 0,003268436 337,4938462
ZjuHsp70-21 NW orangel.1g043296m scaffold 12,4373 0,2799 0,022504885 95,67153846
ZjuHsp70-21 NW orangel.1g006381m scaffold 21,0994 0,3022 0,014322682 162,3030769
ZjuHsp70-21 NW orangel.1g014165m scaffold 37,4109 0,1145 0,003060605 287,7761538
ZjuHsp70-21 NW orangel.1g038511m scaffold 13,1225 0,3096 0,023593065 100,9423077
ZjuHsp70-21 NW orangel.1g011367m scaffold 51,3596 0,1221 0,002377355  395,0738462
ZjuHsp70-21 NW orangel.1g009246m scaffold 16,5350 0,3439 0,020798307 127,1923077
ZjuHsp70-21 NW orangel.1g009882m scaffold 18,4321 0,3294 0,017870997 141,7853846
ZjuHsp70-21 NW orangel.1g005807m scaffold 8,4107 0,4510 0,053622172 64,69769231
ZjuHsp70-21 NW orangel.1g005099m scaffold 52,2851 0,5118 0,00978864  402,1930769
ZjuHsp70-21 NW orangel.1g041815m scaffold 49,8462 0,4527 0,009081936 383,4323077
ZjuHsp70-21 NW orangel.1g047849m scaffold 14,2255 0,4614 0,032434712  109,4269231
ZjuHsp70-21 NW orangel.19005824m scaffold 51,2739 0,5257 0,01025278  394,4146154
ZjuHsp70-21 NW orangel.1g047555m scaffold 52,0503 0,4771 0,009166134 400,3869231
ZjuHsp70-21 NW orangel.19014219m scaffold 41,7672 0,3856 0,009232125 321,2861538
Mean 29,40896675 0,700119757 0,023806336 226,2228211

Z. jujuba — M. accuminata

1D Chrom. Gene IDs Chrom. Ks Ka Ka/Ks Mya
ZjuHsp70-01 1 GSMUA_Achr8T20830_001 8 61,404 0,0759 0,001236076 472,3384615
ZjuHsp70-01 1 GSMUA_Achr10T00900_001 10 8,0082 0,0791 0,009877376 61,60153846
ZjuHsp70-01 1 GSMUA_Achr4T11940_001 4 54,9118 0,2847 0,005184678 422,3984615
ZjuHsp70-01 1 GSMUA_Achr5T04580_001 5 49,9705 0,0906 0,00181307 384,3884615
ZjuHsp70-01 1 GSMUA_Achr9T23710_001 9 25 0,2736 0,011131907 189,0615385
ZjuHsp70-01 1 GSMUA_Achr3T27250_001 3 32,3174 0,2794 0,008645497 248,5953846
ZjuHsp70-01 1 GSMUA_Achr9T03960_001 9 7,5093 0,0821 0,01093311 57,76384615
ZjuHsp70-01 1 GSMUA_Achr8T34360_001 8 13,6414 0,2214 0,016230006 104,9338462
ZjuHsp70-01 1 GSMUA_Achr7T15160_001 7 7,1485 0,0836 0,011694761 54,98846154
ZjuHsp70-01 1 GSMUA_Achr6T15270_001 6 18,453 0,1031 0,005587167 141,9461538
ZjuHsp70-01 1 GSMUA_Achr5T10770_001 5 6,8036 0,3173 0,046637074 52,33538462
ZjuHsp70-01 1 GSMUA_Achr4T19830_001 4 15,3889 0,4597 0,029872181 118,3761538

ZjuHsp70-02 1 GSMUA_Achr10T09990_001 10 7,0876 0,2612 0,036853096 54,52
ZjuHsp70-02 1 GSMUA_Achr7T09800_001 7 54,3096 0,3846 0,007081621 417,7661538

ZjuHsp70-02 1 GSMUA_Achr2T15830_001 2 13,2002 12,9473  0,980841199 101,54
ZjuHsp70-02 1 GSMUA_Achr2T19660_001 2 0,1721 17,0379 99 1,323846154
ZjuHsp70-02 1 GSMUA_Achr5T06230_001 5 15,3332 12,3899  0,808043983 117,9476923
ZjuHsp70-02 1 GSMUA_Achr10T20220_001 10 13,0361 12,9898  0,996448324 100,2776923
ZjuHsp70-02 1 GSMUA_Achr6T09420_001 6 52,9428 0,9338 0,017637904 407,2523077
ZjuHsp70-02 1 GSMUA_Achr8T20830_001 8 13,3358 0,8954 0,067142579 102,5830769
ZjuHsp70-02 1 GSMUA_Achr4T11940_001 4 52,4237 0,8734 0,016660404 403,2592308
ZjuHsp70-02 1 GSMUA_Achr4T19830_001 4 2,9141 0,9335 0,320339041 22,41615385
ZjuHsp70-03 1 GSMUA_Achr7T09800_001 7 4,4764 0,1239 0,027678492 34,43384615
ZjuHsp70-03 1 GSMUA_Achr2T15830_001 2 3,5359 0,1307 0,036963715 27,19923077
ZjuHsp70-03 1 GSMUA_Achr5T06230_001 5 3,7716 0,1372 0,036377134 29,01230769
ZjuHsp70-03 1 GSMUA_Achr2T19660_001 2 3,4903 0,1445 0,041400453 26,84846154
ZjuHsp70-03 1 GSMUA_Achr10T09990_001 10 17,1588 0,3896 0,022705551 131,9907692
ZjuHsp70-03 1 GSMUA_Achr8T20830_001 8 52,4643 0,7956 0,015164598 403,5715385
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ID Chrom. Gene IDs Chrom. Ks Ka Ka/Ks Mya
ZjuHsp70-03 1 GSMUA_Achr4T11940_001 4 51,0326 0,8502 0,016659939 392,5584615
ZjuHsp70-03 1 GSMUA_Achr10T20220_001 10 54,0016 0,9443 0,017486519 415,3969231
ZjuHsp70-03 1 GSMUA_Achr8T20830_001 8 7,8981 0,0871 0,011027969 60,75461538
ZjuHsp70-03 1 GSMUA_Achr10T00900_001 10 6,4939 0,0981 0,015106485 49,95307692
ZjuHsp70-03 1 GSMUA_Achr4T11940_001 4 52,5768 0,2917 0,005548074 404,4369231
ZjuHsp70-03 1 GSMUA_Achr5T04580_001 5 65,6402 0,1093 0,001665138 504,9246154
ZjuHsp70-03 1 GSMUA_Achr9T23710_001 9 51,2154 0,2789 0,005445628 393,9646154
ZjuHsp70-04 1 GSMUA_Achr9T03960_001 9 7,4054 0,0987 0,013328112 56,96461538
ZjuHsp70-04 1 GSMUA_Achr3T27250_001 3 52,41452 0,2904 0,005540449 403,1886154
ZjuHsp70-04 1 GSMUA_Achr7T15160_001 7 10,6819 0,0904 0,008462914 82,16846154
ZjuHsp70-04 1 GSMUA_Achr6T15270_001 6 9,2316 0,1072 0,011612288 71,01230769
ZjuHsp70-04 1 GSMUA_Achr8T34360_001 8 5,8240 0,2399 0,041191621 448
ZjuHsp70-04 1 GSMUA_Achr5T10770_001 5 7,1376 0,3183 0,044594822 54,90461538
ZjuHsp70-04 1 GSMUA_Achr4T19830_001 4 50,3547 0,4662 0,009258321 387,3438462
ZjuHsp70-04 1 GSMUA_Achr8T20830_001 8 4,6979 0,0818 0,017412035 36,13769231
ZjuHsp70-04 1 GSMUA_Achr10T00900_001 10 4,2734 0,0920 0,021528525 32,87230769
ZjuHsp70-04 1 GSMUA_Achr4T11940_001 4 43,2066 0,2864 0,006628617 332,3584615
ZjuHsp70-04 1 GSMUA_Achr5T04580_001 5 65,0941 0,0993 0,001525484 500,7238462
ZjuHsp70-05 1 GSMUA_Achr9T23710_001 9 23,3768 0,2713 0,011605523 179,8215385
ZjuHsp70-05 1 GSMUA_Achr9T03960_001 9 5,3491 0,0895 0,016731787 41,14692308
ZjuHsp70-05 1 GSMUA_Achr3T27250_001 3 7,7359 0,2888 0,037332437 59,50692308
ZjuHsp70-05 1 GSMUA_Achr7T15160_001 7 7,2818 0,0899 0,012345849 56,01384615
ZjuHsp70-05 1 GSMUA_Achr8T34360_001 8 5,5666 0,2260 0,040599289 42,82
ZjuHsp70-05 1 GSMUA_Achr6T15270_001 6 7,9053 0,1056 0,013358127 60,81
ZjuHsp70-05 1 GSMUA_Achr5T10770_001 5 43115 0,3082 0,071483242 33,16538462
ZjuHsp70-05 1 GSMUA_Achr4T19830_001 4 28,6742 0,4930 0,017193156 220,5707692
ZjuHsp70-06 2 GSMUA_Achr8T20830_001 8 2,3666 0,0410 0,017324432 18,20461538
ZjuHsp70-06 2 GSMUA_Achr10T00900_001 10 6,8494 0,0456 0,006657517 52,68769231
ZjuHsp70-06 2 GSMUA_Achr4T11940_001 4 52,5319 0,2930 0,005577563 404,0915385
ZjuHsp70-06 2 GSMUA_Achr9T03960_001 9 5,5248 0,0470 0,008507095 42,49846154
ZjuHsp70-06 2 GSMUA_Achr5T04580_001 5 44,5241 0,1166 0,002618806 342,4930769
ZjuHsp70-06 2 GSMUA_Achr7T15160_001 7 2,5553 0,0498 0,019488905 19,65615385
ZjuHsp70-06 2 GSMUA_Achr9T23710_001 9 43,9376 0,2736 0,006227013 337,9815385
ZjuHsp70-06 2 GSMUA_Achr6T15270_001 6 5,7387 0,0844 0,014707164 44,14384615
ZjuHsp70-06 2 GSMUA_Achr3T27250_001 3 32,3141 0,2829 0,008754692 248,57
ZjuHsp70-06 2 GSMUA_Achr8T34360_001 8 8,3328 0,1889 0,022669451 64,09846154
ZjuHsp70-06 2 GSMUA_Achr5T10770_001 5 11,8567 0,3162 0,026668466 91,20538462
ZjuHsp70-06 2 GSMUA_Achr4T19830_001 4 16,0310 0,4454 0,027783669 123,3153846
ZjuHsp70-06 2 GSMUA_Achr4T19830_001 4 16,0366 0,4454 0,027773967 123,3584615
ZjuHsp70-08 2 GSMUA_Achr4T11940_001 4 33,3950 0,0999 0,002991466 256,8846154
ZjuHsp70-08 2 GSMUA_Achr9T23710_001 9 28,6571 0,0958 0,003342976 220,4392308
ZjuHsp70-08 2 GSMUA_Achr3T27250_001 3 24,7622 0,1013 0,004090913 190,4784615
ZjuHsp70-08 2 GSMUA_Achr8T20830_001 8 22,5407 0,2937 0,013029764 173,39
ZjuHsp70-08 2 GSMUA_Achr5T10770_001 5 13,7814 0,1387 0,01006429 106,0107692
ZjuHsp70-08 2 GSMUA_Achr10T00900_001 10 18,6671 0,3143 0,016837109 143,5930769
ZjuHsp70-08 2 GSMUA_Achr8T34360_001 8 46,7460 0,3846 0,008227442 359,5846154
ZjuHsp70-08 2 GSMUA_Achr9T03960_001 9 50,0501 0,2819 0,005632356 385,0007692
ZjuHsp70-08 2 GSMUA_Achr5T04580_001 5 54,1222 0,3325 0,006143505 416,3246154
ZjuHsp70-08 2 GSMUA_Achr6T28370_001 6 51,1484 0,4846 0,009474392 393,4492308
ZjuHsp70-08 2 GSMUA_Achr3T12480_001 3 52,2913 0,4906 0,009382058 402,2407692
ZjuHsp70-08 2 GSMUA_Achr9T07750_001 9 51,6347 0,4941 0,009569146 397,19
ZjuHsp70-08 2 GSMUA_Achr6T15270_001 6 22,8590 0,30388 0,01329367 175,8384615
ZjuHsp70-08 2 GSMUA_Achr4T11940_001 4 42,2222 0,1321 0,003128686 324,7861538
ZjuHsp70-09 2 GSMUA_Achr9T23710_001 9 38,8474 0,1274 0,003279499 298,8261538
ZjuHsp70-09 2 GSMUA_Achr3T27250_001 3 25,2510 0,1324 0,005243357 194,2384615
ZjuHsp70-09 2 GSMUA_Achr8T20830_001 8 12,8871 0,3181 0,024683598 99,13153846
ZjuHsp70-09 2 GSMUA_Achr5T10770_001 5 53,0036 0,1642 0,003097903 407,72
ZjuHsp70-09 2 GSMUA_Achr4T19830_001 4 10,3157 0,5100 0,049439204 79,35153846
ZjuHsp70-09 2 GSMUA_Achr10T00900_001 10 5,8302 0,3378 0,057939693 44,84769231
ZjuHsp70-09 2 GSMUA_Achr6T28370_001 6 50,4002 0,5261 0,010438451 387,6938462
ZjuHsp70-09 2 GSMUA_Achr5T04580_001 5 55,9383 0,3407 0,006090639 430,2946154
ZjuHsp70-09 2 GSMUA_Achr3T12480_001 3 46,6573 0,4839 0,010371367 358,9023077
ZjuHsp70-09 2 GSMUA_Achr9T03960_001 9 12,4324 0,3059 0,024605064 95,63384615
ZjuHsp70-09 2 GSMUA_Achr9T07750_001 9 51,2211 0,5323 0,010392202 394,0084615
ZjuHsp70-09 2 GSMUA_Achr6T15270_001 6 52,3438 0,3216 0,006143994 402,6446154
ZjuHsp70-09 2 GSMUA_Achr6T12370_001 6 50,3031 0,5639 0,011210045 386,9469231
ZjuHsp70-09 2 GSMUA_Achr8T34360_001 8 49,8752 0,4276 0,008573399 383,6553846
ZjuHsp70-10 2 GSMUA_Achr6T28370_001 6 3,2040 0,0769 0,024001248 24,64615385
ZjuHsp70-10 2 GSMUA_Achr9T07750_001 9 2,7146 0,0886 0,032638326 20,88153846
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ZjuHsp70-10 2 GSMUA_Achr6T12370_001 6 3,6928 0,1137 0,030789645 28,40615385
ZjuHsp70-10 2 GSMUA_Achr4T19830_001 4 48,7327 0,4329 0,008883152 374,8669231
ZjuHsp70-10 2 GSMUA_Achr3T12480_001 3 48,7323 0,4328 0,008881173 374,8638462
ZjuHsp70-10 2 GSMUA_Achr4T11940_001 4 50,2378 0,5561 0,011069354 386,4446154
ZjuHsp70-10 2 GSMUA_Achr8T20830_001 8 52,8453 0,4996 0,00945401 406,5023077
ZjuHsp70-10 2 GSMUA_Achr9T23710_001 9 50,2639 0,4919 0,009786348 386,6453846
ZjuHsp70-10 2 GSMUA_Achr3T27250_001 3 49,7559 0,4986 0,010020922 382,7376923
ZjuHsp70-10 2 GSMUA_Achr6T36350_001 6 24,9457 0,4460 0,017878833 191,89
ZjuHsp70-10 2 GSMUA_Achr5T10770_001 5 50,7037 0,5718 0,011277284 390,0284615
ZjuHsp70-10 2 GSMUA_Achr8T34360_001 8 49,6015 0,5713 0,011517797 381,55
ZjuHsp70-10 2 GSMUA_Achr5T04580_001 5 56,4677 0,5644 0,009995095 434,3669231
ZjuHsp70-11 3 GSMUA_Achr8T20830_001 8 7,6810 0,0961 0,012511392 59,08461538
ZjuHsp70-11 3 GSMUA_Achr10T00900_001 10 18,6168 0,1230 0,006606936 143,2061538
ZjuHsp70-11 3 GSMUA_Achr4T11940_001 4 52,9352 0,3406 0,006434282 407,1938462
ZjuHsp70-11 3 GSMUA_Achr9T23710_001 9 50,6277 0,3399 0,006713716 389,4438462
ZjuHsp70-11 3 GSMUA_Achr5T04580_001 5 42,5553 0,1714 0,0040277  327,3484615
ZjuHsp70-11 3 GSMUA_Achr9T03960_001 9 54,9264 0,1505 0,00274003 422,5107692
ZjuHsp70-11 3 GSMUA_Achr3T27250_001 3 47,5435 0,3564 0,007496293 365,7192308
ZjuHsp70-11 3 GSMUA_Achr8T34360_001 8 7,3778 0,2389 0,032380927 56,75230769
ZjuHsp70-11 3 GSMUA_Achr7T15160_001 7 56,7214 0,1241 0,002187887 436,3184615
ZjuHsp70-11 3 GSMUA_Achr6T15270_001 6 11,2371 0,1507 0,013410933 86,43923077
ZjuHsp70-11 3 GSMUA_Achr4T19830_001 4 50,7819 0,4752 0,009357665 390,63
ZjuHsp70-11 3 GSMUA_Achr5T10770_001 5 25,6904 0,3550 0,013818391 197,6184615
ZjuHsp70-12 3 GSMUA_Achr8T20830_001 8 5,3807 0,0277 0,005148029 41,39
ZjuHsp70-12 3 GSMUA_Achr10T00900_001 10 16,7824 0,0321 0,001912718 129,0953846
ZjuHsp70-12 3 GSMUA_Achr4T11940_001 4 54,2744 0,2845 0,005241882 417,4953846
ZjuHsp70-12 3 GSMUA_Achr9T03960_001 9 18,8151 0,0368 0,001955876 144,7315385
ZjuHsp70-12 3 GSMUA_Achr9T23710_001 9 48,4050 0,2678 0,005532486 372,3461538
ZjuHsp70-12 3 GSMUA_Achr5T04580_001 5 37,8429 0,1157 0,003057377 291,0992308
ZjuHsp70-12 3 GSMUA_Achr7T15160_001 7 16,1150 0,0276 0,00171269 123,9615385
ZjuHsp70-12 3 GSMUA_Achr3T27250_001 3 30,9602 0,2763 0,008924361 238,1553846
ZjuHsp70-12 3 GSMUA_Achr6T15270_001 6 4,8023 0,0847 0,017637382 36,94076923
ZjuHsp70-12 3 GSMUA_Achr8T34360_001 8 6,0835 0,1963 0,032267609 46,79615385
ZjuHsp70-12 3 GSMUA_Achr5T10770_001 5 15,1065 0,3100 0,020520968 116,2038462
ZjuHsp70-12 3 GSMUA_Achr4T19830_001 4 51,5400 0,4589 0,008903764 396,4615385
ZjuHsp70-13 3 GSMUA_Achr8T20830_001 4 4,1357 0,0272 0,006576879 31,81307692
ZjuHsp70-13 3 GSMUA_Achr10T00900_001 8 12,9861 0,0310 0,002387168 99,89307692
ZjuHsp70-13 3 GSMUA_Achr4T11940_001 10 53,4053 0,2914 0,005456387 410,81
ZjuHsp70-13 3 GSMUA_Achr9T03960_001 4 10,9613 0,0335 0,003056207 84,31769231
ZjuHsp70-13 3 GSMUA_Achr9T23710_001 9 51,7312 0,2773 0,005360401 397,9323077
ZjuHsp70-13 3 GSMUA_Achr3T27250_001 3 43,2980 0,2827 0,00652917  333,0615385
ZjuHsp70-13 3 GSMUA_Achr5T04580_001 5 33,7535 0,1180 0,003495934 259,6423077
ZjuHsp70-13 3 GSMUA_Achr7T15160_001 7 10,9032 0,0249 0,002283733 83,87076923
ZjuHsp70-13 3 GSMUA_Achr6T15270_001 6 5,0261 0,0828 0,016474006 38,66230769
ZjuHsp70-13 3 GSMUA_Achr8T34360_001 8 7,1220 0,2001 0,02809604 54,78461538
ZjuHsp70-13 3 GSMUA_Achr5T10770_001 5 24,4585 0,3107 0,01270315 188,1423077
ZjuHsp70-13 3 GSMUA_Achr4T19830_001 4 51,5719 0,4620 0,008958367 396,7069231
ZjuHsp70-14 4 GSMUA_Achr6T09420_001 6 2,8034 0,2298 0,081971891 21,56461538
ZjuHsp70-14 4 GSMUA_Achr10T20220_001 10 2,5422 0,2249 0,088466682 19,55538462
ZjuHsp70-14 4 GSMUA_Achr10T09990_001 10 21,1440 0,8860 0,04190314 162,6461538
ZjuHsp70-14 4 GSMUA_Achr7T09800_001 7 53,6889 0,9358 0,017430046 412,9915385
ZjuHsp70-14 4 GSMUA_Achr2T19660_001 2 52,3009 0,9240 0,017667  402,3146154
ZjuHsp70-14 4 GSMUA_Achr5T06230_001 5 54,5940 0,9218 0,016884639 419,9538462
ZjuHsp70-14 4 GSMUA_Achr4T11940_001 4 49,7488 0,8664 0,017415495 382,6830769
ZjuHsp70-14 4 GSMUA_Achr8T20830_001 8 7,1515 0,8597 0,120212543 55,01153846
ZjuHsp70-14 4 GSMUA_Achr9T23710_001 9 50,5508 0,8080 0,015983921 388,8523077
ZjuHsp70-14 4 GSMUA_Achr3T27250_001 3 44,2822 0,8143 0,018388879 340,6323077
ZjuHsp70-15 7 GSMUA_Achr9T19260_001 9 2,6273 0,2053 0,078141057 20,21
ZjuHsp70-15 7 GSMUA_Achr8T20830_001 8 7,0624 0,7390 0,10463865 54,32615385
ZjuHsp70-15 7 GSMUA_Achr8T20830_001 8 7,0622 0,7390 0,104641613 54,32461538
ZjuHsp70-15 7 GSMUA_Achr4T11940_001 4 47,2664 0,8043 0,017016316 363,5876923
ZjuHsp70-15 7 GSMUA_Achr8T34360_001 8 46,3939 0,7543 0,016258603 356,8761538
ZjuHsp70-15 7 GSMUA_Achr9T23710_001 9 48,2984 0,8146 0,016865983 371,5261538
ZjuHsp70-15 7 GSMUA_Achr4T19830_001 4 49,1225 0,8470 0,017242608 377,8653846
ZjuHsp70-15 7 GSMUA_Achr3T27250_001 3 47,8701 0,8150 0,017025241 368,2315385
ZjuHsp70-15 7 GSMUA_Achr9T07750_001 9 46,2027 0,8922 0,01931056  355,4053846
ZjuHsp70-15 7 GSMUA_Achr6T28370_001 6 46,3671 0,9343 0,020150063 356,67
ZjuHsp70-15 7 GSMUA_Achr3T12480_001 3 30,5195 0,8095 0,026524026 234,7653846
ZjuHsp70-16 9 GSMUA_Achr4T11940_001 4 54,3951 0,3811 0,007006146 418,4238462
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ZjuHsp70-16 9 GSMUA_Achr9T23710_001 9 53,3856 0,3665 0,006865147 410,6584615
ZjuHsp70-16 9 GSMUA_Achr9T23710_001 9 53,3678 0,3666 0,006869311 410,5215385
ZjuHsp70-16 9 GSMUA_Achr3T27250_001 3 53,6821 0,3872 0,007212833 412,9392308
ZjuHsp70-16 9 GSMUA_Achr8T20830_001 8 20,8380 0,5182 0,02486803 160,2923077
ZjuHsp70-16 9 GSMUA_Achr5T10770_001 5 14,5428 0,4108 0,028247655 111,8676923
ZjuHsp70-16 9 GSMUA_Achr10T00900_001 10 6,8300 0,5539 0,081098097 52,53846154
ZjuHsp70-16 9 GSMUA_Achr4T19830_001 4 34,3350 0,6681 0,019458279 264,1153846
ZjuHsp70-16 9 GSMUA_Achr8T34360_001 8 52,8184 0,5784 0,010950729 406,2953846
ZjuHsp70-16 9 GSMUA_Achr5T04580_001 5 58,8113 0,5582 0,009491373 452,3946154
ZjuHsp70-16 9 GSMUA_Achr6T28370_001 6 50,1549 0,7650 0,015252747 385,8069231
ZjuHsp70-17 9 GSMUA_Achr4T19830_001 4 3,3067 0,0984 0,029757765 25,43615385
ZjuHsp70-17 9 GSMUA_Achr3T12480_001 3 3,4243 0,0750 0,021902287 26,34076923
ZjuHsp70-17 9 GSMUA_Achr6T36350_001 6 15,7376 0,1309 0,00831766 121,0584615
ZjuHsp70-17 9 GSMUA_Achr6T28370_001 6 48,0331 0,4230 0,008806427 369,4853846
ZjuHsp70-17 9 GSMUA_Achr9T07750_001 9 48,2791 0,3967 0,008216806 371,3776923
ZjuHsp70-17 9 GSMUA_Achr6T12370_001 6 48,2832 0,4211 0,00872146  371,4092308
ZjuHsp70-17 9 GSMUA_Achr4T11940_001 4 53,4934 0,5065 0,009468458 411,4876923
ZjuHsp70-17 9 GSMUA_Achr8T20830_001 8 52,9697 0,4424 0,008351945 407,4592308
ZjuHsp70-17 9 GSMUA_Achr9T23710_001 9 52,4370 0,4729 0,009018441 403,3615385
ZjuHsp70-17 9 GSMUA_Achr3T27250_001 3 29,9115 0,4851 0,016217843 230,0884615
ZjuHsp70-17 9 GSMUA_Achr7T05820_001 7 6,1229 0,2148 0,035081416 47,09923077
ZjuHsp70-17 9 GSMUA_Achr5T10770_001 5 53,0153 0,5173 0,009757561 407,81
ZjuHsp70-17 9 GSMUA_AchrUn_randomT12910_001 7,5447 0,1335 0,017694541 58,03615385
ZjuHsp70-17 9 GSMUA_Achr8T34360_001 8 49,2280 0,5295 0,010756074 378,6769231
ZjuHsp70-18 11 GSMUA_Achr4T11940_001 4 2,4374 0,0485 0,019898252 18,74923077
ZjuHsp70-18 11 GSMUA_Achr9T23710_001 9 1,6157 0,0411 0,025437891 12,42846154
ZjuHsp70-18 11 GSMUA_Achr3T27250_001 3 1,7054 0,0453 0,026562683 13,11846154
ZjuHsp70-18 11 GSMUA_Achr5T10770_001 5 1,7967 0,0963 0,053598263 13,82076923
ZjuHsp70-18 11 GSMUA_Achr8T20830_001 8 54,6184 0,2960 0,005419419 420,1415385
ZjuHsp70-18 11 GSMUA_Achr4T19830_001 4 52,3477 0,4825 0,009217215 402,6746154
ZjuHsp70-18 11 GSMUA_Achr10T00900_001 10 57,6772 0,3175 0,005504775 443,6707692
ZjuHsp70-18 11 GSMUA_Achr9T03960_001 9 51,9866 0,2742 0,005274436 399,8969231
ZjuHsp70-18 11 GSMUA_Achr5T04580_001 5 56,3617 0,3280 0,005819555 433,5515385
ZjuHsp70-18 11 GSMUA_Achr6T28370_001 6 50,2533 0,5036 0,010021232 386,5638462
ZjuHsp70-18 11 GSMUA_Achr8T34360_001 8 51,4193 0,3856 0,00749913  395,5330769
ZjuHsp70-18 11 GSMUA_Achr9T07750_001 9 51,3159 0,5210 0,010152799 394,7376923
ZjuHsp70-18 11 GSMUA_Achr3T12480_001 3 50,8862 0,4768 0,009369927 391,4323077
ZjuHsp70-18 11 GSMUA_Achr6T12370_001 6 50,4024 0,5290 0,010495532 387,7107692
ZjuHsp70-19 11 GSMUA_Achr8T20830_001 8 3,3859 0,0291 0,008594465 26,04538462
ZjuHsp70-19 11 GSMUA_Achr10T00900_001 10 9,4205 0,0297 0,003152699 72,46538462
ZjuHsp70-19 11 GSMUA_Achr4T11940_001 4 13,0860 0,2867 0,02190891 100,6615385
ZjuHsp70-19 11 GSMUA_Achr9T03960_001 9 4,1447 0,0302 0,007286414 31,88230769
ZjuHsp70-19 11 GSMUA_Achr7T15160_001 7 3,7814 0,0244 0,006452637 29,08769231
ZjuHsp70-19 11 GSMUA_Achr5T04580_001 5 52,3865 0,1259 0,002403291 402,9730769
ZjuHsp70-19 11 GSMUA_Achr9T23710_001 9 15,7997 0,2686 0,017000323 121,5361538
ZjuHsp70-19 11 GSMUA_Achr3T27250_001 3 7,9016 0,2843 0,035980055 60,78153846
ZjuHsp70-19 11 GSMUA_Achr6T15270_001 6 4,4411 0,0806 0,018148657 34,16230769
ZjuHsp70-19 11 GSMUA_Achr8T34360_001 8 4,6616 0,1982 0,042517591 35,85846154
ZjuHsp70-19 11 GSMUA_Achr5T10770_001 5 4,7207 0,3140 0,066515559 36,31307692
ZjuHsp70-19 11 GSMUA_Achr4T19830_001 4 50,8597 0,4620 0,009083813 391,2284615
ZjuHsp70-20 NW GSMUA_Achr4T11940_001 4 52,0132 0,1406 0,00270316  400,1015385
ZjuHsp70-20 NW GSMUA_Achr9T23710_001 9 44,7342 0,1313 0,002935115 344,1092308
ZjuHsp70-20 NW GSMUA_Achr3T27250_001 3 44,2792 0,1392 0,003143688 340,6092308
ZjuHsp70-20  NW GSMUA_Achr8T20830_001 8 16,5939 0,3251 0,019591537 127,6453846
ZjuHsp70-20 NW GSMUA_Achr5T10770_001 5 9,6074 0,1636 0,017028541 73,90307692
ZjuHsp70-20 NW GSMUA_Achr10T00900_001 10 8,5310 0,3338 0,039127887 65,62307692
ZjuHsp70-20 NW GSMUA_Achr6T28370_001 6 51,2469 0,4702 0,009175189 394,2069231
ZjuHsp70-20 NW GSMUA_Achr9T07750_001 9 52,3603 0,4730 0,009033562 402,7715385
ZjuHsp70-20 NW GSMUA_Achr4T19830_001 4 6,1895 0,5140 0,083043865 47,61153846
ZjuHsp70-20 NW GSMUA_Achr6T12370_001 6 50,7218 0,5085 0,010025275 390,1676923
ZjuHsp70-20 NW GSMUA_Achr3T12480_001 3 14,9802 0,4781 0,031915462 115,2323077
ZjuHsp70-20 NW GSMUA_Achr7T15160_001 7 22,5315 0,3257 0,014455318 173,3192308
ZjuHsp70-20  NW GSMUA_Achr5T04580_001 5 56,7614 0,3382 0,005958274 436,6261538
ZjuHsp70-20 NW GSMUA_Achr9T03960_001 9 36,3099 0,3016 0,008306275 279,3069231
ZjuHsp70-21  NW GSMUA_Achr4T11940_001 4 49,5832 0,1252 0,002525049 381,4092308
ZjuHsp70-21  NW GSMUA_Achr9T23710_001 9 49,9513 0,1395 0,00279272  384,2407692
ZjuHsp70-21  NW GSMUA_Achr3T27250_001 3 48,1995 0,1528 0,003170157 370,7653846
ZjuHsp70-21  NW GSMUA_Achr8T20830_001 8 14,1157 0,2963 0,020990812 108,5823077
ZjuHsp70-21  NW GSMUA_Achr5T10770_001 5 52,3002 0,1928 0,00368641 402,3092308
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ZjuHsp70-21  NW GSMUA_Achr4T19830_001 4 45,0486 0,4547 0,010093543 346,5276923
ZjuHsp70-21  NW GSMUA_Achr3T12480_001 3 17,7978 0,4042 0,022710672 136,9061538
ZjuHsp70-21  NW GSMUA_Achr10T00900_001 10 7,1274 0,3161 0,044349973 54,82615385
ZjuHsp70-21  NW GSMUA_Achr6T28370_001 6 50,1277 0,4930 0,009834882 385,5976923
ZjuHsp70-21  NW GSMUA_Achr5T04580_001 5 57,1883 0,3200 0,00559555 439,91
ZjuHsp70-21  NW GSMUA_Achr9T07750_001 9 50,5914 0,5015 0,009912752 389,1646154
ZjuHsp70-21  NW GSMUA_Achr6T12370_001 6 50,3792 0,5004 0,009932671 387,5323077
ZjuHsp70-21  NW GSMUA_Achr8T34360_001 8 49,4615 0,4414 0,008924113 380,4730769
ZjuHsp70-21  NW GSMUA_Achr6T15270_001 6 52,3860 0,3621 0,006912152 402,9692308
ZjuHsp70-21  NW GSMUA_Achr9T03960_001 9 51,7147 0,2825 0,005462663 397,8053846

Mean 30,713 0,558972163 0,018199582 236,257397
Z. jujuba — P. persica

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp70-01 1 Prupe.7G265200.1 7 1,4212 0,0394 0,027723051  10,93230769
ZjuHsp70-01 1 Prupe.3G102300.1 3 2,8798 0,0494 0,017153969  22,15230769
ZjuHsp70-01 1 Prupe.3G102200.1 3 2,8318 0,0489 0,017268169  21,78307692
ZjuHsp70-01 1 Prupe.2G233500.1 2 19,2417 0,0742 0,003856208  148,0130769
ZjuHsp70-01 1 Prupe.6G252500.1 6 14,8976 0,0779 0,00522903 114,5969231
ZjuHsp70-01 1 Prupe.6G079800.1 6 14,9765 0,0836 0,005582079  115,2038462
ZjuHsp70-01 1 Prupe.5G125900.1 5 14,3111 0,2987 0,020871911 110,0853846
ZjuHsp70-01 1 Prupe.6G321700.1 6 12,4192 0,981 0,078990595  95,53230769
ZjuHsp70-01 1 Prupe.2G234200.1 2 15,1205 0,2179 0,014410899  116,3115385
ZjuHsp70-01 1 Prupe.2G234200. 2 11,7052 0,2155 0,018410621 90,04
ZjuHsp70-01 1 Prupe.6G079700.1 6 10,5799 0,1976 0,018676925  81,38384615
ZjuHsp70-01 1 Prupe.2G234300.1 2 13,0033 0,2401 0,018464544  100,0253846
ZjuHsp70-01 1 Prupe.7G106700.1 7 11,678 0,2545 0,021793115  89,83076923
ZjuHsp70-01 1 Prupe.7G108500.1 7 16,1894 0,2509 0,015497795 124,5338462
ZjuHsp70-01 1 Prupe.7G107700.1 7 17,4063 0,256 0,014707319  133,8946154
ZjuHsp70-01 1 Prupe.7G107700.2 7 17,1046 0,253 0,014791343 131,5738462
ZjuHsp70-01 1 Prupe.7G106500.1 7 11,9447 0,252 0,021097223  91,88230769
ZjuHsp70-01 1 Prupe.7G107800.1 7 14,5629 0,2484 0,017057042 112,0223077
ZjuHsp70-01 1 Prupe.7G107400.3 7 15,1441 0,2541 0,016778812 116,4930769
ZjuHsp70-01 1 Prupe.7G107400.1 7 15,1443 0,2541 0,01677859 116,4946154
ZjuHsp70-01 1 Prupe.7G107400.2 7 15,1864 0,2541 0,016732076 116,8184615
ZjuHsp70-01 1 Prupe.7G108100.1 7 18,4775 0,259 0,014038696 142,1346154
ZjuHsp70-01 1 Prupe.5G125900.2 5 7,3406 0,2896 0,039451816  56,46615385
ZjuHsp70-01 1 Prupe.7G107600.3 7 6,6745 0,2982 0,044677504  51,34230769
ZjuHsp70-01 1 Prupe.7G107600.4 7 6,6737 0,2982 0,04468286 51,33615385
ZjuHsp70-01 1 Prupe.7G107600.1 7 6,674 0,2982 0,044680851  51,33846154
ZjuHsp70-01 1 Prupe.7G107600.2 7 6,6737 0,2982 0,04468286 51,33615385
ZjuHsp70-01 1 Prupe.7G107900.1 7 7,7754 0,2964 0,038120225  59,81076923
ZjuHsp70-01 1 Prupe.7G108200.1 7 9,831 0,2901 0,029508697  75,62307692
ZjuHsp70-01 1 Prupe.7G108000.1 7 11,2103 0,2935 0,02618128 86,23307692
ZjuHsp70-01 1 Prupe.7G106600.1 7 12,8857 0,3228 0,025051026  99,12076923
ZjuHsp70-01 1 Prupe.2G234400.1 2 29,1681 0,2468 0,008461298 224,37
ZjuHsp70-01 1 Prupe.5G125900.3 5 11,0957 0,3133 0,028236164  85,35153846
ZjuHsp70-01 1 Prupe.8G075000.1 8 21,1689 0,457 0,021588273  162,8376923
ZjuHsp70-01 1 Prupe.8G075000.2 8 14,7744 0,4544 0,030755902  113,6492308
ZjuHsp70-01 1 Prupe.3G077000.1 3 12,4682 0,4841 0,038826775  95,90923077
ZjuHsp70-01 1 Prupe.1G078200.1 1 50,7154 0,4992 0,009843164  390,1184615
ZjuHsp70-01 Prupe.1G078200.2 1 50,662 0,4979 0,009827879  389,7076923
ZjuHsp70-02 1 Prupe.4G212200.1 4 0,6615 0,1255 0,189720333  5,088461538
ZjuHsp70-02 1 Prupe.3G071300.3 3 12,783 0,3833 0,029985137  98,33076923
ZjuHsp70-02 1 Prupe.3G071300.2 3 17,3163 0,3832 0,022129439  133,2023077
ZjuHsp70-02 1 Prupe.3G071300.1 3 17,2888 0,3832 0,022164638  132,9907692
ZjuHsp70-02 1 Prupe.3G187600.1 3 3,6006 16,5448 4,595011942  27,69692308
ZjuHsp70-02 1 Prupe.3G187600.2 3 3,6006 16,5448 4,505011942  27,69692308
ZjuHsp70-02 1 Prupe.7G265200.1 7 10,1235 0,8502 0,083982812  77,87307692
ZjuHsp70-02 1 Prupe.2G233500.1 2 31,7913 0,8716 0,027416306  244,5484615
ZjuHsp70-02 1 Prupe.6G321700.1 6 6,5325 0,8286 0,12684271 50,25
ZjuHsp70-02 1 Prupe.3G102200.1 3 10,3934 0,8867 0,085313757  79,94923077
ZjuHsp70-02 1 Prupe.5G125900.1 5 9,1757 0,8869 0,096657476  70,58230769
ZjuHsp70-02 1 Prupe.3G102300.1 3 10,0691 0,8888 0,088270054  77,45461538
ZjuHsp70-02 1 Prupe.6G079800.1 6 13,9759 0,8615 0,061641826  107,5069231
ZjuHsp70-02 1 Prupe.6G252500.1 6 18,8631 0,9049 0,047971966  145,1007692
ZjuHsp70-02 1 Prupe.5G125900.2 5 7,5923 0,8264 0,108847121  58,40230769
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ZjuHsp70-02 1 Prupe.5G125900.3 5 7,3448 0,7976 0,108593835  56,49846154
ZjuHsp70-02 1 Prupe.8G075000.1 8 53,1185 0,9070 0,01707503 408,6038462
ZjuHsp70-02 1 Prupe.3G077000.1 3 10,6581 0,8872 0,083241854  81,98538462
ZjuHsp70-02 1 Prupe.7G106500.1 7 9,1718 0,8557 0,093296845  70,55230769
ZjuHsp70-02 1 Prupe.7G106700.1 7 7,3989 0,8408 0,113638514  56,91461538
ZjuHsp70-02 1 Prupe.7G107700.2 7 0,3660 15,8335 43,26092896  2,815384615
ZjuHsp70-02 1 Prupe.7G107700.1 7 0,2979 15,8488 53,20174555  2,291538462
ZjuHsp70-02 1 Prupe.7G107800.1 7 8,3303 0,8410 0,100956748  64,07923077
ZjuHsp70-03 1 Prupe.3G071300.3 3 0,9597 0,0783 0,081587996  7,382307692
ZjuHsp70-03 1 Prupe.3G071300.2 3 0,9597 0,0783 0,081587996  7,382307692
ZjuHsp70-03 1 Prupe.3G071300.1 3 0,9597 0,0783 0,081587996  7,382307692
ZjuHsp70-03 1 Prupe.4G212200.1 4 21,3656 0,3769 0,017640506  164,3507692
ZjuHsp70-03 1 Prupe.7G265200.1 7 50,3742 0,7815 0,015513894  387,4938462
ZjuHsp70-03 1 Prupe.2G233500.1 2 52,1249 0,7902 0,015159741  400,9607692
ZjuHsp70-03 1 Prupe.6G252500.1 6 49,7648 0,8122 0,016320773  382,8061538
ZjuHsp70-03 1 Prupe.3G102300.1 3 51,9913 0,8057 0,015496824  399,9330769
ZjuHsp70-03 1 Prupe.3G102200.1 3 51,8741 0,8119 0,015651356  399,0315385
ZjuHsp70-03 1 Prupe.6G079800.1 6 53,0067 0,7770 0,014658524  407,7438462
ZjuHsp70-03 1 Prupe.6G321700.1 6 54,4394 0,7811 0,014348064  418,7646154
ZjuHsp70-03 1 Prupe.3G187600.1 3 55,037 0,8907 0,016183658  423,3615385
ZjuHsp70-03 1 Prupe.3G187600.2 3 55,706 0,8906 0,015987506  428,5076923
ZjuHsp70-03 1 Prupe.7G106500.1 7 52,3120 0,7907 0,015115079 402,4
ZjuHsp70-03 1 Prupe.7G106700.1 7 52,7293 0,7902 0,014985976 405,61
ZjuHsp70-03 1 Prupe.5G125900.1 5 51,1301 0,8298 0,016229188  393,3084615
ZjuHsp70-03 1 Prupe.5G125900.3 5 53,092 0,7712 0,014525729 408,4
ZjuHsp70-03 1 Prupe.5G125900.2 5 52,0856 0,7890 0,015148141  400,6584615
ZjuHsp70-03 1 Prupe.2G234200.1 2 53,605 0,8145 0,015194478  412,3461538
ZjuHsp70-03 1 Prupe.2G234300.1 2 53,3299 0,8253 0,015475371 410,23
ZjuHsp70-03 1 Prupe.2G234200.2 2 54,3821 0,7588 0,013953121  418,3238462
ZjuHsp70-03 1 Prupe.7G107700.2 7 54,0764 0,8447 0,015620492  415,9723077
ZjuHsp70-03 1 Prupe.7G107700.1 7 43,9618 3,8346 0,087225728  338,1676923
ZjuHsp70-03 1 Prupe.7G107800.1 7 52,5115 0,8415 0,016025061  403,9346154
ZjuHsp70-04 1 Prupe.7G265200.1 7 3,4630 0,0522 0,015073636  26,63846154
ZjuHsp70-04 1 Prupe.3G102300.1 3 1,3521 0,0518 0,038310776  10,40076923
ZjuHsp70-04 1 Prupe.3G102200.1 3 1,3330 0,0511 0,038334584  10,25384615
ZjuHsp70-04 1 Prupe.2G233500.1 2 12,4029 0,0864 0,006966113  95,40692308
ZjuHsp70-04 1 Prupe.6G079800.1 6 9,7023 0,0960 0,009894561  74,63307692
ZjuHsp70-04 1 Prupe.6G252500.1 6 9,4487 0,0887 0,009387535  72,68230769
ZjuHsp70-04 1 Prupe.6G321700.1 6 52,4351 0,2928 0,005584046  403,3469231
ZjuHsp70-04 1 Prupe.5G125900.1 5 52,8447 0,2944 0,005571041  406,4976923
ZjuHsp70-04 1 Prupe.2G234200.1 2 8,8389 0,2145 0,024267726  67,99153846
ZjuHsp70-04 1 Prupe.2G234200.2 2 8,9581 0,2238 0,024982976  68,90846154
ZjuHsp70-04 1 Prupe.6G079700.1 6 7,2846 0,2115 0,029033852  56,03538462
ZjuHsp70-04 1 Prupe.2G234300.1 2 9,0071 0,2409 0,026745567  69,28538462
ZjuHsp70-04 1 Prupe.7G107700.2 7 13,3122 0,2526 0,018975075  102,4015385
ZjuHsp70-04 1 Prupe.7G106700.1 7 10,6112 0,2559 0,024116028  81,62461538
ZjuHsp70-04 1 Prupe.7G107800.1 7 13,0956 0,2452 0,018723846  100,7353846
ZjuHsp70-04 1 Prupe.7G107700.1 7 12,3443 0,2586 0,02094894 94,95615385
ZjuHsp70-04 1 Prupe.7G108500.1 7 21,5448 0,2453 0,011385578  165,7292308
ZjuHsp70-04 1 Prupe.7G106500.1 7 14,4677 0,2576 0,01780518 111,29
ZjuHsp70-04 1 Prupe.7G107400.3 7 10,2204 0,2561 0,025057728  78,61846154
ZjuHsp70-04 1 Prupe.7G107400.1 7 10,2265 0,2561 0,025042781  78,66538462
ZjuHsp70-04 1 Prupe.7G107400.2 7 10,2188 0,2561 0,025061651  78,60615385
ZjuHsp70-04 1 Prupe.7G108100.1 7 13,1811 0,2567 0,019474854  101,3930769
ZjuHsp70-04 1 Prupe.5G125900.2 5 52,0152 0,2895 0,005565681  400,1169231
ZjuHsp70-04 1 Prupe.7G108200.1 7 9,2310 0,3020 0,032715849  71,00769231
ZjuHsp70-04 1 Prupe.7G107900.1 7 9,2161 0,3051 0,03310511 70,89307692
ZjuHsp70-04 1 Prupe.7G107600.3 7 8,7888 0,3039 0,034578099  67,60615385
ZjuHsp70-04 1 Prupe.7G107600.4 7 8,7901 0,3039 0,034572986  67,61615385
ZjuHsp70-04 1 Prupe.7G107600.1 7 8,7899 0,3039 0,034573772  67,61461538
ZjuHsp70-04 1 Prupe.7G108000.1 7 9,7729 0,3035 0,031055265  75,17615385
ZjuHsp70-04 1 Prupe.7G107600.2 7 8,7877 0,3039 0,034582428  67,59769231
ZjuHsp70-04 1 Prupe.7G106600.1 7 7,1301 0,3277 0,045960085  54,84692308
ZjuHsp70-04 1 Prupe.2G234400.1 2 13,3131 0,2557 0,019206646  102,4084615
ZjuHsp70-04 1 Prupe.8G075000.1 8 50,4694 0,4524 0,008963847  388,2261538
ZjuHsp70-04 1 Prupe.5G125900.3 5 52,1735 0,3182 0,006098882  401,3346154
ZjuHsp70-04 1 Prupe.8G075000.2 8 50,7192 0,4475 0,008823089  390,1476923
ZjuHsp70-04 1 Prupe.3G077000.1 3 48,9125 0,4738 0,009686685 376,25
ZjuHsp70-04 1 Prupe.1G078200.1 1 50,3464 0,4983 0,009897431 387,28
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ZjuHsp70-04 1 Prupe.1G078200.2 1 50,2585 0,4997 0,009942597  386,6038462
ZjuHsp70-05 1 Prupe.3G102300.1 3 1,2883 0,039%4 0,030582939 9,91
ZjuHsp70-05 1 Prupe.3G102200.1 3 1,2728 0,0402 0,031583909  9,790769231
ZjuHsp70-05 1 Prupe.7G265200.1 7 3,4614 0,0486 0,014040562  26,62615385
ZjuHsp70-05 1 Prupe.2G233500.1 2 6,7449 0,0725 0,010748862  51,88384615
ZjuHsp70-05 1 Prupe.6G252500.1 6 7,9058 0,0782 0,009891472  60,81384615
ZjuHsp70-05 1 Prupe.6G079800.1 6 6,7050 0,0838 0,012498136  51,57692308
ZjuHsp70-05 1 Prupe.5G125900.1 5 52,4897 0,2941 0,005603004  403,7669231
ZjuHsp70-05 1 Prupe.6G321700.1 6 8,2162 0,2869 0,034918819  63,20153846
ZjuHsp70-05 1 Prupe.2G234200.2 2 7,5227 0,2188 0,029085302  57,86692308
ZjuHsp70-05 1 Prupe.2G234200.1 2 5,8705 0,2197 0,03742441 45,15769231
ZjuHsp70-05 1 Prupe.6G079700.1 6 7,2232 0,2014 0,027882379  55,56307692
ZjuHsp70-05 1 Prupe.2G234300.1 2 7,7558 0,2370 0,030557776 59,66
ZjuHsp70-05 1 Prupe.7G106700.1 7 9,7566 0,2572 0,026361642  75,05076923
ZjuHsp70-05 1 Prupe.7G107700.2 7 11,1827 0,2463 0,022025092  86,02076923
ZjuHsp70-05 1 Prupe.7G107700.1 7 11,4129 0,2494 0,021852465  87,79153846
ZjuHsp70-05 1 Prupe.7G107800.1 7 12,1243 0,2408 0,01986094 93,26384615
ZjuHsp70-05 1 Prupe.7G108500.1 7 15,0551 0,2461 0,01634662 115,8084615
ZjuHsp70-05 1 Prupe.7G106500.1 7 13,8043 0,2561 0,01855219 106,1869231
ZjuHsp70-05 Prupe.7G107400.3 7 10,5757 0,2475 0,023402706  81,35153846
ZjuHsp70-05 1 Prupe.7G107400.1 7 10,5656 0,2475 0,023425078  81,27384615
ZjuHsp70-05 1 Prupe.7G107400.2 7 10,5671 0,2475 0,02342173 81,28546154
ZjuHsp70-05 1 Prupe.7G108100.1 7 14,3874 0,2521 0,017522276  110,6723077
ZjuHsp70-05 1 Prupe.5G125900.2 5 9,8329 0,2871 0,029197897  75,63769231
ZjuHsp70-05 1 Prupe.7G107600.3 7 7,3751 0,2995 0,040609619  56,73153846
ZjuHsp70-05 1 Prupe.7G107600.4 7 7,3257 0,2995 0,040883465  56,35153846
ZjuHsp70-05 1 Prupe.7G107600.1 7 7,3731 0,2595 0,035195508  56,71615385
ZjuHsp70-05 1 Prupe.7G107900.1 7 7,6998 0,3019 0,039208811  59,22923077
ZjuHsp70-05 1 Prupe.7G108200.1 7 7,4254 0,2926 0,039405285  57,11846154
ZjuHsp70-05 1 Prupe.7G108000.1 7 7,2947 0,2969 0,040700783  56,11307692
ZjuHsp70-05 1 Prupe.7G106600.1 7 6,7583 0,3200 0,047349185  51,98692308
ZjuHsp70-05 1 Prupe.2G234400.1 2 11,3133 0,2560 0,022628234  87,02538462
ZjuHsp70-05 1 Prupe.5G125900.3 5 4,3114 0,3082 0,0714849 33,16461538
ZjuHsp70-05 1 Prupe.8G075000.1 8 39,7379 0,4667 0,011744456  305,6761538
ZjuHsp70-05 1 Prupe.8G075000.2 8 36,2093 0,4623 0,012767438  278,5330769
ZjuHsp70-05 1 Prupe.3G077000.1 3 37,5676 0,4648 0,012372363  288,9815385
ZjuHsp70-05 1 Prupe.1G078200.1 1 51,3731 0,5060 0,009849513  395,1776923
ZjuHsp70-05 1 Prupe.1G078200.2 1 51,3224 0,5048 0,009835861  394,7876923
ZjuHsp70-06 2 Prupe.2G233500.1 2 2,7753 0,0377 0,013584117  21,34846154
ZjuHsp70-06 2 Prupe.6G252500.1 6 3,6239 0,0373 0,010292778  27,87615385
ZjuHsp70-06 2 Prupe.6G079800.1 6 45771 0,0459 0,010028184  35,20846154
ZjuHsp70-06 2 Prupe.7G265200.1 7 5,6765 0,0724 0,012754338  43,66538462
ZjuHsp70-06 2 Prupe.3G102200.1 3 7,9307 0,0744 0,009381265  61,00538462
ZjuHsp70-06 2 Prupe.3G102300.1 2 7,6164 0,0748 0,009820913  58,58769231
ZjuHsp70-06 2 Prupe.5G125900.1 5 53,5803 0,3003 0,005604672  412,1561538
ZjuHsp70-06 2 Prupe.6G321700.1 6 8,7096 0,3030 0,034789198  66,99692308
ZjuHsp70-06 2 Prupe.2G234200.1 2 3,3531 0,1901 0,056693806  25,79307692
ZjuHsp70-06 2 Prupe.2G234200.2 2 3,0980 0,1888 0,060942544  23,83076923
ZjuHsp70-06 2 Prupe.6G079700.1 6 2,4642 0,1749 0,070976382  18,95538462
ZjuHsp70-06 2 Prupe.2G234300.1 2 4,1963 0,2090 0,049805781  32,27923077
ZjuHsp70-06 2 Prupe.7G108500.1 7 6,9958 0,2237 0,031976329  53,81384615
ZjuHsp70-06 2 Prupe.7G106700.1 7 6,6897 0,2319 0,034665232  51,45923077
ZjuHsp70-06 2 Prupe.7G107800.1 7 6,3673 0,2254 0,03539962 48,97923077
ZjuHsp70-06 2 Prupe.7G107800.1 7 6,3669 0,2254 0,035401844  48,97615385
ZjuHsp70-06 2 Prupe.7G107700.2 7 6,2823 0,2312 0,036801808  48,32538462
ZjuHsp70-06 2 Prupe.7G107700.1 7 6,4268 0,2342 0,036441153  49,43692308
ZjuHsp70-06 2 Prupe.7G106500.1 7 7,9254 0,2336 0,029474853  60,96461538
ZjuHsp70-06 2 Prupe.7G107400.3 7 5,3323 0,2337 0,043827242  41,01769231
ZjuHsp70-06 2 Prupe.7G107400.1 7 5,3330 0,2337 0,043821489  41,02307692
ZjuHsp70-06 2 Prupe.7G107400.2 7 5,3332 0,2337 0,043819845  41,02461538
ZjuHsp70-06 2 Prupe.7G108100.1 7 9,0321 0,2363 0,026162244  69,47769231
ZjuHsp70-06 2 Prupe.7G107900.1 7 4,3882 0,2700 0,061528645  33,75538462
ZjuHsp70-06 2 Prupe.5G125900.2 5 53,3468 0,2845 0,005333028 410,36
ZjuHsp70-06 2 Prupe.7G108200.1 7 4,9446 0,2717 0,054948833  38,03538462
ZjuHsp70-06 2 Prupe.7G108000.1 7 5,6995 0,2729 0,047881393  43,84230769
ZjuHsp70-06 2 Prupe.7G106600.1 7 5,8819 0,3037 0,051632976  45,24538462
ZjuHsp70-06 2 Prupe.7G107600.3 7 4,7607 0,2720 0,057134455  36,62076923
ZjuHsp70-06 2 Prupe.7G107600.4 7 4,7604 0,2720 0,057138056  36,61846154
ZjuHsp70-06 2 Prupe.7G107600.1 7 4,7608 0,2720 0,057133255  36,62153846
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ZjuHsp70-06 2 Prupe.7G107600.2 7 4,7605 0,2720 0,057136855  36,61923077
ZjuHsp70-06 2 Prupe.8G075000.1 8 12,1528 0,4378 0,03602462 93,48307692
ZjuHsp70-06 2 Prupe.5G125900.3 5 53,5856 0,3113 0,005809397  412,1969231
ZjuHsp70-06 2 Prupe.8G075000.2 8 15,8586 0,4362 0,027505581  121,9892308
ZjuHsp70-06 2 Prupe.3G077000.1 3 16,1712 0,4608 0,028495102  124,3938462
ZjuHsp70-06 2 Prupe.1G078200.1 1 52,6267 0,4931 0,009369769  404,8207692
ZjuHsp70-06 2 Prupe.1G078200.2 1 52,5781 0,4917 0,009351802  404,4469231
ZjuHsp70-08 2 Prupe.6G321700.1 6 0,9094 0,0464 0,051022652  6,995384615
ZjuHsp70-08 2 Prupe.5G125900.1 5 19,8262 0,0949 0,004786596  152,5092308
ZjuHsp70-08 2 Prupe.5G125900.2 5 14,4023 0,0929 0,006450359  110,7869231
ZjuHsp70-08 2 Prupe.7G265200.1 7 15,8832 0,2770 0,017439811  122,1784615
ZjuHsp70-08 2 Prupe.3G102200.1 3 9,5295 0,2786 0,029235532  73,30384615
ZjuHsp70-08 2 Prupe.3G102300.1 3 9,9382 0,2794 0,028113743  76,44769231
ZjuHsp70-08 2 Prupe.2G233500.1 2 18,1824 0,2945 0,016196982  139,8646154
ZjuHsp70-08 2 Prupe.6G252500.1 6 14,1287 0,2974 0,021049353  108,6823077
ZjuHsp70-08 2 Prupe.6G079800.1 6 17,6841 0,2956 0,016715581  136,0315385
ZjuHsp70-08 2 Prupe.5G125900.3 5 41,8094 0,1045 0,002499438  321,6107692
ZjuHsp70-08 2 Prupe.2G234200.1 2 20,2432 0,3680 0,018178944  155,7169231
ZjuHsp70-08 2 Prupe.7G107700.2 7 52,7241 0,3863 0,00732682 405,57
ZjuHsp70-08 2 Prupe.7G107700.1 7 52,8024 0,4028 0,007628441  406,1723077
ZjuHsp70-08 2 Prupe.7G107800.1 7 53,1182 0,3898 0,007338351  408,6015385
ZjuHsp70-08 2 Prupe.2G234300.1 2 21,1648 0,3886 0,018360674  162,8061538
ZjuHsp70-08 2 Prupe.7G106500.1 7 25,2892 0,4022 0,015904022  194,5323077
ZjuHsp70-08 2 Prupe.7G106700.1 7 30,6561 0,4239 0,013827591  235,8161538
ZjuHsp70-08 2 Prupe.8G075000.2 8 53,6946 0,4680 0,00871596 413,0353846
ZjuHsp70-08 2 Prupe.3G077000.1 3 52,0965 0,5085 0,009760732  400,7423077
ZjuHsp70-08 2 Prupe.7G108100.1 7 52,7125 0,3873 0,007347403  405,4807692
ZjuHsp70-08 2 Prupe.7G107400.3 7 52,9876 0,3911 0,007380972  407,5969231
ZjuHsp70-08 2 Prupe.7G107400.1 7 52,9892 0,3911 0,007380749  407,6092308
ZjuHsp70-08 2 Prupe.7G107400.2 7 52,9803 0,3913 0,007385764  407,5407692
ZjuHsp70-08 2 Prupe.1G078200.1 1 52,9380 0,5335 0,010077827  407,2153846
ZjuHsp70-08 2 Prupe.7G107900.1 7 19,3149 0,4576 0,023691554  148,5761538
ZjuHsp70-08 2 Prupe.7G108200.1 7 15,6948 0,4440 0,028289625  120,7292308
ZjuHsp70-08 2 Prupe.1G078200.2 1 52,9380 0,5336 0,010079716  407,2153846
ZjuHsp70-08 2 Prupe.7G108000.1 7 16,0049 0,4384 0,027391611  123,1146154
ZjuHsp70-08 2 Prupe.7G106600.1 7 34,7024 0,4668 0,013451519  266,9415385
ZjuHsp70-08 2 Prupe.7G107600.3 7 11,0682 0,4553 0,041135867 85,14
ZjuHsp70-08 2 Prupe.7G107600.4 7 11,0616 0,4553 0,041160411  85,08923077
ZjuHsp70-08 2 Prupe.7G107600.1 7 11,0629 0,4553 0,041155574  85,09923077
ZjuHsp70-08 2 Prupe.7G107600.2 7 11,0666 0,4553 0,041141814  85,12769231
ZjuHsp70-09 2 Prupe.6G321700.1 6 1,2565 0,0940 0,074810983  9,665384615
ZjuHsp70-09 2 Prupe.5G125900.1 5 31,8647 0,1240 0,003891454  245,1130769
ZjuHsp70-09 2 Prupe.5G125900.2 5 49,8603 0,1201 0,00240873 383,5407692
ZjuHsp70-09 2 Prupe.3G102200.1 3 8,9903 0,2977 0,033113467  69,15615385
ZjuHsp70-09 2 Prupe.3G102300.1 3 8,8174 0,2983 0,033830834  67,82615385
ZjuHsp70-09 2 Prupe.7G265200.1 7 9,3599 0,3025 0,032318721  71,99923077
ZjuHsp70-09 2 Prupe.2G233500.1 2 16,6352 0,3173 0,019074012  127,9630769
ZjuHsp70-09 2 Prupe.6G252500.1 6 15,8944 0,3311 0,020831236  122,2646154
ZjuHsp70-09 2 Prupe.6G079800.1 6 13,4616 0,3133 0,023273608  103,5507692
ZjuHsp70-09 2 Prupe.5G125900.3 5 52,0359 0,1252 0,002406031  400,2761538
ZjuHsp70-09 2 Prupe.8G075000.1 8 53,6426 0,4956 0,009238926  412,6353846
ZjuHsp70-09 2 Prupe.2G234200.1 2 26,8617 0,3790 0,014109308  206,6284615
ZjuHsp70-09 2 Prupe.2G234200.2 2 17,0459 0,3903 0,022897002  131,1223077
ZjuHsp70-09 2 Prupe.8G075000.2 8 54,0590 0,4937 0,009132614  415,8384615
ZjuHsp70-09 2 Prupe.7G108500.1 7 19,0525 0,3995 0,020968377  146,5576923
ZjuHsp70-09 2 Prupe.3G077000.1 3 4,6623 0,5245 0,112498123  35,86384615
ZjuHsp70-09 2 Prupe.1G078200.1 1 52,3160 0,5315 0,010159416  402,4307692
ZjuHsp70-09 2 Prupe.6G079700.1 6 17,3059 0,3994 0,023078834  133,1223077
ZjuHsp70-09 2 Prupe.7G107700.2 7 52,1947 0,4013 0,00768852 401,4976923
ZjuHsp70-09 2 Prupe.1G078200.2 1 52,3262 0,5310 0,01014788 402,5092308
ZjuHsp70-09 2 Prupe.7G107700.1 7 52,4885 0,4130 0,00786839 403,7576923
ZjuHsp70-09 2 Prupe.7G107800.1 7 52,4818 0,4079 0,007772218  403,7061538
ZjuHsp70-09 2 Prupe.7G106500.1 7 25,6077 0,4155 0,016225588  196,9823077
ZjuHsp70-09 2 Prupe.7G106700.1 7 18,7187 0,4466 0,023858494 143,99
ZjuHsp70-09 2 Prupe.2G234300.1 2 51,6293 0,4171 0,008078746  397,1484615
ZjuHsp70-09 2 Prupe.7G108100.1 7 45,1063 0,4076 0,009036432  346,9715385
ZjuHsp70-09 2 Prupe.7G107400.3 7 33,6953 0,4027 0,011951222  259,1946154
ZjuHsp70-09 2 Prupe.7G107400.1 7 33,5343 0,4027 0,0120086 257,9561538
ZjuHsp70-09 2 Prupe.7G107400.2 7 34,0655 0,4027 0,011821344  262,0423077
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ZjuHsp70-09 2 Prupe.7G108200.1 7 15,0518 0,4587 0,03047476 115,7830769
ZjuHsp70-09 2 Prupe.7G107900.1 7 15,2702 0,4816 0,031538552  117,4630769
ZjuHsp70-09 2 Prupe.7G108000.1 7 15,1317 0,4595 0,030366714  116,3976923
ZjuHsp70-09 2 Prupe.7G106600.1 7 14,0326 0,4914 0,035018457  107,9430769
ZjuHsp70-09 2 Prupe.7G107600.3 7 12,0635 0,4671 0,038720106  92,79615385
ZjuHsp70-09 2 Prupe.7G107600.4 7 12,0635 0,4671 0,038720106  92,79615385
ZjuHsp70-09 2 Prupe.7G107600.1 7 12,0698 0,4671 0,038699896  92,84461538
ZjuHsp70-10 2 Prupe.1G078200.1 1 0,9509 0,0648 0,068145967  7,314615385
ZjuHsp70-10 2 Prupe.1G078200.2 1 0,9268 0,0604 0,065170479  7,129230769
ZjuHsp70-10 2 Prupe.8G075000.1 8 49,4581 0,4104 0,008297933  380,4469231
ZjuHsp70-10 2 Prupe.8G075000.2 8 50,2332 0,3810 0,007584625  386,4092308
ZjuHsp70-10 2 Prupe.3G077000.1 3 49,2582 0,4475 0,009084782  378,9092308
ZjuHsp70-10 2 Prupe.5G125900.1 5 50,5869 0,5354 0,010583768 389,13
ZjuHsp70-10 2 Prupe.6G321700.1 6 51,5328 0,5312 0,010307998  396,4061538
ZjuHsp70-10 2 Prupe.3G102300.1 3 51,7974 0,4977 0,00960859 398,4415385
ZjuHsp70-10 2 Prupe.3G102200.1 3 51,6114 0,5025 0,009736221  397,0107692
ZjuHsp70-10 2 Prupe.2G233500.1 2 52,1957 0,4897 0,009381999  401,5053846
ZjuHsp70-10 2 Prupe.6G079800.1 6 53,0844 0,4893 0,009217397  408,3415385
ZjuHsp70-10 2 Prupe.6G252500.1 6 50,8239 0,4950 0,009739512  390,9530769
ZjuHsp70-10 2 Prupe.7G265200.1 7 52,4121 0,5070 0,009673339 403,17
ZjuHsp70-10 2 Prupe.5G125900.2 5 49,5470 0,5249 0,010593981  381,1307692
ZjuHsp70-10 2 Prupe.2G234200.1 2 20,6534 0,4980 0,024112253  158,8723077
ZjuHsp70-10 2 Prupe.2G234200.2 2 26,3947 0,5056 0,019155361  203,0361538
ZjuHsp70-10 2 Prupe.7G106500.1 7 50,8295 0,5033 0,00990173 390,9961538
ZjuHsp70-10 2 Prupe.7G108500.1 7 50,7418 0,4763 0,009386738  390,3215385
ZjuHsp70-10 2 Prupe.7G107700.2 7 50,8995 0,4957 0,009738799  391,5346154
ZjuHsp70-10 2 Prupe.7G107800.1 7 50,8477 0,5076 0,009982752  391,1361538
ZjuHsp70-10 2 Prupe.7G107700.1 7 50,9521 0,5291 0,010384263  391,9392308
ZjuHsp70-10 2 Prupe.7G106700.1 7 51,7072 0,4922 0,009518984  397,7476923
ZjuHsp70-10 2 Prupe.7G108100.1 7 51,1185 0,5055 0,009888788  393,2192308
ZjuHsp70-10 2 Prupe.2G234300.1 2 50,5497 0,5330 0,010544078  388,8438462
ZjuHsp70-10 2 Prupe.7G107400.3 7 51,0323 0,5023 0,009842786  392,5561538
ZjuHsp70-10 2 Prupe.7G107400.1 7 51,0350 0,5022 0,009840306  392,5769231
ZjuHsp70-10 2 Prupe.7G107400.2 7 51,0396 0,5023 0,009841378  392,6123077
ZjuHsp70-10 2 Prupe.6G079700.1 6 50,0278 0,5956 0,011905381  384,8292308
ZjuHsp70-10 2 Prupe.5G125900.3 5 49,9557 0,5742 0,011494184  384,2746154
ZjuHsp70-10 2 Prupe.7G107900.1 7 50,1217 0,6184 0,012337969  385,5515385
ZjuHsp70-10 2 Prupe.7G107600.3 7 50,4711 0,6162 0,012208967  388,2392308
ZjuHsp70-10 2 Prupe.7G107600.4 7 50,4704 0,6162 0,012209136  388,2338462
ZjuHsp70-10 2 Prupe.7G107600.1 7 50,4719 0,6162 0,012208774  388,2453846
ZjuHsp70-10 2 Prupe.7G107600.2 7 50,4727 0,6162 0,01220858 388,2515385
ZjuHsp70-10 2 Prupe.7G108000.1 7 50,5338 0,6459 0,012781544  388,7215385
ZjuHsp70-10 2 Prupe.7G108200.1 7 50,2961 0,6487 0,01289762 386,8930769
ZjuHsp70-10 2 Prupe.7G106600.1 7 49,5505 0,6513 0,013144166  381,1576923
ZjuHsp70-10 2 Prupe.2G234400.1 2 7,8316 5,1707 0,660235456  60,24307692
ZjuHsp70-11 3 Prupe.2G233500.1 2 1,5998 0,0806 0,050381298  12,30615385
ZjuHsp70-11 3 Prupe.6G252500.1 6 2,8224 0,0896 0,031746032  21,71076923
ZjuHsp70-11 3 Prupe.6G079800.1 6 3,9571 0,1088 0,027494883  30,43923077
ZjuHsp70-11 3 Prupe.7G265200.1 7 15,3868 0,1276 0,008292822 118,36
ZjuHsp70-11 3 Prupe.3G102200.1 3 51,0839 0,1380 0,002701438  392,9530769
ZjuHsp70-11 3 Prupe.3G102300.1 3 10,0594 0,1253 0,012456011 77,38
ZjuHsp70-11 3 Prupe.6G321700.1 6 53,2780 0,3482 0,006535531  409,8307692
ZjuHsp70-11 3 Prupe.5G125900.1 5 52,7222 0,3577 0,006784618  405,5553846
ZjuHsp70-11 3 Prupe.2G234200.1 2 1,6769 0,2003 0,119446598  12,89923077
ZjuHsp70-11 3 Prupe.6G079700.1 6 2,0284 0,1981 0,097663183  15,60307692
ZjuHsp70-11 3 Prupe.2G234200.2 2 2,1220 0,2027 0,095523091  16,32307692
ZjuHsp70-11 3 Prupe.7G107800.1 7 2,3480 0,2338 0,099574106  18,06153846
ZjuHsp70-11 3 Prupe.2G234300.1 2 2,0128 0,2216 0,11009539 15,48307692
ZjuHsp70-11 3 Prupe.7G108500.1 7 2,4470 0,2292 0,093665713  18,82307692
ZjuHsp70-11 3 Prupe.7G107700.2 7 2,5927 0,2418 0,093261851  19,94384615
ZjuHsp70-11 3 Prupe.7G107700.1 7 2,6819 0,2450 0,091353145 20,63
ZjuHsp70-11 3 Prupe.2G234200.1 2 1,6769 0,2003 0,119446598  12,89923077
ZjuHsp70-11 3 Prupe.6G079700.1 6 2,0284 0,1981 0,097663183  15,60307692
ZjuHsp70-11 3 Prupe.2G234200.2 2 2,1220 0,2027 0,095523091  16,32307692
ZjuHsp70-11 3 Prupe.7G107800.1 7 2,34780 0,2338 0,099582588 18,06
ZjuHsp70-11 3 Prupe.2G234300.1 2 2,0128 0,2216 0,11009539 15,48307692
ZjuHsp70-11 3 Prupe.7G108500.1 7 2,4470 0,2292 0,093665713  18,82307692
ZjuHsp70-11 3 Prupe.7G107700.2 7 2,5927 0,2418 0,093261851  19,94384615
ZjuHsp70-11 3 Prupe.7G107700.1 7 2,6819 0,2450 0,091353145 20,63
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ZjuHsp70-11 3 Prupe.7G107400.3 7 2,5002 0,2407 0,096272298  19,23230769
ZjuHsp70-11 3 Prupe.7G107400.1 7 2,5001 0,2407 0,096276149  19,23153846
ZjuHsp70-11 3 Prupe.7G107400.2 7 2,5002 0,2407 0,096272298  19,23230769
ZjuHsp70-11 3 Prupe.7G106700.1 7 2,3052 0,2461 0,106758633  17,73230769
ZjuHsp70-11 3 Prupe.7G108100.1 7 2,9379 0,2403 0,081793118  22,59923077
ZjuHsp70-11 3 Prupe.7G106500.1 7 2,2960 0,2378 0,103571429  17,66153846
ZjuHsp70-11 3 Prupe.7G107900.1 7 1,8857 0,2824 0,14975871 14,50538462
ZjuHsp70-11 3 Prupe.7G107600.3 7 1,8266 0,2900 0,158764918  14,05076923
ZjuHsp70-11 3 Prupe.7G107600.4 7 1,8266 0,2900 0,158764918  14,05076923
ZjuHsp70-11 3 Prupe.7G107600.1 7 1,8266 0,2900 0,158764918  14,05076923
ZjuHsp70-11 3 Prupe.7G107600.2 7 1,8266 0,2900 0,158764918  14,05076923
ZjuHsp70-11 3 Prupe.5G125900.2 5 51,5805 0,3092 0,005994513  396,7730769
ZjuHsp70-11 3 Prupe.7G108200.1 7 1,7394 0,2918 0,167758997 13,38
ZjuHsp70-11 3 Prupe.7G108000.1 7 1,5528 0,2921 0,188111798  11,94461538
ZjuHsp70-11 3 Prupe.7G106600.1 7 2,2680 0,3252 0,143386243  17,44615385
ZjuHsp70-11 3 Prupe.2G234400.1 2 1,7223 0,2385 0,138477617  13,24846154
ZjuHsp70-11 3 Prupe.8G075000.1 8 51,2791 0,4737 0,009237682  394,4546154
ZjuHsp70-11 3 Prupe.3G077000.1 3 51,2827 0,5103 0,009950724  394,4823077
ZjuHsp70-11 3 Prupe.8G075000.2 8 51,6901 0,4719 0,009129408  397,6161538
ZjuHsp70-11 3 Prupe.5G125900.3 5 51,4683 0,3329 0,006468059 395,91
ZjuHsp70-11 3 Prupe.1G078200.1 1 51,4967 0,5113 0,009928792  396,1284615
ZjuHsp70-11 3 Prupe.1G078200.2 1 51,4357 0,5101 0,009917236  395,6592308
ZjuHsp70-12 3 Prupe.2G233500.1 2 1,3568 0,2200 0,162146226  10,43692308
ZjuHsp70-12 3 Prupe.6G252500.1 6 2,5073 0,0309 0,012324014  19,28692308
ZjuHsp70-12 3 Prupe.6G079800.1 6 2,9336 0,0312 0,010635397  22,56615385
ZjuHsp70-12 3 Prupe.7G265200.1 7 9,4763 0,0815 0,008600403  72,89461538
ZjuHsp70-12 3 Prupe.3G102300.1 3 8,4965 0,0700 0,008238687  65,35769231
ZjuHsp70-12 3 Prupe.3G102200.1 3 8,4216 0,0695 0,008252589  64,78153846
ZjuHsp70-12 3 Prupe.5G125900.1 5 54,7587 0,2991 0,005462146  421,2207692
ZjuHsp70-12 3 Prupe.6G321700.1 6 20,4847 0,3028 0,014781764  157,5746154
ZjuHsp70-12 3 Prupe.6G079700.1 6 2,6215 0,1800 0,068662979  20,16538462
ZjuHsp70-12 3 Prupe.2G234200.1 2 2,1673 0,1928 0,088958612  16,67153846
ZjuHsp70-12 3 Prupe.2G234200.2 2 2,6042 0,1937 0,074379848  20,03230769
ZjuHsp70-12 3 Prupe.2G234200.1 2 2,1673 0,1928 0,088958612  16,67153846
ZjuHsp70-12 3 Prupe.2G234200.2 2 2,6042 0,1937 0,074379848  20,03230769
ZjuHsp70-12 3 Prupe.2G234300.1 2 1,9714 0,2150 0,109059552  15,16461538
ZjuHsp70-12 3 Prupe.7G108500.1 7 3,9740 0,2197 0,055284348  30,56923077
ZjuHsp70-12 3 Prupe.7G106700.1 7 3,6837 0,2353 0,063875994  28,33615385
ZjuHsp70-12 3 Prupe.7G107700.1 7 3,6220 0,2340 0,064605191  27,86153846
ZjuHsp70-12 3 Prupe.7G107700.2 7 3,4847 0,2308 0,066232387  26,80538462
ZjuHsp70-12 3 Prupe.7G107800.1 7 3,7125 0,2258 0,060821549  28,55769231
ZjuHsp70-12 3 Prupe.7G107400.3 7 2,8835 0,2336 0,081012658  22,18076923
ZjuHsp70-12 3 Prupe.7G107400.1 7 2,8836 0,2336 0,081009849  22,18153846
ZjuHsp70-12 3 Prupe.7G107400.2 7 2,8825 0,2336 0,081040763  22,17307692
ZjuHsp70-12 3 Prupe.7G106500.1 7 3,6314 0,2335 0,06430027 27,93384615
ZjuHsp70-12 3 Prupe.7G108100.1 7 4,1742 0,2360 0,05653778 32,10923077
ZjuHsp70-12 3 Prupe.5G125900.2 5 53,2542 0,2835 0,005323524  409,6476923
ZjuHsp70-12 3 Prupe.7G107900.1 7 1,8633 0,2794 0,149949015  14,33307692
ZjuHsp70-12 3 Prupe.7G107600.3 7 1,9451 0,2852 0,146624852  14,96230769
ZjuHsp70-12 3 Prupe.7G107600.4 7 1,9451 0,2852 0,146624852  14,96230769
ZjuHsp70-12 3 Prupe.7G107600.1 7 1,9451 0,2852 0,146624852  14,96230769
ZjuHsp70-12 3 Prupe.7G107600.2 7 1,9451 0,2852 0,146624852  14,96230769
ZjuHsp70-12 3 Prupe.7G108200.1 7 1,7104 0,2843 0,166218428  13,15692308
ZjuHsp70-12 3 Prupe.7G108000.1 7 1,4630 0,2851 0,194873548  11,25384615
ZjuHsp70-12 3 Prupe.7G106600.1 7 2,1773 0,3169 0,145547237  16,74846154
ZjuHsp70-12 3 Prupe.2G234400.1 2 2,6617 0,2288 0,085960101  20,47461538
ZjuHsp70-12 3 Prupe.5G125900.3 5 53,2985 0,3065 0,005750631  409,9884615
ZjuHsp70-12 3 Prupe.8G075000.1 8 52,1999 0,4565 0,008745227  401,5376923
ZjuHsp70-12 3 Prupe.3G077000.1 3 50,9796 0,4724 0,009266452  392,1507692
ZjuHsp70-12 3 Prupe.8G075000.2 8 52,4792 0,4562 0,008692968  403,6861538
ZjuHsp70-12 3 Prupe.1G078200.1 1 52,3522 0,4867 0,009296648  402,7092308
ZjuHsp70-12 3 Prupe.1G078200.2 1 52,2998 0,4851 0,00927537 402,3061538
ZjuHsp70-13 3 Prupe.2G233500.1 2 1,2996 0,0216 0,016620499  9,996923077
ZjuHsp70-13 3 Prupe.6G252500.1 6 3,0968 0,0320 0,010333247  23,82153846
ZjuHsp70-13 3 Prupe.6G079800.1 6 3,5667 0,0328 0,009196176  27,43615385
ZjuHsp70-13 3 Prupe.7G265200.1 7 10,4067 0,0706 0,006784091  80,05153846
ZjuHsp70-13 3 Prupe.3G102200.1 3 7,6783 0,0698 0,009090554  59,06384615
ZjuHsp70-13 3 Prupe.3G102300.1 3 8,1454 0,0703 0,008630638  62,65692308
ZjuHsp70-13 3 Prupe.5G125900.1 5 53,6139 0,3012 0,005617946  412,4146154
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ZjuHsp70-13 3 Prupe.6G321700.1 6 51,5491 0,3025 0,005868192  396,5315385
ZjuHsp70-13 3 Prupe.6G079700.1 6 2,8291 0,1858 0,065674596  21,76230769
ZjuHsp70-13 3 Prupe.2G234200.2 2 2,0248 0,2002 0,098873963  15,57538462
ZjuHsp70-13 3 Prupe.2G234200.1 2 1,6647 0,1996 0,119901484  12,80538462
ZjuHsp70-13 3 Prupe.2G234300.1 2 1,9102 0,2240 0,117265208  14,69384615
ZjuHsp70-13 3 Prupe.7G108500.1 7 3,5818 0,2261 0,063124686  27,55230769
ZjuHsp70-13 3 Prupe.7G107800.1 7 2,8870 0,2339 0,081018358  22,20769231
ZjuHsp70-13 3 Prupe.7G107700.1 7 3,5271 0,2408 0,068271384  27,13153846
ZjuHsp70-13 3 Prupe.7G107700.2 7 3,3993 0,2376 0,069896743  26,14846154
ZjuHsp70-13 3 Prupe.7G106700.1 7 3,0471 0,2422 0,079485412  23,43923077
ZjuHsp70-13 3 Prupe.7G107400.3 7 2,9837 0,2421 0,081140865  22,95153846
ZjuHsp70-13 3 Prupe.7G107400.1 7 2,9838 0,2421 0,081138146  22,95230769
ZjuHsp70-13 3 Prupe.7G107400.2 7 2,9837 0,2421 0,081140865  22,95153846
ZjuHsp70-13 3 Prupe.7G106500.1 7 2,9050 0,2426 0,083511188  22,34615385
ZjuHsp70-13 3 Prupe.7G108100.1 7 3,8368 0,2441 0,063620726  29,51384615
ZjuHsp70-13 3 Prupe.5G125900.2 5 52,9991 0,2911 0,005492546  407,6853846
ZjuHsp70-13 3 Prupe.7G107900.1 7 1,8008 0,2877 0,159762328  13,85230769
ZjuHsp70-13 3 Prupe.7G107600.3 7 1,8636 0,2929 0,15716892 14,33538462
ZjuHsp70-13 3 Prupe.7G107600.4 7 1,8636 0,2929 0,15716892 14,33538462
ZjuHsp70-13 3 Prupe.7G107600.1 7 1,8636 0,2929 0,15716892 14,33538462
ZjuHsp70-13 3 Prupe.7G107600.2 7 1,8636 0,2929 0,15716892 14,33538462
ZjuHsp70-13 3 Prupe.7G108200.1 7 1,7993 0,2898 0,161062635  13,84076923
ZjuHsp70-13 3 Prupe.7G108000.1 7 1,5611 0,2908 0,186278906  12,00846154
ZjuHsp70-13 3 Prupe.7G106600.1 7 2,3052 0,3277 0,142156863  17,73230769
ZjuHsp70-13 3 Prupe.2G234400.1 2 1,9207 0,2396 0,124746186  14,77461538
ZjuHsp70-13 3 Prupe.8G075000.1 8 52,2364 0,4619 0,008842493  401,8184615
ZjuHsp70-13 3 Prupe.5G125900.3 5 52,8689 0,3132 0,005924088  406,6838462
ZjuHsp70-13 3 Prupe.3G077000.1 3 51,1940 0,4760 0,009297965 393,8
ZjuHsp70-13 3 Prupe.8G075000.2 8 52,4953 0,4581 0,008726496 403,81
ZjuHsp70-13 3 Prupe.1G078200.1 1 53,0046 0,4931 0,009302966  407,7276923
ZjuHsp70-13 3 Prupe.1G078200.2 1 52,9476 0,4919 0,009290317  407,2892308
ZjuHsp70-14 4 Prupe.3G187600.1 3 0,8297 0,1239 0,149331084  6,382307692
ZjuHsp70-14 4 Prupe.3G187600.2 3 0,8297 0,1239 0,149331084  6,382307692
ZjuHsp70-14 4 Prupe.3G071300.3 3 55,2121 0,9543 0,017284255  424,7084615
ZjuHsp70-14 4 Prupe.3G071300.2 3 55,2111 0,9543 0,017284568  424,7007692
ZjuHsp70-14 4 Prupe.3G071300.1 3 55,2101 0,9545 0,017288503  424,6930769
ZjuHsp70-14 4 Prupe.6G321700.1 6 36,0865 0,8645 0,023956327  277,5884615
ZjuHsp70-14 4 Prupe.5G125900.1 5 50,0729 0,8822 0,017618313  385,1761538
ZjuHsp70-14 4 Prupe.5G125900.2 5 33,6267 0,7751 0,023050136  258,6669231
ZjuHsp70-14 4 Prupe.5G125900.3 5 21,1835 0,7717 0,036429296 162,95
ZjuHsp70-14 4 Prupe.7G265200.1 7 5,2344 0,8719 0,166571145  40,26461538
ZjuHsp70-14 4 Prupe.3G102200.1 3 10,0214 0,8625 0,086065819  77,08769231
ZjuHsp70-14 4 Prupe.6G252500.1 6 13,9541 0,8613 0,061723794  107,3392308
ZjuHsp70-14 4 Prupe.3G102300.1 3 10,1696 0,8634 0,084900094  78,22769231
ZjuHsp70-14 4 Prupe.6G079800.1 6 5,5176 0,8697 0,15762288 42,44307692
ZjuHsp70-14 4 Prupe.2G233500.1 2 11,1789 0,8466 0,075731959  85,99153846
ZjuHsp70-14 4 Prupe.7G107700.2 7 37,8413 0,7996 0,021130352  291,0869231
ZjuHsp70-14 4 Prupe.7G107800.1 7 19,2812 0,8305 0,043073045  148,3169231
ZjuHsp70-14 4 Prupe.7G107700.1 7 34,2551 0,8024 0,023424249  263,5007692
ZjuHsp70-14 4 Prupe.7G108500.1 7 19,0044 0,7871 0,041416725  146,1876923
ZjuHsp70-14 4 Prupe.7G106500.1 7 13,0891 0,8272 0,063197622  100,6853846
ZjuHsp70-14 4 Prupe.4G212200.1 4 56,5922 0,9480 0,016751425  435,3246154
ZjuHsp70-14 4 Prupe.7G106700.1 7 0,1800 15,8814 88,23 1,384615385
ZjuHsp70-14 4 Prupe.2G234200.2 2 15,5689 0,8600 0,055238328  119,7607692
ZjuHsp70-14 4 Prupe.7G108100.1 7 11,8074 0,8092 0,068533293  90,82615385
ZjuHsp70-14 4 Prupe.2G234200.1 2 23,0435 0,8156 0,035393929  177,2576923
ZjuHsp70-14 4 Prupe.7G106600.1 7 12,9051 0,7921 0,061378835 99,27
ZjuHsp70-14 4 Prupe.7G107400.3 7 27,8049 0,7922 0,028491381  213,8838462
ZjuHsp70-14 4 Prupe.7G107400.1 7 27,6964 0,7922 0,028602995  213,0492308
ZjuHsp70-15 7 Prupe.1G012200.2 1 0,6642 0,1070 0,161096055  5,109230769
ZjuHsp70-15 7 Prupe.1G012200.1 1 0,6642 0,1070 0,161096055  5,109230769
ZjuHsp70-15 7 Prupe.7G265200.1 7 46,5731 0,7124 0,015296384  358,2546154
ZjuHsp70-15 7 Prupe.3G102200.1 3 46,6839 0,7268 0,015568536  359,1069231
ZjuHsp70-15 7 Prupe.3G102300.1 3 46,7418 0,7257 0,015525718  359,5523077
ZjuHsp70-15 7 Prupe.2G233500.1 2 45,0245 0,7280 0,016168975  346,3423077
ZjuHsp70-15 7 Prupe.7G265200.1 7 46,5747 0,7123 0,015293711  358,2669231
ZjuHsp70-15 7 Prupe.3G102300.1 3 46,7431 0,7256 0,015523147  359,5623077
ZjuHsp70-15 7 Prupe.2G233500.1 2 44,2154 0,7280 0,016464852  340,1184615
ZjuHsp70-15 7 Prupe.6G252500.1 6 46,4393 0,7351 0,015829265  357,2253846
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ZjuHsp70-15 7 Prupe.6G079800.1 6 9,5595 0,7368 0,077075161  73,53461538
ZjuHsp70-15 7 Prupe.7G106500.1 7 47,7418 0,6993 0,014647542  367,2446154
ZjuHsp70-15 7 Prupe.7G108500.1 7 17,8937 0,7184 0,040148209  137,6438462
ZjuHsp70-15 7 Prupe.6G321700.1 6 8,9254 0,7766 0,087010106  68,65692308
ZjuHsp70-15 7 Prupe.7G107700.2 7 48,0926 0,6957 0,014465843  369,9430769
ZjuHsp70-15 7 Prupe.7G106700.1 7 47,7603 0,7596 0,015904423  367,3869231
ZjuHsp70-15 7 Prupe.7G107800.1 7 47,9162 0,7115 0,01484884 368,5861538
ZjuHsp70-15 7 Prupe.7G107700.1 7 48,1561 0,2440 0,005066855  370,4315385
ZjuHsp70-15 7 Prupe.2G234200.1 2 25,0557 0,7205 0,028755932  192,7361538
ZjuHsp70-15 7 Prupe.7G108100.1 7 47,9191 0,7175 0,014973153  368,6084615
ZjuHsp70-15 7 Prupe.5G125900.1 5 48,1386 0,8317 0,017277195  370,2969231
ZjuHsp70-15 7 Prupe.7G107400.3 7 48,1262 0,7170 0,01489833 370,2015385
ZjuHsp70-15 7 Prupe.7G107400.1 7 48,1249 0,7172 0,014902888  370,1915385
ZjuHsp70-15 7 Prupe.7G107400.2 7 48,1284 0,7170 0,014897649  370,2184615
ZjuHsp70-15 7 Prupe.2G234200.2 2 18,8048 0,7364 0,039160214  144,6523077
ZjuHsp70-15 7 Prupe.2G234300.1 2 21,6501 0,7530 0,03478044 166,5392308
ZjuHsp70-15 7 Prupe.7G106600.1 7 19,2849 0,7996 0,041462491  148,3453846
ZjuHsp70-15 7 Prupe.6G079700.1 6 10,6864 0,8018 0,075029945  82,20307692
ZjuHsp70-15 7 Prupe.5G125900.2 5 48,5616 0,8089 0,016657194  373,5507692
ZjuHsp70-15 7 Prupe.7G108200.1 7 49,6428 0,8415 0,016951099  381,8676923
ZjuHsp70-15 7 Prupe.7G108000.1 7 50,7141 0,8124 0,016019214  390,1084615
ZjuHsp70-15 7 Prupe.8G075000.1 8 48,2154 0,8400 0,01742182 370,8876923
ZjuHsp70-15 7 Prupe.7G107900.1 7 49,0017 0,8171 0,016674932  376,9361538
ZjuHsp70-15 7 Prupe.8G075000.2 8 47,9871 0,8244 0,017179617  369,1315385
ZjuHsp70-15 7 Prupe.2G234400.1 2 48,8337 0,7604 0,015571214  375,6438462
ZjuHsp70-15 7 Prupe.7G107600.3 7 48,9377 0,8171 0,016696739  376,4438462
ZjuHsp70-15 7 Prupe.7G107600.4 7 48,9361 0,8172 0,016699328  376,4315385
ZjuHsp70-15 7 Prupe.7G107600.1 7 48,9371 0,8172 0,016698987  376,4392308
ZjuHsp70-15 7 Prupe.7G107600.2 7 48,9374 0,8171 0,016696841  376,4415385
ZjuHsp70-15 7 Prupe.3G077000.1 3 47,7341 0,8495 0,017796502  367,1853846
ZjuHsp70-15 7 Prupe.1G078200.2 1 47,6055 0,9217 0,019361208  366,1961538
ZjuHsp70-15 7 Prupe.1G078200.1 1 46,9303 0,9370 0,019965779  361,0023077
ZjuHsp70-16 9 Prupe.6G321700.1 6 1,3672 0,3467 0,253583967  10,51692308
ZjuHsp70-16 9 Prupe.5G125900.3 5 4,6785 0,3896 0,083274554  35,98846154
ZjuHsp70-16 9 Prupe.5G125900.2 5 4,4471 0,3875 0,087135437  34,20846154
ZjuHsp70-16 9 Prupe.5G125900.1 5 4,4470 0,3875 0,087137396  34,20769231
ZjuHsp70-16 9 Prupe.7G265200.1 7 3,8032 0,5127 0,134807531  29,25538462
ZjuHsp70-16 9 Prupe.3G102300.1 3 15,3319 0,5150 0,033590096  117,9376923
ZjuHsp70-16 9 Prupe.3G102200.1 3 13,6501 0,5187 0,037999722  105,0007692
ZjuHsp70-16 9 Prupe.2G233500.1 2 1,4740 0,5202 0,352917232  11,33846154
ZjuHsp70-16 9 Prupe.6G079800.1 6 15,9311 0,5190 0,032577788  122,5469231
ZjuHsp70-16 9 Prupe.6G252500.1 6 8,0737 0,5241 0,064914475  62,10538462
ZjuHsp70-16 9 Prupe.2G234200.1 2 8,0407 0,5500 0,068402005  61,85153846
ZjuHsp70-16 9 Prupe.2G234200.2 2 7,5084 0,5355 0,071320121  57,75692308
ZjuHsp70-16 9 Prupe.2G234300.1 2 6,4244 0,5728 0,089160077  49,41846154
ZjuHsp70-16 9 Prupe.7G106700.1 7 8,2966 0,5953 0,071752284 63,82
ZjuHsp70-16 9 Prupe.6G079700.1 6 13,8327 0,5489 0,039681335  106,4053846
ZjuHsp70-16 9 Prupe.7G108500.1 7 7,1735 0,6007 0,083738761  55,18076923
ZjuHsp70-16 9 Prupe.7G107700.2 7 8,8890 0,6156 0,069254134  68,37692308
ZjuHsp70-16 9 Prupe.7G107700.1 7 8,2984 0,6425 0,077424564  63,83384615
ZjuHsp70-16 9 Prupe.7G107800.1 7 8,9197 0,6135 0,06878034 68,61307692
ZjuHsp70-16 9 Prupe.7G106500.1 7 8,9295 0,6455 0,072288482  68,68846154
ZjuHsp70-16 9 Prupe.7G108200.1 7 6,2184 0,6583 0,105863245  47,83384615
ZjuHsp70-16 9 Prupe.7G107900.1 7 8,0608 0,6164 0,076468837  62,00615385
ZjuHsp70-16 9 Prupe.7G106600.1 7 4,5087 0,6176 0,136979617  34,68230769
ZjuHsp70-16 9 Prupe.8G075000.1 8 43,3108 0,6754 0,015594263 333,16
ZjuHsp70-16 9 Prupe.7G108100.1 7 9,8493 0,6131 0,062248079  75,76384615
ZjuHsp70-16 9 Prupe.7G107600.3 7 6,4030 0,5938 0,092737779  49,25384615
ZjuHsp70-16 9 Prupe.7G107600.4 7 6,4030 0,5938 0,092737779  49,25384615
ZjuHsp70-16 9 Prupe.7G107600.1 7 6,4034 0,5938 0,092731986  49,25692308
ZjuHsp70-16 9 Prupe.7G107600.2 7 6,4028 0,5938 0,092740676  49,25230769
ZjuHsp70-16 9 Prupe.7G107400.3 7 8,1433 0,6201 0,07614849 62,64076923
ZjuHsp70-16 9 Prupe.7G107400.1 7 8,1445 0,6201 0,076137271 62,65
ZjuHsp70-16 9 Prupe.7G107400.2 7 8,1435 0,6201 0,07614662 62,64230769
ZjuHsp70-16 9 Prupe.3G077000.1 3 4,4011 0,7006 0,159187476  33,85461538
ZjuHsp70-16 9 Prupe.8G075000.2 8 39,3244 0,6104 0,015522169  302,4953846
ZjuHsp70-16 9 Prupe.7G108000.1 7 6,1508 0,6339 0,103059765  47,31384615
ZjuHsp70-16 9 Prupe.2G234400.1 2 5,5590 0,6446 0,115956107  42,76153846
ZjuHsp70-16 9 Prupe.1G078200.1 1 52,4213 0,7230 0,013792104  403,2407692
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ZjuHsp70-16 9 Prupe.1G078200.2 1 52,3558 0,7252 0,013851378  402,7369231
ZjuHsp70-17 9 Prupe.8G075000.1 8 0,9243 0,0524 0,05669155 7,11
ZjuHsp70-17 9 Prupe.3G077000.1 3 0,8523 0,0786 0,092221049  6,556153846
ZjuHsp70-17 9 Prupe.8G075000.2 8 0,9599 0,0398 0,041462652  7,383846154
ZjuHsp70-17 9 Prupe.1G078200.1 1 50,2456 0,4149 0,008257439  386,5046154
ZjuHsp70-17 9 Prupe.1G078200.2 1 50,3501 0,4264 0,008468702  387,3084615
ZjuHsp70-17 9 Prupe.6G321700.1 6 53,0437 0,5048 0,009516682  408,0284615
ZjuHsp70-17 9 Prupe.5G125900.1 5 53,0883 0,4901 0,009231789  408,3715385
ZjuHsp70-17 9 Prupe.7G265200.1 7 11,2367 0,4562 0,040599108  86,43615385
ZjuHsp70-17 9 Prupe.3G102200.1 3 53,9991 0,4404 0,008155691  415,3776923
ZjuHsp70-17 9 Prupe.6G079800.1 6 54,3457 0,4452 0,008192 418,0438462
ZjuHsp70-17 9 Prupe.6G252500.1 6 51,8474 0,4582 0,008837473  398,8261538
ZjuHsp70-17 9 Prupe.5G125900.2 5 52,0229 0,4603 0,008848027  400,1761538
ZjuHsp70-17 9 Prupe.2G234200.1 2 54,1723 0,4420 0,008159151 416,71
ZjuHsp70-17 9 Prupe.2G234200.2 2 53,8025 0,4424 0,008222666  413,8653846
ZjuHsp70-17 9 Prupe.2G234300.1 2 53,6742 0,4450 0,008290762  412,8784615
ZjuHsp70-17 9 Prupe.7G106500.1 7 23,5408 0,4890 0,020772446  181,0830769
ZjuHsp70-17 9 Prupe.7G107700.2 7 36,8499 0,4766 0,012933549  283,4607692
ZjuHsp70-17 9 Prupe.7G108500.1 7 42,6379 0,4716 0,011060582  327,9838462
ZjuHsp70-17 9 Prupe.7G107800.1 7 46,0395 0,4841 0,010514884 354,15
ZjuHsp70-17 9 Prupe.7G107700.1 41,9076 0,5067 0,012090886  322,3661538
ZjuHsp70-17 9 Prupe.7G106700.1 7 51,9063 0,4963 0,00956146 399,2792308
ZjuHsp70-17 9 Prupe.7G107900.1 7 23,1665 0,5420 0,023395852  178,2038462
ZjuHsp70-17 9 Prupe.7G108100.1 7 49,0646 0,4838 0,00986047 377,42
ZjuHsp70-17 9 Prupe.7G107400.3 7 27,8162 0,4857 0,017461048  213,9707692
ZjuHsp70-17 9 Prupe.7G107400.1 7 27,6662 0,4857 0,017555718  212,8169231
ZjuHsp70-17 9 Prupe.7G107400.2 7 27,5718 0,4857 0,017615825  212,0907692
ZjuHsp70-17 9 Prupe.6G079700.1 6 51,7154 0,5372 0,010387621  397,8107692
ZjuHsp70-17 9 Prupe.7G108200.1 7 15,7195 12,2455 0,779000604  120,9192308
ZjuHsp70-17 9 Prupe.7G106600.1 7 36,8032 5,1843 0,140865468  283,1015385
ZjuHsp70-17 9 Prupe.5G125900.3 5 37,4602 0,4996 0,013336821  288,1553846
ZjuHsp70-17 9 Prupe.7G108000.1 7 50,6809 0,5620 0,01108899 389,8530769
ZjuHsp70-17 9 Prupe.7G107600.3 7 31,7176 0,5543 0,017476102  243,9815385
ZjuHsp70-17 9 Prupe.7G107600.4 7 31,7664 0,5543 0,017449255  244,3569231
ZjuHsp70-17 9 Prupe.7G107600.1 7 31,6726 0,5544 0,017504089  243,6353846
ZjuHsp70-17 9 Prupe.7G107600.2 7 31,8813 0,5543 0,017386368  245,2407692
ZjuHsp70-17 9 Prupe.2G234400.1 2 53,3261 0,4786 0,008974967  410,2007692
ZjuHsp70-18 11 Prupe.5G125900.1 5 0,7214 0,0213 0,029525922  5,549230769
ZjuHsp70-18 11 Prupe.6G321700.1 6 33,3567 0,1133 0,003396619 256,59
ZjuHsp70-18 11 Prupe.5G125900.2 5 0,6709 0,0340 0,050678193  5,160769231
ZjuHsp70-18 11 Prupe.3G102200.1 3 25,5656 0,2824 0,011046093  196,6584615
ZjuHsp70-18 11 Prupe.3G102300.1 3 21,9234 0,2846 0,012981563  168,6415385
ZjuHsp70-18 11 Prupe.7G265200.1 7 46,9218 0,2745 0,005850159  360,9369231
ZjuHsp70-18 11 Prupe.2G233500.1 2 54,2266 0,2848 0,005252035  417,1276923
ZjuHsp70-18 11 Prupe.5G125900.3 5 0,6792 0,0412 0,0606596 5,224615385
ZjuHsp70-18 11 Prupe.6G252500.1 6 46,7404 0,3013 0,006446244  359,5415385
ZjuHsp70-18 11 Prupe.6G079800.1 6 54,3129 0,2939 0,005411237  417,7915385
ZjuHsp70-18 11 Prupe.8G075000.1 8 53,5660 0,4793 0,00894784 412,0461538
ZjuHsp70-18 11 Prupe.2G234200.1 2 40,8583 0,3814 0,009334701  314,2946154
ZjuHsp70-18 11 Prupe.6G079700.1 6 53,8075 0,3750 0,006969289  413,9038462
ZjuHsp70-18 11 Prupe.2G234200.2 2 55,1742 0,3858 0,006992399  424,4169231
ZjuHsp70-18 11 Prupe.7G108500.1 7 26,8886 0,4093 0,015222064  206,8353846
ZjuHsp70-18 11 Prupe.8G075000.2 8 53,8758 0,4527 0,008402659  414,4292308
ZjuHsp70-18 11 Prupe.3G077000.1 3 52,1655 0,5039 0,009659641  401,2730769
ZjuHsp70-18 11 Prupe.7G107800.1 7 52,2833 0,4274 0,008174694  402,1792308
ZjuHsp70-18 11 Prupe.7G107700.2 7 49,4566 0,4215 0,008522624  380,4353846
ZjuHsp70-18 11 Prupe.1G078200.1 1 52,4639 0,5173 0,009860113  403,5684615
ZjuHsp70-18 11 Prupe.7G106500.1 7 52,7878 0,4259 0,008068152 406,06
ZjuHsp70-18 11 Prupe.2G234300.1 2 51,8890 0,4050 0,007805122  399,1461538
ZjuHsp70-18 11 Prupe.7G107700.1 7 34,8995 0,4567 0,013086147  268,4576923
ZjuHsp70-18 11 Prupe.7G106700.1 7 53,0357 0,4429 0,008350979  407,9669231
ZjuHsp70-18 11 Prupe.1G078200.2 1 52,8453 0,5178 0,009798412  406,5023077
ZjuHsp70-18 11 Prupe.7G108100.1 7 24,7150 0,4204 0,017009913  190,1153846
ZjuHsp70-18 11 Prupe.7G107400.3 7 37,4164 0,4227 0,011297185  287,8184615
ZjuHsp70-18 11 Prupe.7G107400.1 7 36,9560 0,4226 0,01143522 284,2769231
ZjuHsp70-18 11 Prupe.7G107400.2 7 36,6544 0,4227 0,01153204 281,9569231
ZjuHsp70-18 11 Prupe.7G107900.1 7 20,0697 0,4928 0,024554428  154,3823077
ZjuHsp70-18 11 Prupe.7G108200.1 7 52,3793 0,4880 0,009316658  402,9176923
ZjuHsp70-18 11 Prupe.7G108000.1 7 24,9061 0,4841 0,019437005  191,5853846
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ZjuHsp70-18 11 Prupe.7G106600.1 7 20,9407 0,4787 0,02285979 161,0823077
ZjuHsp70-18 11 Prupe.7G107600.3 7 18,3761 0,4880 0,026556233  141,3546154
ZjuHsp70-18 11 Prupe.7G107600.4 7 18,3079 0,4880 0,02665516 140,83
ZjuHsp70-18 11 Prupe.7G107600.1 7 18,3650 0,4881 0,026577729  141,2692308
ZjuHsp70-18 11 Prupe.7G107600.2 7 18,3060 0,4880 0,026657926  140,8153846
ZjuHsp70-19 11 Prupe.6G252500.1 6 1,6999 0,0280 0,016471557  13,07615385
ZjuHsp70-19 11 Prupe.2G233500.1 2 1,8247 0,0229 0,012550008  14,03615385
ZjuHsp70-19 11 Prupe.6G079800.1 6 3,8211 0,0292 0,007641779  29,39307692
ZjuHsp70-19 11 Prupe.7G265200.1 7 7,0342 0,0681 0,009681272  54,10923077
ZjuHsp70-19 11 Prupe.3G102200.1 3 7,1210 0,0654 0,009184103  54,77692308
ZjuHsp70-19 11 Prupe.3G102300.1 3 7,3349 0,0668 0,009107145  56,42230769
ZjuHsp70-19 11 Prupe.5G125900.1 5 52,8076 0,3009 0,005698043  406,2123077
ZjuHsp70-19 11 Prupe.6G321700.1 6 52,3112 0,3049 0,00582858 402,3938462
ZjuHsp70-19 11 Prupe.6G079700.1 6 2,8833 0,1765 0,061214581  22,17923077
ZjuHsp70-19 11 Prupe.2G234200.1 2 1,8525 0,1938 0,104615385 14,25
ZjuHsp70-19 11 Prupe.2G234200.2 2 1,8907 0,1924 0,101761252  14,54384615
ZjuHsp70-19 11 Prupe.2G234300.1 2 1,8665 0,2075 0,11117064 14,35769231
ZjuHsp70-19 11 Prupe.7G108500.1 7 2,7693 0,2260 0,081609071  21,30230769
ZjuHsp70-19 11 Prupe.7G106700.1 7 2,2150 0,2329 0,105146727  17,03846154
ZjuHsp70-19 11 Prupe.7G107700.1 7 2,3242 0,2339 0,100636778  17,87846154
ZjuHsp70-19 11 Prupe.7G107700.2 7 2,2851 0,2307 0,100958383  17,57769231
ZjuHsp70-19 11 Prupe.7G107800.1 7 2,7507 0,2271 0,082560803  21,15923077
ZjuHsp70-19 11 Prupe.7G107400.3 7 2,3593 0,2326 0,098588564  18,14846154
ZjuHsp70-19 11 Prupe.7G107400.1 7 2,3593 0,2326 0,098588564  18,14846154
ZjuHsp70-19 11 Prupe.7G107400.2 7 2,3593 0,2326 0,098588564  18,14846154
ZjuHsp70-19 11 Prupe.7G106500.1 7 2,8789 0,2325 0,080760013  22,14538462
ZjuHsp70-19 11 Prupe.7G108100.1 7 2,7479 0,2376 0,086466029  21,13769231
ZjuHsp70-19 11 Prupe.7G107900.1 7 1,9750 0,2742 0,138835443  15,19230769
ZjuHsp70-19 11 Prupe.7G107600.3 7 1,7772 0,2794 0,157213594  13,67076923
ZjuHsp70-19 11 Prupe.7G107600.4 7 1,7772 0,2794 0,157213594  13,67076923
ZjuHsp70-19 11 Prupe.7G107600.1 7 1,7772 0,2794 0,157213594  13,67076923
ZjuHsp70-19 11 Prupe.7G107600.2 7 1,7772 0,2794 0,157213594  13,67076923
ZjuHsp70-19 11 Prupe.5G125900.2 5 14,5677 0,2870 0,01970112 112,0592308
ZjuHsp70-19 11 Prupe.7G108200.1 7 1,7923 0,2770 0,15455002 13,78692308
ZjuHsp70-19 11 Prupe.7G106600.1 7 1,8547 0,3069 0,165471505  14,26692308
ZjuHsp70-19 11 Prupe.7G108000.1 7 1,6664 0,2792 0,167546807  12,81846154
ZjuHsp70-19 11 Prupe.2G234400.1 2 1,8967 0,2270 0,119681552 14,59
ZjuHsp70-19 11 Prupe.5G125900.3 5 9,2591 0,3106 0,033545377  71,22384615
ZjuHsp70-19 11 Prupe.8G075000.1 8 51,6155 0,4570 0,00885393 397,0423077
ZjuHsp70-19 11 Prupe.3G077000.1 3 51,1549 0,4647 0,009084174  393,4992308
ZjuHsp70-19 11 Prupe.8G075000.2 8 51,9644 0,4562 0,008779087  399,7261538
ZjuHsp70-19 11 Prupe.1G078200.1 1 51,6821 0,4931 0,009541021  397,5546154
ZjuHsp70-19 11 Prupe.1G078200.2 1 51,6284 0,4919 0,009527702  397,1415385
ZjuHsp70-20 NW Prupe.6G321700.1 6 0,9931 0,0988 0,099486457  7,639230769
ZjuHsp70-20 NW Prupe.5G125900.1 5 16,5181 0,1340 0,008112313  127,0623077
ZjuHsp70-20 NW Prupe.3G102300.1 3 10,5238 0,3044 0,028924913  80,95230769
ZjuHsp70-20 NW Prupe.3G102200.1 3 13,5352 0,3071 0,022688989  104,1169231
ZjuHsp70-20 NW Prupe.2G233500.1 2 14,2323 0,3243 0,022786198  109,4792308
ZjuHsp70-20 NW Prupe.6G252500.1 6 12,4433 0,3381 0,027171249  95,71769231
ZjuHsp70-20 NW Prupe.6G079800.1 6 18,0776 0,3246 0,017955923  139,0584615
ZjuHsp70-20 NW Prupe.7G265200.1 7 13,1700 0,3098 0,023523159  101,3076923
ZjuHsp70-20 NW Prupe.5G125900.2 5 7,8259 0,1218 0,015563705  60,19923077
ZjuHsp70-20 NW Prupe.5G125900.3 5 52,0196 0,1278 0,002456766  400,1507692
ZjuHsp70-20 NW Prupe.8G075000.2 8 38,0622 0,4923 0,012934092  292,7861538
ZjuHsp70-20 NW Prupe.8G075000.1 8 37,8862 0,4924 0,012996817  291,4323077
ZjuHsp70-20 NW Prupe.1G078200.1 1 51,1917 0,4863 0,009499587  393,7823077
ZjuHsp70-20 NW Prupe.1G078200.2 1 51,1953 0,4883 0,009537985 393,81
ZjuHsp70-20 NW Prupe.3G077000.1 3 5,8300 0,5126 0,087924528  44,84615385
ZjuHsp70-20 NW Prupe.7G108500.1 7 51,0690 0,3971 0,007775754  392,8384615
ZjuHsp70-20 NW Prupe.7G106500.1 7 52,8594 0,4213 0,0079702 406,6107692
ZjuHsp70-20 NW Prupe.7G107700.2 7 52,1915 0,4125 0,007903586  401,4730769
ZjuHsp70-20 NW Prupe.2G234200.1 2 54,8978 0,3908 0,007118682  422,2907692
ZjuHsp70-20 NW Prupe.6G079700.1 6 53,3108 0,4347 0,00815407 410,0830769
ZjuHsp70-20 NW Prupe.7G107700.1 7 52,1915 0,4125 0,007903586  401,4730769
ZjuHsp70-20 NW Prupe.7G107800.1 7 52,3340 0,4206 0,00803684 402,5692308
ZjuHsp70-20 NW Prupe.2G234200.2 2 17,8873 0,3957 0,022121841  137,5946154
ZjuHsp70-20 NW Prupe.7G106700.1 7 52,3486 0,4689 0,00895726 402,6815385
ZjuHsp70-20 NW Prupe.7G108100.1 7 51,7686 0,4119 0,007956561 398,22
ZjuHsp70-20 NW Prupe.7G107400.3 7 52,6341 0,4184 0,007949219  404,8776923
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Table S3.4 Continued

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp70-20 NW Prupe.7G107400.1 7 52,6274 0,4186 0,007954032  404,8261538
ZjuHsp70-20 NW Prupe.7G107400.2 7 52,6325 0,4184 0,007949461  404,8653846
ZjuHsp70-20 NW Prupe.2G234300.1 2 38,3340 0,4427 0,011548495  294,8769231
ZjuHsp70-20 NW Prupe.7G107900.1 7 13,2013 0,4868 0,036875156  101,5484615
ZjuHsp70-20 NW Prupe.7G108200.1 7 12,4787 0,4650 0,037263497 95,99
ZjuHsp70-20 NW Prupe.7G108400.1 7 13,2080 0,4739 0,03587977 101,6
ZjuHsp70-20 NW Prupe.7G108000.1 7 12,7206 0,4679 0,036782856  97,85076923
ZjuHsp70-21 NW Prupe.6G321700.1 6 1,1778 0,0942 0,079979623 9,06
ZjuHsp70-21 NW Prupe.5G125900.1 5 50,6111 0,1191 0,002353239  389,3161538
ZjuHsp70-21 NW Prupe.5G125900.2 5 49,1348 0,1269 0,002582691 377,96
ZjuHsp70-21 NW Prupe.3G102300.1 3 10,0430 0,2847 0,028348103  77,25384615
ZjuHsp70-21 NW Prupe.3G102200.1 3 11,2289 0,2870 0,025559049  86,37615385
ZjuHsp70-21 NW Prupe.7G265200.1 7 10,7115 0,2913 0,027195071  82,39615385
ZjuHsp70-21 NW Prupe.2G233500.1 2 16,8275 0,3032 0,018018125  129,4423077
ZjuHsp70-21 NW Prupe.6G079800.1 6 14,9128 0,3017 0,020230943  114,7138462
ZjuHsp70-21 NW Prupe.6G252500.1 6 13,7002 0,3060 0,02233544 105,3861538
ZjuHsp70-21 NW Prupe.5G125900.3 5 52,9504 0,1302 0,002458905  407,3107692
ZjuHsp70-21 NW Prupe.8G075000.1 8 53,0246 0,4393 0,008284834  407,8815385
ZjuHsp70-21 NW Prupe.2G234200.1 2 25,6073 0,3826 0,014941052  196,9792308
ZjuHsp70-21 NW Prupe.8G075000.2 8 43,0946 0,4272 0,009913075  331,4969231
ZjuHsp70-21 NW Prupe.3G077000.1 3 47774 0,4593 0,09614016 36,74923077
ZjuHsp70-21 NW Prupe.7G108500.1 7 27,4706 0,3977 0,014477296  211,3123077
ZjuHsp70-21 NW Prupe.2G234200.2 2 15,0152 0,3860 0,025707283  115,5015385
ZjuHsp70-21 NW Prupe.6G079700.1 6 17,5314 0,3839 0,021897852  134,8569231
ZjuHsp70-21 NW Prupe.7G107700.2 7 51,8763 0,4071 0,007847514  399,0484615
ZjuHsp70-21 NW Prupe.7G107800.1 7 52,3026 0,4055 0,007752961  402,3276923
ZjuHsp70-21 NW Prupe.7G107700.1 7 52,0189 0,4179 0,008033619  400,1453846
ZjuHsp70-21 NW Prupe.7G106500.1 7 30,5472 0,4205 0,013765582  234,9784615
ZjuHsp70-21 NW Prupe.7G106700.1 7 49,5088 0,4455 0,0089984 380,8369231
ZjuHsp70-21 NW Prupe.1G078200.1 1 51,7461 0,4960 0,009585263  398,0469231
ZjuHsp70-21 NW Prupe.1G078200.2 1 51,7266 0,4979 0,009625608  397,8969231
ZjuHsp70-21 NW Prupe.2G234300.1 2 20,1391 0,4241 0,021058538  154,9161538
ZjuHsp70-21 NW Prupe.7G108100.1 7 51,9844 0,4083 0,007854279 399,88
ZjuHsp70-21 NW Prupe.7G107400.3 7 47,9074 0,4112 0,008583225  368,5184615
ZjuHsp70-21 NW Prupe.7G107400.1 7 48,1537 0,4112 0,008539323  370,4130769
ZjuHsp70-21 NW Prupe.7G107400.2 7 48,3510 0,4113 0,008506546  371,9307692
ZjuHsp70-21 NW Prupe.7G108200.1 7 12,4101 0,4600 0,037066583  95,46230769
ZjuHsp70-21 NW Prupe.7G107900.1 7 12,1827 0,4777 0,039211341  93,71307692
ZjuHsp70-21 NW Prupe.7G108000.1 7 11,3667 0,4621 0,04065384 87,43615385
ZjuHsp70-21 NW Prupe.7G106600.1 7 16,3703 0,4934 0,030139949  125,9253846
ZjuHsp70-21 NW Prupe.7G107600.3 7 11,4659 04711 0,041087049  88,19923077
ZjuHsp70-21 NW Prupe.7G107600.4 7 11,4697 0,4711 0,041073437  88,22846154
ZjuHsp70-21 NW Prupe.7G107600.1 7 11,4705 0,4711 0,041070572  88,23461538
ZjuHsp70-21 NW Prupe.7G107600.2 7 11,4697 0,4711 0,041073437  88,22846154

Mean 25,0777 0,47097188  0,018780535  192,9050777

Table S3.5 Calculation of divergence time rates and Ka/Ks ratios of orthologous ZjuHsp90 gene pairs between
banana, orange, Arabidopsis.

Z. jujuba — A. thaliana

jujube and peach,

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp90-01 1 AT5G56000.1 5 2,9399 0,0424 0,014422259  22,61461538
ZjuHsp90-01 1 AT5G56030.1 5 3,3854 0,0363 0,010722514  26,04153846
ZjuHsp90-01 1 AT5G56010.1 5 2,7015 0,0378 0,013992227  20,78076923
ZjuHsp90-01 1 AT5G56030.2 5 3,384 0,0363 0,01072695 26,03076923
ZjuHsp90-01 1 AT5G52640.1 5 6,885 0,0676 0,009818446  52,96153846
ZjuHsp90-01 1 AT4G24190.2 4 55,6443 0,4239 0,007618031  428,0330769
ZjuHsp90-01 1 AT4G24190.1 4 55,6424 0,4239 0,007618291  428,0184615
ZjuHsp90-01 1 AT2G04030.1 2 53,0052 0,4801 0,009057602  407,7323077
ZjuHsp90-01 1 AT3G07770.1 3 49,4322 0,5088 0,010292886  380,2476923
ZjuHsp90-01 1 AT2G04030.2 2 52,6604 0,4878 0,009263128 405,08

ZjuHsp90-02 4 AT3G07770.1 3 1,5279 0,1310 0,085738595 11,75307692
ZjuHsp90-02 4 AT2G04030.1 2 11,7165 0,2454 0,020944821  90,12692308
ZjuHsp90-02 4 AT2G04030.2 2 11,7993 0,246 0,020848694  90,76384615
ZjuHsp90-02 4 AT4G24190.1 4 50,0843 0,5305 0,010592142  385,2638462
ZjuHsp90-02 4 AT4G24190.2 4 54,1827 0,5329 0,009835243 416,79

ZjuHsp90-02 4 AT5G52640.1 5 53,683 0,5278 0,00983179 412,9461538
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp90-02 4 AT5G56000.1 5 54,9226 0,5273 0,009600784 422,4815385
ZjuHsp90-02 4 AT5G56010.1 5 54,5615 0,5299 0,009711976 419,7038462
ZjuHsp90-02 4 AT5G56030.1 5 54,5827 0,5284 0,009680723 419,8669231
ZjuHsp90-02 4 AT5G56030.2 5 54,4270 0,5307 0,009750675 418,6692308
ZjuHsp90-03 6 AT4G24190.2 4 1,6603 0,1115 0,067156538 12,77153846
ZjuHsp90-03 6 AT4G24190.1 4 1,6727 0,1105 0,06606086 12,86692308

ZjuHsp90-03 6 AT5G52640.1 5 53,3676 0,4313 0,008081683 410,52
ZjuHsp90-03 6 AT5G56000.1 5 55,1731 0,4146 0,007514532 424,4084615
ZjuHsp90-03 6 AT5G56030.1 5 54,7239 0,4133 0,007552459 420,9530769
ZjuHsp90-03 6 AT5G56010.1 5 54,2328 0,4167 0,007683542 417,1753846
ZjuHsp90-03 6 AT5G56030.2 5 54,7548 0,4143 0,00756646 421,1907692
ZjuHsp90-03 6 AT2G04030.1 2 56,2943 0,5349 0,00950185 433,0330769
ZjuHsp90-03 6 AT2G04030.2 2 56,4557 0,5346 0,009469372 434,2746154
ZjuHsp90-03 6 AT3G07770.1 3 56,0345 0,5535 0,009877843 431,0346154
ZjuHsp90-04 10 AT2G04030.1 2 2,4862 0,0867 0,034872496 19,12461538
ZjuHsp90-04 10 AT2G04030.2 2 2,4885 0,0878 0,035282299 19,14230769
ZjuHsp90-04 10 AT3G07770.1 3 13,6269 0,2659 0,019512875 104,8223077
ZjuHsp90-04 10 AT4G24190.1 4 13,1329 0,5291 0,040288131 101,0223077
ZjuHsp90-04 10 AT4G24190.2 4 11,0483 0,5319 0,048143153 84,98692308
ZjuHsp90-04 10 AT5G52640.1 5 5,3266 0,5076 0,09529531 40,97384615
ZjuHsp90-04 10 AT5G56030.1 5 28,5301 0,4915 0,017227419 219,4623077
ZjuHsp90-04 10 AT5G56010.1 5 25,7428 0,4956 0,019251985 198,0215385
ZjuHsp90-04 10 AT5G56000.1 5 25,4713 0,4946 0,019417933 195,9330769
ZjuHsp90-04 10 AT5G56030.2 5 28,1984 0,4915 0,017430067 216,9107692
ZjuHsp90-05 11 AT5G52640.1 5 4,8011 0,0785 0,01635042 36,93153846
ZjuHsp90-05 11 AT5G56000.1 5 19,9838 0,1286 0,006435213 153,7215385
ZjuHsp90-05 11 AT5G56030.2 5 28,0212 0,1226 0,004375259 215,5476923
ZjuHsp90-05 11 AT5G56030.1 5 27,615 0,1227 0,004443237 212,4230769
ZjuHsp90-05 11 AT5G56010.1 5 24,5779 0,1218 0,004955672 189,0607692
ZjuHsp90-05 11 AT4G24190.2 4 56,8961 0,525 0,009227346 437,6623077
ZjuHsp90-05 11 AT4G24190.1 4 56,8814 0,525 0,009229731 437,5492308

ZjuHsp90-05 11 AT2G04030.1 2 16,5646 0,5997 0,036203712 127,42
ZjuHsp90-05 11 AT3G07770.1 3 55,5723 0,5467 0,009837635 427,4792308

ZjuHsp90-05 11 AT2G04030.2 2 16,2825 0,6085 0,037371411 125,25
ZjuHsp90-06 11 AT5G52640.1 5 3,1214 0,062 0,019862882 24,01076923
ZjuHsp90-06 11 AT5G56000.1 5 4,798 0,1054 0,021967486 36,90769231
ZjuHsp90-06 11 AT5G56030.1 5 5,9230 0,1036 0,017491136 45,56153846
ZjuHsp90-06 11 AT5G56010.1 5 6,6419 0,1038 0,015628058 51,09153846
ZjuHsp90-06 11 AT5G56030.2 5 5,9237 0,1036 0,017489069 45,56692308
ZjuHsp90-06 11 AT4G24190.1 4 53,7347 0,4252 0,00791295 413,3438462
ZjuHsp90-06 11 AT4G24190.2 4 53,7366 0,4253 0,007914531 413,3584615
ZjuHsp90-06 11 AT2G04030.1 2 20,236 0,4908 0,024253805 155,6615385
ZjuHsp90-06 11 AT2G04030.2 2 20,1974 0,4952 0,024518007 155,3646154
ZjuHsp90-06 11 AT3G07770.1 3 57,5753 0,5189 0,009012545 442,8869231
Mean 30,444557 0,350085 0,019195578 234,1888974

Z. jujuba — C. sinensis

1D Chromosome Gene 1Ds Chromosome Ks Ka Ka/Ks Mya
ZjuHsp90-01 1 orangel.1g045760m scaffold 1,4252 0,0167 0,011717654 10,96307692
ZjuHsp90-01 1 orangel.1g005370m scaffold 38,4875 0,0697 0,001810978  296,0576923
ZjuHsp90-01 1 orangel.1g005321m scaffold 9,3256 0,079 0,008471305  71,73538462
ZjuHsp90-01 1 orangel.1g007669m scaffold 31,8932 0,0767 0,002404901 245,3323077
ZjuHsp90-01 1 orangel.1g003827m scaffold 32,3155 0,4727 0,014627655 248,5807692
ZjuHsp90-01 1 orangel.1g005150m scaffold 52,5597 0,4406 0,008382848 404,3053846
ZjuHsp90-01 1 orangel.1g003713m scaffold 56,383 0,5194 0,009211997  433,7153846
ZjuHsp90-01 1 orangel.1g004236m scaffold 28,2661 0,4757 0,016829347 217,4315385
ZjuHsp90-01 1 orangel.1g004444m scaffold 57,7017 0,4949 0,00857687 443,8592308
ZjuHsp90-01 1 orangel.1g007698m scaffold 47,6841 0,43 0,009017681  366,8007692
ZjuHsp90-01 1 orangel.1g005751m scaffold 57,3564 0,4312 0,007517906 441,2030769
ZjuHsp90-01 1 orangel.1g004309m scaffold 57,1416 0,4188 0,007329161  439,5507692
ZjuHsp90-01 1 orangel.1g010583m scaffold 56,0473 0,4049 0,007224255 431,1330769

ZjuHsp90-01 1 orangel.1g007926m scaffold 57,8942 0,4292 0,007413523 445,34

ZjuHsp90-02 4 orangel.1g003713m scaffold 0,9831 0,0982 0,099888109  7,562307692
ZjuHsp90-02 4 orangel.1g004444m scaffold 0,9914 0,0995 0,100363123 7,626153846
ZjuHsp90-02 4 orangel.1g003827m scaffold 25,7635 0,2266 0,008795389  198,1807692
ZjuHsp90-02 4 orangel.1g004236m scaffold 20,386 0,2312 0,011341116 156,8153846
ZjuHsp90-02 4 orangel.1g005150m scaffold 52,6976 0,2177 0,004131118  405,3661538
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1D Chromosome Gene 1Ds Chromosome Ks Ka Ka/Ks Mya
ZjuHsp90-02 4 orangel.19g007698m scaffold 43,5095 0,2417 0,005555109  334,6884615
ZjuHsp90-02 4 orangel.19g003458m scaffold 55,2894 0,5334 0,009647419  425,3030769
ZjuHsp90-02 4 orangel.19g005370m scaffold 55,2662 0,5265 0,009526618  425,1246154
ZjuHsp90-02 4 orangel.19g005321m scaffold 54,0484 0,5330 0,009861532  415,7569231
ZjuHsp90-02 4 orangel.19g004309m scaffold 55,6082 0,5340 0,0096029  427,7553846
ZjuHsp90-02 4 orangel.19g045760m scaffold 54,4548 0,5427 0,009966064  418,8830769
ZjuHsp90-02 4 orangel.19g005751m scaffold 55,2412 0,5142 0,00930827  424,9323077
ZjuHsp90-02 4 orange1.1g007669m scaffold 56,2071 0,5616 0,00999162  432,3623077
ZjuHsp90-02 4 orange1.1g007926m scaffold 56,4323 0,5383 0,009538863  434,0946154
ZjuHsp90-02 4 orange1.19g010583m scaffold 30,7592 0,5251 0,017071315  236,6092308
ZjuHsp90-03 6 orange1.1g003458m scaffold 1,1630 0,0728 0,062596733  8,946153846
ZjuHsp90-03 6 orange1.1g004309m scaffold 1,1735 0,0803 0,06842778  9,026923077
ZjuHsp90-03 6 orange1.1g005751m scaffold 1,0749 0,0736 0,068471486  8,268461538
ZjuHsp90-03 6 orange1.1g007926m scaffold 1,1660 0,1055 0,090480274  8,969230769
ZjuHsp90-03 6 orange1.19g010583m scaffold 1,0684 0,0795 0,074410333  8,218461538
ZjuHsp90-03 6 orangel.19g005321m scaffold 54,2883 0,4088 0,007530168  417,6023077
ZjuHsp90-03 6 orangel.19g007669m scaffold 55,3433 0,4363 0,00788352  425,7176923
ZjuHsp90-03 6 orange1.1g005370m scaffold 55,2682 0,4106 0,007429227 425,14
ZjuHsp90-03 6 orangel.1g045760m scaffold 55,1298 0,4232 0,007676429  424,0753846
ZjuHsp90-03 6 orangel.19g004236m scaffold 19,7981 0,587 0,02964931  152,2930769
ZjuHsp90-03 6 orangel.19g003827m scaffold 22,3681 0,5779 0,0258359  172,0623077
ZjuHsp90-03 6 orangel.1g003713m scaffold 56,5413 0,547 0,009674344  434,9330769
ZjuHsp90-03 6 orangel.19g004444m scaffold 57,0400 0,5219 0,009149719  438,7692308
ZjuHsp90-03 6 orange1.1g005150m scaffold 21,508 0,5404 0,025125535  165,4461538
ZjuHsp90-03 6 orange1.1g007698m scaffold 29,2696 0,5605 0,019149561  225,1507692
ZjuHsp90-04 10 orangel.1g003827m scaffold 0,9100 0,0676 0,074285714 7
ZjuHsp90-04 10 orange1.19g004236m scaffold 0,9034 0,0681 0,075381891  6,949230769
ZjuHsp90-04 10 orange1.1g005150m scaffold 0,8870 0,0729 0,082187148  6,823076923
ZjuHsp90-04 10 orange1.1g003713m scaffold 13,3602 0,2467 0,018465292  102,7707692
ZjuHsp90-04 10 orange1.1g007698m scaffold 0,9643 0,0898 0,093124546  7,417692308
ZjuHsp90-04 10 orangel.19g004444m scaffold 12,0945 0,2391 0,019769317  93,03461538
ZjuHsp90-04 10 orangel.1g005370m scaffold 12,696 0,4955 0,03902804  97,66153846
ZjuHsp90-04 10 orangel.19g045760m scaffold 23,6056 0,4914 0,020817094  181,5815385
ZjuHsp90-04 10 orangel.19g005321m scaffold 22,773 0,4977 0,021854828  175,1769231
ZjuHsp90-04 10 orangel.1g007669m scaffold 19,4701 0,5261 0,027020919 149,77
ZjuHsp90-04 10 orangel.1g005751m scaffold 19,5849 0,5166 0,026377464  150,6530769
ZjuHsp90-04 10 orangel.19g003458m scaffold 16,2856 0,5213 0,032009874  125,2738462
ZjuHsp90-04 10 orange1.19g004309m scaffold 18,0954 0,5071 0,028023697  139,1953846
ZjuHsp90-04 10 orangel.19g010583m scaffold 8,3228 0,4829 0,058021339  64,02153846
ZjuHsp90-04 10 orangel.1g007926m scaffold 15,3083 0,4930 0,032204752  117,7561538
ZjuHsp90-05 11 orange1.19g005321m scaffold 3,0022 0,0681 0,022683366  23,09384615
ZjuHsp90-05 11 orangel.1g005370m scaffold 3,9759 0,0743 0,018687593  30,58384615
ZjuHsp90-05 11 orangel.1g007669m scaffold 3,9758 0,0743 0,018688063  30,58307692
ZjuHsp90-05 11 orangel.19g045760m scaffold 32,0402 0,1198 0,003739053  246,4630769
ZjuHsp90-05 11 orange1.1g005751m scaffold 56,416 0,4888 0,008664209  433,9692308
ZjuHsp90-05 11 orangel.19g003458m scaffold 56,5053 0,487 0,008618661  434,6561538
ZjuHsp90-05 11 orange1.19g004309m scaffold 56,807 0,4942 0,008699632  436,9769231
ZjuHsp90-05 11 orangel.19g004236m scaffold 21,2071 0,5815 0,027420062  163,1315385
ZjuHsp90-05 11 orange1.1g003827m scaffold 21,1388 0,5815 0,027508657  162,6061538
ZjuHsp90-05 11 orange1.1g003713m scaffold 56,0163 0,5566 0,009936394  430,8946154
ZjuHsp90-05 11 orange1.19g005150m scaffold 27,5233 0,5277 0,019172846  211,7176923
ZjuHsp90-05 11 orangel.19g004444m scaffold 56,5861 0,5220 0,00922488  435,2776923
ZjuHsp90-05 11 orangel.1g007698m scaffold 27,9996 0,5527 0,019739568  215,3815385
ZjuHsp90-05 11 orangel.1g007926m scaffold 57,3166 0,5808 0,01013319  440,8969231
ZjuHsp90-06 11 orangel.19g005321m scaffold 2,0927 0,0478 0,022841305 16,09769231
ZjuHsp90-06 11 orangel.1g005370m scaffold 2,6591 0,0570 0,021435824  20,45461538
ZjuHsp90-06 11 orangel.19g045760m scaffold 13,2315 0,0932 0,007043797  101,7807692
ZjuHsp90-06 11 orange1.1g007669m scaffold 2,783 0,0572 0,02055336  21,40769231
ZjuHsp90-06 11 orange1.1g003827m scaffold 16,0814 0,4798 0,029835711  123,7030769
ZjuHsp90-06 11 orange1.1g005150m scaffold 19,1004 0,4486 0,023486419  146,9261538
ZjuHsp90-06 11 orange1.1g003713m scaffold 56,592 0,5243 0,00926456  435,3230769
ZjuHsp90-06 11 orangel.19g004236m scaffold 16,3008 0,4804 0,029470946  125,3907692
ZjuHsp90-06 11 orangel.1g004444m scaffold 57,3577 0,5002 0,008720712  441,2130769
ZjuHsp90-06 11 orangel.1g007698m scaffold 16,7811 0,4395 0,026190178  129,0853846
ZjuHsp90-06 11 orangel.1g005751m scaffold 55,8857 0,4143 0,007413345 429,89
ZjuHsp90-06 11 orange1.19g003458m scaffold 55,4837 0,4143 0,007467058  426,7976923
ZjuHsp90-06 11 orange1.1g004309m scaffold 55,6121 0,4134 0,007433634  427,7853846
ZjuHsp90-06 11 orange1.19g010583m scaffold 7,768 14,3416 1,846240989  59,75384615
ZjuHsp90-06 11 orange1.1g007926m scaffold 55,935 0,4264 0,007623134  430,2692308
Mean 26,0399 0,60189 0,057784512  200,3070769
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(Z. jujuba — M. Accuminata)

1D Chrom. Gene IDs Chrom. Ks Ka Ka/Ks Mya
ZjuHsp90-01 1 GSMUA_Achr3T10970_001 3 3,0883 0,0397 0,012854969 23,75615385
ZjuHsp90-01 1 GSMUA_Achr11T10020_001 11 7,5905 0,047 0,00619195 58,38846154
ZjuHsp90-01 1 GSMUA_Achr8T19130_001 8 9,594 0,0714 0,007442151 738
ZjuHsp90-01 1 GSMUA_Achr10T03520_001 10 4,8235 0,0433 0,008976884 37,10384615
ZjuHsp90-01 1 GSMUA_Achr1T07620_001 1 58,3905 0,4326 0,007408739 449,1576923
ZjuHsp90-01 1 GSMUA_Achr7T17770_001 7 56,9221 0,4529 0,007956488 437,8623077
ZjuHsp90-01 1 GSMUA_Achr1T07620_001 1 58,3946 0,4328 0,007411644 449,1892308
ZjuHsp90-01 1 GSMUA_Achr7T17770_001 7 56,9187 0,4527 0,007953449 437,8361538
ZjuHsp90-01 1 GSMUA_Achr3T28100_001 3 53,1546 0,4862 0,009146904 408,8815385
ZjuHsp90-01 1 GSMUA_Achr9T22700_001 9 53,4751 0,4894 0,009151923 411,3469231
ZjuHsp90-01 1 GSMUA_Achr10T26930_001 10 46,5612 0,5132 0,011022053 358,1630769
ZjuHsp90-01 1 GSMUA_Achr9T12680_001 9 4,3820 0,0355 0,008101324 33,70769231
ZjuHsp90-01 1 GSMUA_Achr3T04010_001 3 5,4590 0,0385 0,007052574 41,99230769
ZjuHsp90-02 4 GSMUA_Achr10T26930_001 10 2,6281 0,1320 0,050226399 20,21615385
ZjuHsp90-02 4 GSMUA_Achr3T28100_001 3 23,4326 0,2250 0,009602007 180,2507692
ZjuHsp90-02 4 GSMUA_Achr9T22700_001 9 22,0459 0,2179 0,009883924 169,5838462
ZjuHsp90-02 4 GSMUA_Achr1T07620_001 1 56,7073 0,5555 0,009795917 436,21
ZjuHsp90-02 4 GSMUA_Achr7T17770_001 7 30,514 0,5392 0,017670577 234,7230769
ZjuHsp90-02 4 GSMUA_Achr3T10970_001 3 54,7274 0,5360 0,009793997 420,98
ZjuHsp90-02 4 GSMUA_Achr8T19130_001 8 56,3632 0,5057 0,008972166 433,5630769
ZjuHsp90-02 4 GSMUA_Achr11T10020_001 11 52,2574 0,5670 0,010850138 401,98
ZjuHsp90-02 4 GSMUA_Achr10T03520_001 10 52,7357 0,5583 0,010586756 405,6592308
ZjuHsp90-02 4 GSMUA_Achr9T12680_001 9 52,0403 0,5505 0,01057834 400,31
ZjuHsp90-02 4 GSMUA_Achr3T04010_001 3 52,2858 0,5662 0,010828944 402,1984615
ZjuHsp90-03 6 GSMUA_Achr7T17770_001 7 1,9703 0,0908 0,046084353 15,15615385
ZjuHsp90-03 6 GSMUA_Achr1T07620_001 1 2,3598 0,0889 0,037672684 18,15230769
ZjuHsp90-03 6 GSMUA_Achr3T28100_001 3 0,1798 17,8017 99,0083426 1,383076923
ZjuHsp90-03 6 GSMUA_Achr9T22700_001 9 55,7978 0,5343 0,009575646 429,2138462
ZjuHsp90-03 6 GSMUA_Achr10T26930_001 10 45,7272 0,5398 0,01180479 351,7476923
ZjuHsp90-03 6 GSMUA_Achr10T03520_001 10 54,3182 0,4396 0,008093052 417,8323077
ZjuHsp90-03 6 GSMUA_Achr11T10020_001 11 55,6446 0,4530 0,008140952 428,0353846
ZjuHsp90-03 6 GSMUA_Achr3T04010_001 3 52,4705 0,4190 0,007985439 403,6192308
ZjuHsp90-03 6 GSMUA_Achr8T19130_001 8 54,8244 0,4535 0,008271864 421,7261538
ZjuHsp90-03 6 GSMUA_Achr9T12680_001 9 52,9188 0,4147 0,007836534 407,0676923
ZjuHsp90-03 6 GSMUA_Achr3T10970_001 3 55,9561 0,4344 0,007763229 430,4315385
ZjuHsp90-04 10 GSMUA_Achr3T28100_001 3 2,1615 0,1003 0,046402961 16,62692308
ZjuHsp90-04 10 GSMUA_Achr9T22700_001 9 2,1159 0,1071 0,050616759 16,27615385
ZjuHsp90-04 10 GSMUA_Achr10T26930_001 10 6,4711 0,2332 0,03603715 49,77769231
ZjuHsp90-04 10 GSMUA_Achrl1T07620_001 1 25,3689 0,5488 0,021632787 195,1453846
ZjuHsp90-04 10 GSMUA_Achr7T17770_001 7 24,3608 0,546 0,022413057 187,3907692
ZjuHsp90-04 10 GSMUA_Achr3T10970_001 3 37,1716 0,5194 0,013973033 285,9353846
ZjuHsp90-04 10 GSMUA_Achr11T10020_001 11 51,127 0,5409 0,010579537 393,2846154
ZjuHsp90-04 10 GSMUA_Achr8T19130_001 8 35,9546 0,5086 0,014145617 276,5738462
ZjuHsp90-04 10 GSMUA_Achr10T03520_001 10 51,6987 0,5225 0,010106637 397,6823077
ZjuHsp90-04 10 GSMUA_Achr9T12680_001 9 23,1031 0,5180 0,022421234 177,7161538
ZjuHsp90-04 10 GSMUA_Achr3T04010_001 3 25,7005 0,5146 0,020022957 197,6961538
ZjuHsp90-05 11 GSMUA_Achr10T03520_001 10 25,8485 0,1503 0,005814651 198,8346154
ZjuHsp90-05 11 GSMUA_Achr3T10970_001 3 18,6726 0,1425 0,007631503 143,6353846
ZjuHsp90-05 11 GSMUA_Achr8T19130_001 8 57,9865 0,0945 0,00162969 446,05
ZjuHsp90-05 11 GSMUA_Achr11T10020_001 11 66,6792 0,1506 0,002258575 512,9169231
ZjuHsp90-05 11 GSMUA_Achr1T07620_001 1 57,9455 0,4981 0,008596008 445,7346154
ZjuHsp90-05 11 GSMUA_Achr7T17770_001 7 57,1971 0,5053 0,008834364 439,9776923
ZjuHsp90-05 11 GSMUA_Achr3T28100_001 3 17,6405 0,5654 0,032051246 135,6961538
ZjuHsp90-05 11 GSMUA_Achr10T26930_001 10 53,4513 0,5445 0,010186843 411,1638462
ZjuHsp90-05 11 GSMUA_Achr9T22700_001 9 32,4023 0,5913 0,018248705 249,2484615
ZjuHsp90-05 11 GSMUA_Achr3T04010_001 3 61,3835 0,1485 0,002419217 472,1807692
ZjuHsp90-05 11 GSMUA_Achr9T12680_001 9 46,6722 0,1494 0,003201049 359,0169231
ZjuHsp90-06 11 GSMUA_Achr3T10970_001 3 7,2224 0,1092 0,015119628 55,55692308
ZjuHsp90-06 11 GSMUA_Achr8T19130_001 8 12,9300 0,0659 0,005096674 99,46153846
ZjuHsp90-06 11 GSMUA_Achr11T10020_001 11 14,9395 0,1116 0,00747013 114,9192308
ZjuHsp90-06 11 GSMUA_Achr1T07620_001 1 48,9521 0,4202 0,008583901 376,5546154
ZjuHsp90-06 11 GSMUA_Achr7T17770_001 7 53,6423 0,4259 0,00793963 412,6330769
ZjuHsp90-06 11 GSMUA_Achr10T03520_001 10 17,3083 0,1012 0,005846906 133,1407692
ZjuHsp90-06 11 GSMUA_Achr3T28100_001 3 25,0238 0,4874 0019477457  192,4907692
ZjuHsp90-06 11 GSMUA_Achr9T22700_001 9 36,0468 0,5120 0,014203757 277,2830769
ZjuHsp90-06 11 GSMUA_Achr10T26930_001 10 51,7329 0,5053 0,009767479 397,9453846
ZjuHsp90-06 11 GSMUA_Achr9T12680_001 9 22,9785 0,0914 0,003977631 176,7576923
ZjuHsp90-06 11 GSMUA_Achr3T04010_001 3 29,9494 0,0917 0,003061831 230,38
Mean 35,8796 0,655123333  1,663910062 275,9969231
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Z. jujuba — P. persica

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp90-01 1 Prupe.6G028600.1 6 1,3855 0,0244  0,017610971 10,65769231
ZjuHsp90-01 1 Prupe.2G301300.1 2 5,5827 0,066  0,011822237 42,94384615
ZjuHsp90-01 1 Prupe.5G105600.1 5 9,7548 0,1254  0,01285521  75,03692308
ZjuHsp90-01 1 Prupe.1G295600.1 1 31,359 0,4841  0,015437355 241,2230769
ZjuHsp90-01 1 Prupe.3G201400.1 3 57,3198 05148  0,00898119  440,9215385
ZjuHsp90-01 1 Prupe.1G363900.2 1 56,8867 0,4356  0,007657326 437,59
ZjuHsp90-01 1 Prupe.1G363900.1 1 56,596 0,4384  0,00774613  435,3538462
ZjuHsp90-02 4 Prupe.3G201400.1 3 0,6753 0,0959  0,142010958 5,194615385
ZjuHsp90-02 4 Prupe.1G295600.1 1 9,1502 0,2286  0,02498306  70,38615385
ZjuHsp90-02 4 Prupe.2G301300.1 2 54,9522 0,5207  0,009475508  422,7092308
ZjuHsp90-02 4 Prupe.1G363900.1 1 55,9735 0,5399  0,009645636  430,5653846
ZjuHsp90-02 4 Prupe.6G028600.1 6 54,0295 05245  0,00970766  415,6115385
ZjuHsp90-02 4 Prupe.1G363900.2 1 56,6225 0,5025 0,008874564 4355576923
ZjuHsp90-02 4 Prupe.5G105600.1 5 55,806 0,5506  0,009866323  429,2769231
ZjuHsp90-03 6 Prupe.1G363900.1 1 0,8364 0,0621  0,074246772 6,433846154
ZjuHsp90-03 6 Prupe.1G363900.2 1 0,8287 0,0641  0,077350066 6,374615385
ZjuHsp90-03 6 Prupe.2G301300.1 2 53,8486 0,4170  0,007743934 414,22
ZjuHsp90-03 6 Prupe.6G028600.1 6 54,7926 0,4258  0,007771122  421,4815385
ZjuHsp90-03 6 Prupe.1G295600.1 1 16,5767 05611  0,033848715 127,5130769
ZjuHsp90-03 6 Prupe.3G201400.1 3 56,5322 05426  0,00959807  434,8630769
ZjuHsp90-03 6 Prupe.5G105600.1 5 55,401 0,4434  0,008003466 426,1615385
ZjuHsp90-04 10 Prupe.1G295600.1 1 0,6262 0,0634  0,101245608 4,816923077
ZjuHsp90-04 10 Prupe.3G201400.1 3 13,7165 0,2364  0,017234717 105,5115385
ZjuHsp90-04 10 Prupe.2G301300.1 2 8,1959 0,496  0,060518064 63,04538462
ZjuHsp90-04 10 Prupe.6G028600.1 6 43,256 0,4892  0,011309414  332,7384615
ZjuHsp90-04 10 Prupe.1G363900.2 1 14,9696 0,5084  0,033962163 115,1507692
ZjuHsp90-04 10 Prupe.1G363900.1 1 15,0021 05500 0,036661534  115,4007692
ZjuHsp90-04 10 Prupe.5G105600.1 5 11,8601 05579  0,047040076  91,23153846
ZjuHsp90-05 11 Prupe.2G301300.1 2 3,3296 0,0613  0,01841062  25,61230769
ZjuHsp90-05 11 Prupe.6G028600.1 6 22,4864 0,1173  0,005216486 172,9723077
ZjuHsp90-05 11 Prupe.5G105600.1 5 1,4655 0,071  0,07308086  11,27307692
ZjuHsp90-05 11 Prupe.1G363900.2 1 56,8823 0,4911 0,008633617 437,5561538
ZjuHsp90-05 11 Prupe.1G363900.1 1 56,8839 0,4912  0,008635132  437,5684615
ZjuHsp90-05 11 Prupe.1G295600.1 1 36,9080 0,6058  0,016413786  283,9076923
ZjuHsp90-05 11 Prupe.3G201400.1 3 55,9958 0,553  0,009875741  430,7369231
ZjuHsp90-06 11 Prupe.2G301300.1 2 2,3427 0,0461  0,019678149  18,02076923
ZjuHsp90-06 11 Prupe.6G028600.1 6 7,8294 0,0894 0,0114185  60,22615385
ZjuHsp90-06 11 Prupe.5G105600.1 5 1,4015 0,0921  0,065715305 10,78076923
ZjuHsp90-06 11 Prupe.1G295600.1 1 24,8732 05094  0,020479874  191,3323077
ZjuHsp90-06 11 Prupe.3G201400.1 3 57,2593 05134  0,008966229  440,4561538
ZjuHsp90-06 11 Prupe.1G363900.2 1 54,3800 0,4046  0,007440235 418,3076923
ZjuHsp90-06 11 Prupe.1G363900.1 1 54,1374 0,4125 0,007619501 416,4415385

Mean 30,68360238 14,9631 0,026304569  236,0277106

Table S3.6 Calculation of divergence time rates and Ka/Ks ratios of orthologous ZjuHsp100 gene pairs between jujube and peach,
banana, orange, Arabidopsis.

Z. jujuba — A. thaliana

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-01 1 AT5G57480.1 5 10,4168 0,1413 0,013564626 80,12923077
ZjuHsp100-01 1 AT4G25835.1 4 2,4256 0,1615 0,066581464  18,65846154
ZjuHsp100-01 1 AT4G30250.1 4 3,4605 0,2129 0,061522901  26,61923077
ZjuHsp100-01 1 AT3G28580.1 3 54,9894 0,5801 0,010549306  422,9953846
ZjuHsp100-01 1 AT5G40010.1 5 53,1358 0,6113 0,011504485  408,7369231
ZjuHsp100-01 1 AT3G28510.1 3 56,2151 0,6022 0,010712424 432,4238462
ZjuHsp100-01 1 AT3G50930.1 3 0,1556 15,4021 98,98521851  1,196923077
ZjuHsp100-01 1 AT3G50940.1 3 52,1282 0,5788 0,011103395  400,9861538
ZjuHsp100-01 1 AT3G28600.1 3 53,2445 0,6033 0,011330748  409,5730769
ZjuHsp100-01 1 AT5G40000.1 5 52,8088 0,5656 0,010710336  406,2215385
ZjuHsp100-01 1 AT3G28610.1 3 52,7059 0,6194 0,011752005 405,43

ZjuHsp100-01 1 AT3G28540.2 3 56,3999 0,6155 0,01091314 433,8453846
ZjuHsp100-01 1 AT3G28540.1 3 56,4998 0,6187 0,010950481  434,6138462
ZjuHsp100-01 1 AT2G18193.1 2 53,4491 0,6516 0,012191038 411,1469231
ZjuHsp100-01 1 AT5G17760.1 5 52,5096 0,6463 0,012308226 403,92

ZjuHsp100-01 1 AT2G18190.1 2 52,9454 0,646 0,012201249  407,2723077
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-01 1 AT3G28570.1 3 53,8873 0,5938 0,011019294  414,5176923
ZjuHsp100-01 1 AT5G17740.1 5 5,8654 0,7114 0,121287551  45,11846154
ZjuHsp100-01 1 AT3G28520.1 3 54,7476 0,6356 0,011609641  421,1353846
ZjuHsp100-01 1 AT5G17730.1 5 4,7151 0,7017 0,148819749 36,27
ZjuHsp100-01 1 AT5G17750.1 5 57,0659 0,5952 0,010430047  438,9684615
ZjuHsp100-01 1 AT1G43910.1 1 52,9021 0,6817 0,012886067  406,9392308
ZjuHsp100-01 1 AT2G46620.1 2 52,8748 0,7182 0,01358303 406,7292308
ZjuHsp100-02 1 AT5G57480.1 5 9,3943 0,1301 0,013848823  72,26384615
ZjuHsp100-02 1 AT4G25835.1 4 2,4684 0,1454 0,058904554  18,98769231
ZjuHsp100-02 1 AT4G30250.1 4 25,1526 0,2016 0,008015076  193,4815385
ZjuHsp100-02 1 AT3G28580.1 3 54,4989 0,5856 0,010745171  419,2223077
ZjuHsp100-02 1 AT5G40010.1 5 52,9127 0,6071 0,011473616  407,0207692
ZjuHsp100-02 1 AT3G28510.1 3 44,4492 0,5824 0,013102598  341,9169231
ZjuHsp100-02 1 AT3G50930.1 3 51,0672 0,6402 0,012536423  392,8246154
ZjuHsp100-02 1 AT3G50940.1 3 52,3817 0,5733 0,010944662  402,9361538
ZjuHsp100-02 1 AT5G40000.1 5 52,5311 0,5665 0,010784088  404,0853846
ZjuHsp100-02 1 AT3G28540.2 3 57,4149 0,6073 0,010577394  441,6530769
ZjuHsp100-02 1 AT3G28540.1 3 57,394 0,6074 0,010582988  441,4923077
ZjuHsp100-02 1 AT3G28600.1 3 52,4246 0,5980 0,011406859  403,2661538
ZjuHsp100-02 1 AT3G28610.1 3 52,3838 0,6269 0,01196744 402,9523077
ZjuHsp100-02 1 AT2G18193.1 2 53,7538 0,6366 0,011842884  413,4907692
ZjuHsp100-02 1 AT2G18190.1 2 51,9662 0,6400 0,012315698 399,74
ZjuHsp100-02 1 AT5G17760.1 5 52,1843 0,6524 0,012501844  401,4176923
ZjuHsp100-02 1 AT3G28570.1 3 42,5482 0,587 0,013796118  327,2938462
ZjuHsp100-02 1 AT5G17740.1 5 11,1565 0,6791 0,060870345  85,81923077
ZjuHsp100-02 1 AT3G28520.1 3 54,3272 0,6312 0,011618489  417,9015385
ZjuHsp100-02 1 AT5G17730.1 5 3,9187 0,6934 0,176946436  30,14384615
ZjuHsp100-02 1 AT5G17750.1 5 52,2344 0,6671 0,012771277  401,8030769
ZjuHsp100-02 1 AT1G43910.1 1 53,2122 0,6956 0,01307219 409,3246154
ZjuHsp100-02 1 AT2G46620.1 2 52,7658 0,6992 0,013251007  405,8907692
ZjuHsp100-03 1 AT4G29920.1 4 2,2756 0,4369 0,19199332 17,50461538
ZjuHsp100-03 1 AT5G57130.1 5 3,3531 0,4449 0,132683189  25,79307692
ZjuHsp100-03 1 ATA4G30350.1 4 52,4368 0,7813 0,014899841 403,36
ZjuHsp100-04 1 AT4G25835.1 4 54,9832 0,5322 0,00967932 422,9476923
ZjuHsp100-04 1 AT5G57480.1 5 52,9992 0,5516 0,010407704  407,6861538
ZjuHsp100-04 1 AT4G30250.1 4 44,1023 0,5335 0,012096875  339,2484615
ZjuHsp100-04 1 AT3G28510.1 3 56,5237 0,6683 0,011823359  434,7976923
ZjuHsp100-04 1 AT3G50930.1 3 52,1895 0,6255 0,011985169  401,4576923
ZjuHsp100-04 1 AT3G28600.1 3 51,562 0,6528 0,012660486  396,6307692
ZjuHsp100-04 1 AT3G28580.1 3 56,1001 0,6515 0,01161317 431,5392308
ZjuHsp100-04 1 AT5G40000.1 5 53,7989 0,6568 0,012208428  413,8376923
ZjuHsp100-04 1 AT3G28540.2 3 55,3245 0,6434 0,011629567  425,5730769
ZjuHsp100-04 1 AT3G28540.1 3 55,4298 0,6469 0,011670618  426,3830769
ZjuHsp100-04 1 AT3G50940.1 3 50,9969 0,5889 0,011547761  392,2838462
ZjuHsp100-04 1 AT2G18193.1 2 54,2867 0,6186 0,011395056 417,59
ZjuHsp100-04 1 AT2G18190.1 2 53,2345 0,6243 0,011727357  409,4961538
ZjuHsp100-04 1 AT5G17760.1 5 21,7968 0,6324 0,029013433  167,6676923
ZjuHsp100-04 1 AT1G43910.1 1 50,4768 0,6896 0,013661722  388,2830769
ZjuHsp100-04 1 AT2G46620.1 2 54,1222 0,6194 0,011444472  416,3246154
ZjuHsp100-04 1 AT5G17740.1 5 16,4555 0,7021 0,042666586  126,5807692
ZjuHsp100-04 1 AT3G28520.1 3 55,9226 0,6565 0,01173944 430,1738462
ZjuHsp100-04 1 AT3G28570.1 3 53,3296 0,6274 0,011764574  410,2276923
ZjuHsp100-04 1 AT5G17730.1 5 54,0647 0,6333 0,011713743  415,8823077
ZjuHsp100-04 1 AT5G17750.1 5 54,4717 0,613 0,01125355 419,0130769
ZjuHsp100-04 1 AT5G40010.1 5 56,3623 0,6341 0,011250428  433,5561538
ZjuHsp100-05 1 AT4G04180.1 4 2,3381 0,3125 0,133655532  17,98538462
ZjuHsp100-06 1 ATA4G04180.1 4 2,2687 0,241 0,106228236  17,45153846
ZjuHsp100-07 1 AT2G25140.1 2 2,3789 0,0936 0,039345916  18,29923077
ZjuHsp100-07 1 AT5G15450.1 5 11,7288 0,1828 0,015585567  90,22153846
ZjuHsp100-07 1 AT1G74310.1 1 32,0572 0,4646 0,014492844  246,5938462
ZjuHsp100-07 1 AT5G50920.1 5 51,829 0,4961 0,009571861  398,6846154
ZjuHsp100-07 1 AT3G48870.2 3 47,8141 0,4891 0,0102292 367,8007692
ZjuHsp100-07 1 AT3G48870.1 3 49,0064 0,489 0,009978289  376,9723077
ZjuHsp100-07 1 AT5G51070.1 5 52,2682 0,587 0,011230538  402,0630769
ZjuHsp100-07 1 AT4G14670.1 4 56,9689 0,4749 0,008336127  438,2223077
ZjuHsp100-08 1 AT4G04910.1 4 2,041 0,1026 0,050269476 15,7
ZjuHsp100-09 1 AT1G53750.1 1 1,7601 0,0215 0,012215215  13,53923077
ZjuHsp100-09 1 AT1G53780.2 1 1,9755 0,1115 0,056441407  15,19615385
ZjuHsp100-09 1 AT1G53780.1 1 1,8265 0,1063 0,058198741 14,05
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ZjuHsp100-09 1 AT1G53780.3 1 1,9755 0,1115 0,056441407  15,19615385
ZjuHsp100-09 1 AT5G19990.1 5 55,0571 0,5015 0,009108725  423,5161538
ZjuHsp100-09 1 AT5G20000.1 5 54,8359 0,5121 0,009338773  421,8146154
ZjuHsp100-09 1 AT1G45000.1 1 53,5597 0,5484 0,010239042  411,9976923
ZjuHsp100-09 1 AT5G43010.1 5 52,8677 0,5682 0,010747583  406,6746154
ZjuHsp100-09 1 AT4G29040.1 4 56,3871 0,5603 0,00993667 433,7469231
ZjuHsp100-09 1 AT2G20140.1 2 49,6932 0,5602 0,011273172  382,2553846
ZjuHsp100-09 1 AT3G05530.1 3 49,5054 0,5511 0,011132119  380,8107692
ZjuHsp100-09 1 AT1G09100.1 1 53,0283 0,5738 0,010820637 407,91

ZjuHsp100-09 1 AT5G58290.1 5 51,6284 0,6148 0,011908175  397,1415385
ZjuHsp100-09 1 AT1G45000.2 1 55,4333 0,5801 0,010464829 426,41

ZjuHsp100-09 1 AT5G42270.1 5 43,3943 0,6925 0,015958317  333,8023077
ZjuHsp100-09 1 AT5G15250.1 5 50,2886 0,7519 0,014951699  386,8353846
ZjuHsp100-09 1 AT1G50250.1 1 26,8962 0,7614 0,028308832  206,8938462
ZjuHsp100-09 1 AT2G30950.1 2 12,8553 0,732 0,056941495  98,88692308
ZjuHsp100-09 1 AT3G53230.1 3 41,4171 0,8237 0,019887921  318,5930769
ZjuHsp100-12 1 AT1G67120.1 1 2,5105 0,4128 0,164429397  19,31153846
ZjuHsp100-13 1 AT1G67120.1 1 2,5245 0,4113 0,162923351  19,41923077
ZjuHsp100-14 1 AT1G80350.1 1 3,017 0,0897 0,029731521  23,20769231
ZjuHsp100-14 1 AT1G80360.1 1 1,8551 0,1804 0,097245432 14,27

ZjuHsp100-14 1 AT2G34560.1 2 53,5386 0,5935 0,01108546 411,8353846
ZjuHsp100-14 1 AT2G34560.2 2 13,348 0,6051 0,045332634  102,6769231
ZjuHsp100-14 1 AT2G27600.1 2 53,0733 0,6514 0,012273591  408,2561538
ZjuHsp100-14 1 AT3G27120.1 3 55,6411 0,7063 0,012693854  428,0084615
ZjuHsp100-14 1 AT2G45500.2 2 54,4183 0,7875 0,014471235  418,6023077
ZjuHsp100-14 1 AT2G45500.1 2 54,535 0,8023 0,014711653 419,5

ZjuHsp100-14 1 AT3G19740.1 3 0,2365 16,0324 67,79027484  1,819230769
ZjuHsp100-15 2 AT2G27600.1 2 1,7951 0,0571 0,031808813  13,80846154
ZjuHsp100-15 2 AT1G80350.1 1 37,1197 0,6212 0,016735049  285,5361538
ZjuHsp100-15 2 AT2G45500.1 2 54,2582 0,598 0,011021376  417,3707692
ZjuHsp100-15 2 AT2G45500.2 2 54,5257 0,5972 0,010952633  419,4284615
ZjuHsp100-15 2 AT3G27120.1 3 52,8589 0,6541 0,012374453  406,6069231
ZjuHsp100-15 2 AT2G34560.1 2 52,5323 0,562 0,01069818 404,0946154
ZjuHsp100-15 2 AT2G34560.2 2 53,3151 0,6014 0,011280106  410,1161538
ZjuHsp100-16 2 AT2G27600.1 2 1,7951 0,0571 0,031808813  13,80846154
ZjuHsp100-16 2 AT1G80350.1 1 36,9798 0,6212 0,01679836 284,46

ZjuHsp100-16 2 AT2G34560.1 2 52,5173 0,5631 0,010722181  403,9792308
ZjuHsp100-16 2 AT2G34560.2 2 53,2965 0,6026 0,011306559  409,9730769
ZjuHsp100-16 2 AT2G45500.1 2 54,256 0,598 0,011021822  417,3538462
ZjuHsp100-16 2 AT2G45500.2 2 54,5228 0,5971 0,010951382  419,4061538
ZjuHsp100-16 2 AT3G27120.1 3 52,8609 0,6541 0,012373985  406,6223077
ZjuHsp100-17 2 AT5G22010.1 5 2,0299 0,2189 0,107837825  15,61461538
ZjuHsp100-18 2 AT5G22010.1 5 2,0299 0,2189 0,107837825  15,61461538
ZjuHsp100-19 2 AT2G29970.1 2 2,9684 0,4588 0,15456138 22,83384615
ZjuHsp100-19 2 AT1G07200.1 1 2,9326 0,5391 0,183830048  22,55846154
ZjuHsp100-19 2 AT1G07200.2 1 2,2716 0,4615 0,203160768  17,47384615
ZjuHsp100-20 2 AT5G58870.1 5 1,6057 0,1693 0,105436881  12,35153846
ZjuHsp100-20 2 AT3G47060.1 3 1,4466 0,1717 0,118692106  11,12769231
ZjuHsp100-20 2 AT1G50250.1 1 49,985 0,6421 0,012845854 384,5

ZjuHsp100-20 2 AT1G06430.1 1 50,8034 0,6419 0,012634981  390,7953846
ZjuHsp100-20 2 AT2G30950.1 2 52,2409 0,6463 0,012371533  401,8530769
ZjuHsp100-20 2 AT5G42270.1 5 53,6051 0,6337 0,011821636  412,3469231
ZjuHsp100-20 2 AT5G15250.1 5 49,4544 0,645 0,013042318  380,4184615
ZjuHsp100-20 2 AT5G15250.2 5 49,4434 0,6426 0,012996679  380,3338462
ZjuHsp100-20 2 AT2G29080.1 2 55,5946 0,7546 0,013573261  427,6507692
ZjuHsp100-20 2 AT1G07510.1 1 53,3797 0,7696 0,014417466  410,6130769
ZjuHsp100-20 2 AT2G26140.1 2 52,1828 0,7105 0,013615597  401,4061538
ZjuHsp100-20 2 AT5G53170.1 5 52,9381 0,7741 0,014622739  407,2161538
ZjuHsp100-20 2 AT4G23940.1 4 51,7123 0,8576 0,016584062  397,7869231
ZjuHsp100-20 2 AT3G02450.1 3 8,3108 0,7084 0,085238485  63,92923077
ZjuHsp100-21 2 AT5G58870.1 5 1,6056 0,1693 0,105443448  12,35076923
ZjuHsp100-21 2 AT3G47060.1 3 1,4466 0,1717 0,118692106  11,12769231
ZjuHsp100-21 2 AT1G50250.1 1 49,8391 0,6428 0,012897504  383,3776923
ZjuHsp100-21 2 AT1G06430.1 1 50,5806 0,6447 0,012745994  389,0815385
ZjuHsp100-21 2 AT2G30950.1 2 52,142 0,6433 0,012337463  401,0923077
ZjuHsp100-21 2 AT5G42270.1 5 53,4122 0,632 0,011832503  410,8630769
ZjuHsp100-21 2 AT5G15250.1 5 49,4538 0,645 0,013042476  380,4138462
ZjuHsp100-21 2 AT5G15250.2 5 49,443 0,6428 0,013000829  380,3307692
ZjuHsp100-21 2 AT1G07510.1 1 53,4334 0,7696 0,014402976  411,0261538
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ZjuHsp100-21 2 AT2G29080.1 2 55,6216 0,7538 0,013552289  427,8584615
ZjuHsp100-21 2 AT5G53170.1 5 52,9377 0,7741 0,014622849  407,2130769
ZjuHsp100-21 2 AT2G26140.1 2 52,0813 0,7176 0,013778458  400,6253846
ZjuHsp100-21 2 AT4G23940.1 4 51,8553 0,8612 0,016607753  398,8869231
ZjuHsp100-21 2 AT3G02450.1 3 7,5464 0,7078 0,093793067  58,04923077
ZjuHsp100-22 2 AT2G39730.1 2 2,3538 0,1308 0,055569717  18,10615385
ZjuHsp100-22 2 AT2G39730.2 2 2,5686 0,139 0,054115082  19,75846154
ZjuHsp100-22 2 AT2G39730.3 2 2,5153 0,1308 0,052001749  19,34846154
ZjuHsp100-22 2 AT1G73110.1 1 8,9062 0,5302 0,059531562  68,50923077
ZjuHsp100-23 2 AT1G07510.1 1 2,2138 0,1466 0,066220978  17,02923077
ZjuHsp100-23 2 AT2G29080.1 2 3,4499 0,1478 0,042841822  26,53769231
ZjuHsp100-23 2 AT1G50250.1 1 44,0054 0,5893 0,013391538  338,5030769
ZjuHsp100-23 2 AT5G42270.1 5 12,8792 0,5724 0,044443754  99,07076923
ZjuHsp100-23 2 AT5G15250.1 5 50,954 0,6205 0,01217765 391,9538462
ZjuHsp100-23 2 AT2G30950.1 2 54,0111 0,6354 0,011764248 415,47

ZjuHsp100-23 2 AT1G06430.1 1 52,0099 0,6424 0,012351495  400,0761538
ZjuHsp100-23 2 AT5G15250.2 5 50,9181 0,6188 0,012152849  391,6776923
ZjuHsp100-23 2 AT2G26140.1 2 53,3284 0,7146 0,013399989  410,2184615
ZjuHsp100-23 2 AT5G53170.1 5 54,2375 0,7364 0,013577322  417,2115385
ZjuHsp100-23 2 AT5G58870.1 5 56,7883 0,7112 0,012523706  436,8330769
ZjuHsp100-23 2 AT3G47060.1 3 55,4102 0,7236 0,013058967  426,2323077
ZjuHsp100-23 2 AT3G02450.1 3 54,5801 0,7321 0,013413314  419,8469231
ZjuHsp100-23 2 AT4G23940.1 4 51,4009 0,901 0,017528876  395,3915385
ZjuHsp100-23 2 AT3G16290.1 3 17,0346 0,8448 0,049593181  131,0353846
ZjuHsp100-26 2 AT5G03340.1 5 3,9871 0,078 0,019563091 30,67

ZjuHsp100-26 2 AT3G53230.1 3 3,6619 0,0854 0,023321227  28,16846154
ZjuHsp100-26 2 AT3G09840.1 3 45237 0,0838 0,018524659  34,79769231
ZjuHsp100-26 2 AT3G01610.1 3 54,9769 0,7011 0,012752629  422,8992308
ZjuHsp100-26 2 AT2G03670.1 2 51,802 0,6142 0,011856685  398,4769231
ZjuHsp100-26 2 AT1G03000.1 1 54,7105 0,7779 0,014218477 420,85

ZjuHsp100-26 2 AT3G56690.1 3 52,9107 0,7012 0,013252518  407,0053846
ZjuHsp100-26 2 AT5G08470.1 5 53,5421 0,8724 0,01629372 411,8623077
ZjuHsp100-26 2 AT1G05910.1 1 28,5082 0,9082 0,031857501  219,2938462
ZjuHsp100-27 2 AT5G58290.1 5 5,1524 0,038 0,007375204  39,63384615
ZjuHsp100-27 2 AT4G29040.1 4 54,3202 0,4796 0,008829128  417,8476923
ZjuHsp100-27 2 AT2G20140.1 2 53,0011 0,4863 0,009175281  407,7007692
ZjuHsp100-27 2 AT5G20000.1 5 51,8024 0,553 0,010675181 398,48

ZjuHsp100-27 2 AT5G19990.1 5 51,8595 0,5898 0,011373037  398,9192308
ZjuHsp100-27 2 AT1G53750.1 1 25,1794 0,6403 0,025429518  193,6876923
ZjuHsp100-27 2 AT3G05530.1 3 50,2791 0,6155 0,012241667  386,7623077
ZjuHsp100-27 2 AT1G09100.1 1 50,6784 0,582 0,011484183  389,8338462
ZjuHsp100-27 2 AT1G45000.1 1 51,3324 0,5985 0,011659303  394,8646154
ZjuHsp100-27 2 AT5G43010.1 5 50,4639 0,6085 0,012058125  388,1838462
ZjuHsp100-27 2 AT1G53780.3 1 35,0872 0,5761 0,016419093  269,9015385
ZjuHsp100-27 2 AT1G53780.1 1 35,9585 0,5782 0,016079647  276,6038462
ZjuHsp100-27 2 AT1G53780.2 1 34,8511 0,5718 0,016406943  268,0853846
ZjuHsp100-27 2 AT1G45000.2 1 53,2163 0,6218 0,01168439 409,3561538
ZjuHsp100-27 2 AT3G53230.1 3 55,1739 0,7697 0,013950437  424,4146154
ZjuHsp100-28 2 AT5G58290.1 5 53,9614 0,3195 0,005920899  415,0876923
ZjuHsp100-28 2 AT2G30520.3 2 5,4403 0,5888 0,108229326  41,84846154
ZjuHsp100-28 2 AT2G30520.2 2 5,4403 0,5888 0,108229326  41,84846154
ZjuHsp100-28 2 AT2G30520.1 2 5,4405 0,5888 0,108225347 41,85

ZjuHsp100-29 2 AT5G26860.1 5 1,9573 0,2255 0,115209728  15,05615385
ZjuHsp100-29 2 AT3G05790.1 3 1,6942 0,2601 0,153523787  13,03230769
ZjuHsp100-29 2 AT3G05780.1 3 1,6623 0,2915 0,175359442  12,78692308
ZjuHsp100-30 2 AT3G05530.1 3 1,1846 0,0255 0,021526254  9,112307692
ZjuHsp100-30 2 AT1G09100.1 1 2,2901 0,0234 0,010217894  17,61615385
ZjuHsp100-30 2 AT4G29040.1 4 53,3541 0,5166 0,00968248 410,4161538
ZjuHsp100-30 2 AT2G20140.1 2 52,2051 0,5175 0,009912825  401,5776923
ZjuHsp100-30 2 AT5G20000.1 5 52,6782 0,5221 0,009911121  405,2169231
ZjuHsp100-30 2 AT5G19990.1 5 53,3769 0,5451 0,010212283  410,5915385
ZjuHsp100-30 2 AT1G53750.1 1 53,3344 0,5774 0,010826033  410,2646154
ZjuHsp100-30 2 AT5G58290.1 5 50,5844 0,5746 0,011359233  389,1107692
ZjuHsp100-30 2 AT1G53780.3 1 30,8943 0,5719 0,018511505  237,6484615
ZjuHsp100-30 2 AT1G53780.1 1 18,8138 0,5616 0,029850429  144,7215385
ZjuHsp100-30 2 AT1G53780.2 1 30,755 0,5719 0,01859535 236,5769231
ZjuHsp100-30 2 AT5G43010.1 5 51,3438 0,5357 0,010433587  394,9523077
ZjuHsp100-30 2 AT1G45000.1 1 50,6219 0,5879 0,011613551  389,3992308
ZjuHsp100-31 2 AT3G04340.1 3 2,1315 0,2018 0,094675111  16,39615385
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ZjuHsp100-32 2 AT4G14700.1 4 2,8489 0,2053 0,072062901  21,91461538
ZjuHsp100-32 2 AT4G12620.1 4 3,2506 0,212 0,065218729  25,00461538
ZjuHsp100-33 2 AT5G50920.1 5 2,997 0,1537 0,051284618  23,05384615
ZjuHsp100-33 2 AT3G48870.2 3 2,021 0,1433 0,070905492  15,54615385
ZjuHsp100-33 2 AT3G48870.1 3 2,1074 0,164 0,077821012  16,21076923
ZjuHsp100-35 3 AT2G27600.1 2 3,2907 0,1033 0,031391497  25,31307692
ZjuHsp100-35 3 AT1G80350.1 1 44,3344 0,5896 0,013298928  341,0338462
ZjuHsp100-35 3 AT2G34560.1 2 53,6372 0,5914 0,01102593 412,5938462
ZjuHsp100-35 3 AT2G34560.2 2 53,9411 0,6188 0,011471772  414,9315385
ZjuHsp100-35 3 AT2G45500.1 2 57,5254 0,6031 0,010484064  442,5030769
ZjuHsp100-35 3 AT2G45500.2 2 57,6486 0,6005 0,010416558  443,4507692
ZjuHsp100-35 3 AT3G27120.1 3 56,5147 0,607 0,010740568  434,7284615
ZjuHsp100-35 3 AT1G50140.2 1 53,0099 0,7383 0,013927587  407,7684615
ZjuHsp100-35 3 AT1G50140.1 1 53,0128 0,7381 0,013923053  407,7907692
ZjuHsp100-36 3 AT3G52490.1 3 2,685 0,4302 0,160223464  20,65384615
ZjuHsp100-36 3 AT5G57710.1 5 53,8082 0,7356 0,013670779  413,9092308
ZjuHsp100-36 3 AT4G29920.1 4 7,3973 0,7379 0,099752612  56,90230769
ZjuHsp100-36 3 AT5G57130.1 5 9,125 0,7146 0,078312329  70,19230769
ZjuHsp100-36 3 AT4G30350.1 4 55,4747 0,6929 0,012490378  426,7284615
ZjuHsp100-37 3 AT2G27600.1 2 3,3149 0,1032 0,031132161  25,49923077
ZjuHsp100-37 3 AT1G80350.1 1 46,8535 0,5892 0,012575368  360,4115385
ZjuHsp100-37 3 AT2G34560.1 2 53,6807 0,5911 0,011011406  412,9284615
ZjuHsp100-37 3 AT2G34560.2 2 53,9833 0,6186 0,011459099  415,2561538
ZjuHsp100-37 3 AT2G45500.1 2 57,5827 0,6028 0,010468422  442,9438462
ZjuHsp100-37 3 AT2G45500.2 2 57,705 0,600 0,010397713  443,8846154
ZjuHsp100-37 3 AT3G27120.1 3 56,5675 0,6065 0,010721704  435,1346154
ZjuHsp100-37 3 AT1G50140.2 1 53,0604 0,738 0,013908678  408,1569231
ZjuHsp100-37 3 AT1G50140.1 1 53,0631 0,7379 0,013906085  408,1776923
ZjuHsp100-38 3 AT2G39730.1 2 1,3452 0,127 0,094409753  10,34769231
ZjuHsp100-38 3 AT2G39730.2 2 1,4805 0,1376 0,092941574  11,38846154
ZjuHsp100-38 3 AT2G39730.3 2 1,4273 0,1322 0,092622434  10,97923077
ZjuHsp100-38 3 AT1G73110.1 1 28,0274 0,5867 0,020933087  215,5953846
ZjuHsp100-39 3 AT2G39730.3 2 1,3941 0,1321 0,094756474  10,72384615
ZjuHsp100-39 3 AT2G39730.2 2 1,3941 0,1321 0,094756474  10,72384615
ZjuHsp100-39 3 AT2G39730.1 2 1,419 0,132 0,093023256  10,91538462
ZjuHsp100-39 3 AT1G73110.1 1 24,5477 0,5941 0,02420186 188,8284615
ZjuHsp100-40 3 AT2G40130.1 2 7,7796 0,4181 0,053743123  59,84307692
ZjuHsp100-40 3 AT2G40130.2 2 3,8295 0,4589 0,119832876  29,45769231
ZjuHsp100-40 3 AT2G29970.1 2 8,0748 0,4817 0,059654728  62,11384615
ZjuHsp100-40 3 AT1G07200.2 1 8,0426 0,482 0,059930868  61,86615385
ZjuHsp100-41 3 AT4G25370.1 4 1,4992 0,2983 0,198972785  11,53230769
ZjuHsp100-41 3 AT4G12060.1 4 50,9258 0,3436 0,006747071  391,7369231
ZjuHsp100-42 3 AT4G28000.1 4 2,2075 0,1522 0,068946772  16,98076923
ZjuHsp100-42 3 AT5G52882.1 5 1,9802 0,1573 0,079436421  15,23230769
ZjuHsp100-42 3 AT1G64110.3 1 10,1176 0,1827 0,018057642  77,82769231
ZjuHsp100-42 3 AT1G64110.1 1 9,1364 0,1841 0,020150169 70,28

ZjuHsp100-42 3 AT1G64110.2 1 9,7093 0,1855 0,019105394  74,68692308
ZjuHsp100-42 3 AT1G02890.1 1 54,4253 0,5339 0,009809776  418,6561538
ZjuHsp100-42 3 AT4G02480.1 4 54,9471 0,5441 0,009902251 422,67

ZjuHsp100-42 3 AT1G02890.2 1 54,4336 0,5513 0,010127936 418,72

ZjuHsp100-42 3 AT4G24860.1 4 54,9651 0,5853 0,010648575  422,8084615
ZjuHsp100-42 3 AT3G19740.1 3 53,415 0,646 0,012093981  410,8846154
ZjuHsp100-42 3 AT1G50140.2 1 54,2042 0,6724 0,012404943  416,9553846
ZjuHsp100-42 3 AT1G50140.1 1 54,9945 0,6632 0,012059388  423,0346154
ZjuHsp100-42 3 AT1G62130.1 1 55,3035 0,6241 0,011285 425,4115385
ZjuHsp100-42 3 ATAG27680.1 4 57,6755 0,5545 0,009614134  443,6576923
ZjuHsp100-42 3 AT5G53540.1 5 56,1651 0,6444 0,011473317  432,0392308
ZjuHsp100-42 3 AT2G45500.2 2 11,7767 0,7887 0,066971223 90,59

ZjuHsp100-42 3 AT2G45500.1 2 20,7822 0,7994 0,03846561 159,8630769
ZjuHsp100-42 3 AT3G27120.1 3 59,4887 0,7526 0,012651142  457,6053846
ZjuHsp100-43 3 AT5G53350.1 5 2,4739 0,1744 0,070495978 19,03

ZjuHsp100-43 3 AT1G33360.1 1 53,5963 0,3275 0,006110496  412,2792308
ZjuHsp100-43 3 AT5G49840.1 5 55,2209 0,3519 0,006372587  424,7761538
ZjuHsp100-44 3 AT3G03060.1 3 2,0773 0,1185 0,057045203  15,97923077
ZjuHsp100-44 3 AT5G16930.1 5 2,0452 0,1400 0,068452963  15,73230769
ZjuHsp100-44 3 AT2G18330.1 2 18,5918 0,2563 0,013785647  143,0138462
ZjuHsp100-44 3 AT4G36580.1 4 10,5899 0,2587 0,024428937  81,46076923
ZjuHsp100-45 3 AT2G46620.1 2 3,024 0,2838 0,093849206  23,26153846
ZjuHsp100-45 3 AT3G28580.1 3 54,152 0,7215 0,013323608  416,5538462
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ZjuHsp100-45 3 AT4G25835.1 4 53,6536 0,7138 0,01330386 412,72

ZjuHsp100-45 3 AT5G57480.1 5 41,4317 0,6981 0,016849417  318,7053846
ZjuHsp100-45 3 AT5G40010.1 5 55,2443 0,6956 0,012591344  424,9561538
ZjuHsp100-45 3 AT4G30250.1 4 50,4895 0,7033 0,013929629  388,3807692
ZjuHsp100-45 3 AT5G40000.1 5 57,182 0,7012 0,0122626 439,8615385
ZjuHsp100-45 3 AT3G28570.1 3 55,6522 0,7046 0,012660775  428,0938462
ZjuHsp100-45 3 AT3G28600.1 3 55,0427 0,7075 0,012853657  423,4053846
ZjuHsp100-45 3 AT3G28610.1 3 15,0216 0,699 0,046532992  115,5507692
ZjuHsp100-45 3 AT3G50930.1 3 51,5247 0,807 0,015662391  396,3438462
ZjuHsp100-45 3 AT2G18193.1 2 55,5184 0,7573 0,013640523  427,0646154
ZjuHsp100-45 3 AT3G28540.2 3 55,6647 0,7494 0,013462751 428,19

ZjuHsp100-45 3 AT3G28540.1 3 55,731 0,7489 0,013437764 4287

ZjuHsp100-45 3 AT3G50940.1 3 51,3258 0,7711 0,015023633  394,8138462
ZjuHsp100-45 3 AT5G17730.1 5 53,3121 0,715 0,013411589  410,0930769
ZjuHsp100-45 3 AT2G18190.1 2 52,9305 0,7437 0,0140505 407,1576923
ZjuHsp100-45 3 AT5G17740.1 5 51,0379 0,8036 0,015745162  392,5992308
ZjuHsp100-46 3 ATA4G27680.1 4 1,6899 0,1398 0,082726789  12,99923077
ZjuHsp100-46 3 AT5G53540.1 5 2,3488 0,1766 0,07518733 18,06769231
ZjuHsp100-46 3 AT1G64110.1 1 43,5802 0,5808 0,013327153  335,2323077
ZjuHsp100-46 3 AT1G64110.3 1 40,1116 0,5809 0,014482095  308,5507692
ZjuHsp100-46 3 AT1G64110.2 1 38,4102 0,581 0,01512619 295,4630769
ZjuHsp100-46 3 AT1G02890.1 1 52,0076 0,5847 0,011242588  400,0584615
ZjuHsp100-46 3 AT4G24860.1 4 53,4414 0,5849 0,010944698  411,0876923
ZjuHsp100-46 3 AT1G50140.2 1 51,6381 0,5775 0,5775 7,692307692
ZjuHsp100-46 3 AT1G50140.1 1 51,6347 0,5777 0,011188213 397,19

ZjuHsp100-46 3 AT4G02480.1 4 52,4405 0,5825 0,011107827  403,3884615
ZjuHsp100-46 3 AT3G19740.1 3 52,4712 0,5864 0,011175654  403,6246154
ZjuHsp100-46 3 AT5G52882.1 5 56,8368 0,5844 0,010282071  437,2061538
ZjuHsp100-46 3 AT4G28000.1 4 52,9517 0,6309 0,011914632  407,3207692
ZjuHsp100-46 3 AT1G62130.1 1 30,9286 0,6573 0,021252174  237,9123077
ZjuHsp100-46 3 AT2G45500.1 2 2,5462 17,0961 6,714358652  19,58615385
ZjuHsp100-46 3 AT2G45500.2 2 53,1491 0,7238 0,013618293  408,8392308
ZjuHsp100-47 3 AT4G27680.1 4 1,6391 0,0946 0,057714599  12,60846154
ZjuHsp100-47 3 AT5G53540.1 5 2,2559 0,1399 0,06201516 17,35307692
ZjuHsp100-47 3 AT1G02890.1 1 52,1363 0,5212 0,009996874  401,0484615
ZjuHsp100-47 3 AT1G64110.3 1 39,8458 0,5673 0,014237385  306,5061538
ZjuHsp100-47 3 AT1G64110.1 1 40,0924 0,5672 0,01414732 308,4030769
ZjuHsp100-47 3 AT4G02480.1 4 52,4557 0,5662 0,01079387 403,5053846
ZjuHsp100-47 3 AT1G64110.2 1 39,5491 0,5673 0,014344195  304,2238462
ZjuHsp100-47 3 AT4G24860.1 4 52,8707 0,5641 0,010669426  406,6976923
ZjuHsp100-47 3 AT1G50140.2 1 49,3971 0,6189 0,012529076  379,9776923
ZjuHsp100-47 3 AT1G50140.1 1 49,3991 0,6189 0,012528568  379,9930769
ZjuHsp100-47 3 AT3G19740.1 3 50,757 0,5764 0,011356069  390,4384615
ZjuHsp100-47 3 AT5G52882.1 5 56,1268 0,5842 0,010408575  431,7446154
ZjuHsp100-47 3 AT4G28000.1 4 52,9219 0,6269 0,011845758  407,0915385
ZjuHsp100-47 3 AT1G62130.1 1 24,309 0,6103 0,025105928  186,9923077
ZjuHsp100-47 3 AT2G45500.2 2 51,354 0,7164 0,013950228  395,0307692
ZjuHsp100-47 3 AT2G45500.1 2 50,9988 0,7486 0,014678777  392,2984615
ZjuHsp100-48 3 AT4G27680.1 4 1,6391 0,0946 0,057714599  12,60846154
ZjuHsp100-48 3 AT5G53540.1 5 2,256 0,1399 0,062012411  17,35384615
ZjuHsp100-48 3 AT1G02890.1 1 52,1383 0,5214 0,010000326  401,0638462
ZjuHsp100-48 3 AT1G64110.3 1 39,0456 0,5673 0,014529166  300,3507692
ZjuHsp100-48 3 AT1G64110.1 1 41,7656 0,5672 0,013580554  321,2738462
ZjuHsp100-48 3 ATA4G02480.1 4 52,4559 0,5662 0,010793829  403,5069231
ZjuHsp100-48 3 AT1G64110.2 1 39,349 0,5672 0,014414598  302,6846154
ZjuHsp100-48 3 ATA4G24860.1 4 52,8716 0,5642 0,010671135  406,7046154
ZjuHsp100-48 3 AT1G50140.2 1 49,4003 0,6188 0,01252624 380,0023077
ZjuHsp100-48 3 AT1G50140.1 1 49,4002 0,6188 0,012526265  380,0015385
ZjuHsp100-48 3 AT3G19740.1 3 49,4602 0,4868 0,009842257  380,4630769
ZjuHsp100-48 3 AT5G52882.1 5 56,13 0,584 0,010404418  431,7692308
ZjuHsp100-48 3 AT4G28000.1 4 52,924 0,627 0,011847177  407,1076923
ZjuHsp100-48 3 AT1G62130.1 1 24,4119 0,6103 0,025000102  187,7838462
ZjuHsp100-48 3 AT2G45500.2 2 51,3567 0,7163 0,013947547  395,0515385
ZjuHsp100-48 3 AT2G45500.1 2 50,9991 0,7486 0,01467869 392,3007692
ZjuHsp100-49 4 AT5G40010.1 5 54,5784 0,2718 0,004979992  419,8338462
ZjuHsp100-49 4 AT3G28580.1 3 31,068 0,2634 0,008478177  238,9846154
ZjuHsp100-49 4 AT3G28510.1 3 6,7917 0,3316 0,0488243 52,24384615
ZjuHsp100-49 4 AT3G28540.2 3 42,1661 0,336 0,007968487  324,3546154
ZjuHsp100-49 4 AT3G28540.1 3 47,9895 0,3417 0,007120308 369,15

127



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226
Kastamonu Univ., Journal of Forestry Faculty

Supplementary for Ceylan et al.

Table S3.6 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-49 4 AT3G28600.1 3 57,5924 0,3723 0,006464395  443,0184615
ZjuHsp100-49 4 AT3G28610.1 3 4,6616 0,3622 0,077698644  35,85846154
ZjuHsp100-49 4 AT5G40000.1 5 7,4002 0,3787 0,051174293  56,92461538
ZjuHsp100-49 4 AT3G28520.1 3 15,8611 0,3507 0,022110699  122,0084615
ZjuHsp100-49 4 AT3G28570.1 3 38,7722 0,3732 0,009625453  298,2476923
ZjuHsp100-49 4 AT5G57480.1 5 55,8895 0,6332 0,011329498  429,9192308
ZjuHsp100-49 4 AT4G25835.1 4 9,195 0,654 0,071125612  70,73076923
ZjuHsp100-49 4 AT3G50940.1 3 51,6598 0,5701 0,01103566 397,3830769
ZjuHsp100-49 4 AT3G50930.1 3 49,0591 0,6114 0,01246252 377,3776923
ZjuHsp100-49 4 AT2G18193.1 2 57,7153 0,5491 0,009513942  443,9638462
ZjuHsp100-49 4 AT4G30250.1 4 5,6262 0,6171 0,109683268  43,27846154
ZjuHsp100-49 4 AT2G18190.1 2 54,5002 0,6093 0,011179775  419,2323077
ZjuHsp100-49 4 AT5G17740.1 5 37,7055 0,6505 0,017252125  290,0423077
ZjuHsp100-49 4 AT5G17730.1 5 21,6954 0,6516 0,030034016  166,8876923
ZjuHsp100-49 4 AT5G17760.1 5 17,9092 0,6487 0,036221607  137,7630769
ZjuHsp100-49 4 AT1G43910.1 1 53,2026 0,6429 0,012083996  409,2507692
ZjuHsp100-49 4 AT5G17750.1 5 53,5285 0,5827 0,01088579 411,7576923
ZjuHsp100-49 4 AT2G46620.1 2 53,721 0,7553 0,014059679  413,2384615
ZjuHsp100-49 4 AT4G05380.1 4 57,4468 0,4628 0,008056149  441,8984615
ZjuHsp100-50 4 AT5G40010.1 5 53,2337 0,2752 0,005169658 409,49

ZjuHsp100-50 4 AT3G28510.1 3 11,6696 0,314 0,02690752 89,76615385
ZjuHsp100-50 4 AT3G28580.1 3 12,261 0,2986 0,024353642  94,31538462
ZjuHsp100-50 4 AT3G28540.2 3 24,3658 0,3264 0,013395825  187,4292308
ZjuHsp100-50 4 AT3G28540.1 3 24,8421 0,3279 0,013199367  191,0930769
ZjuHsp100-50 4 AT3G28610.1 3 4,2656 0,4081 0,095672356  32,81230769
ZjuHsp100-50 4 AT3G28600.1 3 9,0315 0,4046 0,04479876 69,47307692
ZjuHsp100-50 4 AT3G28520.1 3 34,523 0,363 0,010514729  265,5615385
ZjuHsp100-50 4 AT5G40000.1 5 5,7697 0,4142 0,071788828  44,38230769
ZjuHsp100-50 4 AT3G28570.1 3 29,1975 0,396 0,013562805  224,5961538
ZjuHsp100-50 4 AT5G57480.1 5 54,7287 0,6191 0,011312163 420,99

ZjuHsp100-50 4 AT3G50930.1 3 50,4854 0,5814 0,011516201  388,3492308
ZjuHsp100-50 4 ATA4G25835.1 4 53,3396 0,6475 0,012139199  410,3046154
ZjuHsp100-50 4 AT3G50940.1 3 49,8378 0,5824 0,011685909  383,3676923
ZjuHsp100-50 4 AT4G30250.1 4 53,013 0,6328 0,011936695  407,7923077
ZjuHsp100-50 4 AT2G18193.1 2 41,7302 0,5856 0,014033002  321,0015385
ZjuHsp100-50 4 AT5G17740.1 5 54,0708 0,6388 0,01181414 415,9292308
ZjuHsp100-50 4 AT2G18190.1 2 54,1165 0,6478 0,011970471  416,2807692
ZjuHsp100-50 4 AT5G17760.1 5 50,3047 0,6409 0,01274036 386,9592308
ZjuHsp100-50 4 AT5G17730.1 5 19,392 0,6807 0,035102104  149,1692308
ZjuHsp100-50 4 AT1G43910.1 1 52,1622 0,646 0,012384447  401,2476923
ZjuHsp100-50 4 AT5G17750.1 5 52,0751 0,6184 0,011875157  400,5776923
ZjuHsp100-50 4 AT2G46620.1 2 54,0754 0,7538 0,013939795  415,9646154
ZjuHsp100-50 4 AT4G05380.1 4 54,5615 0,4955 0,009081495  419,7038462
ZjuHsp100-51 4 AT5G15250.1 5 3,6471 0,1482 0,040635025  28,05461538
ZjuHsp100-51 4 AT5G15250.2 5 3,6473 0,1482 0,040632797  28,05615385
ZjuHsp100-51 4 AT2G30950.1 2 49,2202 0,2375 0,004825255  378,6169231
ZjuHsp100-51 4 AT1G06430.1 1 48,8151 0,2369 0,004853007  375,5007692
ZjuHsp100-51 4 AT5G42270.1 5 45,2084 0,4808 0,010635192  347,7569231
ZjuHsp100-51 4 AT1G50250.1 1 48,2752 0,499 0,01033657 371,3476923
ZjuHsp100-51 4 AT5G53170.1 5 26,4448 0,6239 0,02359254 203,4215385
ZjuHsp100-51 4 AT2G26140.1 2 49,867 0,6371 0,012775984  383,5923077
ZjuHsp100-51 4 AT2G29080.1 2 51,2788 0,5969 0,011640288  394,4523077
ZjuHsp100-51 4 AT5G58870.1 5 50,7087 0,6628 0,013070735  390,0669231
ZjuHsp100-51 4 AT3G47060.1 3 50,4298 0,6372 0,012635386  387,9215385
ZjuHsp100-51 4 AT1G07510.1 1 50,7436 0,6179 0,012176905  390,3353846
ZjuHsp100-51 4 AT4G23940.1 4 48,8757 0,7567 0,015482131  375,9669231
ZjuHsp100-51 4 AT3G02450.1 3 49,2563 0,5919 0,012016737  378,8946154
ZjuHsp100-52 4 AT3G28580.1 3 19,5444 0,3268 0,016720902  150,3415385
ZjuHsp100-52 4 AT5G40010.1 5 4,9528 0,323 0,065215636  38,09846154
ZjuHsp100-52 4 AT3G28510.1 3 8,8043 0,3385 0,038447122  67,72538462
ZjuHsp100-52 4 AT3G28540.2 3 15,1682 0,357 0,023536082  116,6784615
ZjuHsp100-52 4 AT3G28540.1 3 15,2166 0,357 0,02346122 117,0507692
ZjuHsp100-52 4 AT3G28610.1 3 18,5176 0,3763 0,020321208  142,4430769
ZjuHsp100-52 4 AT3G28600.1 3 29,0029 0,395 0,013619328  223,0992308
ZjuHsp100-52 4 AT3G28520.1 3 13,3848 0,3932 0,029376606 102,96

ZjuHsp100-52 4 AT5G40000.1 5 12,9101 0,3706 0,028706207  99,30846154
ZjuHsp100-52 4 AT3G28570.1 3 10,6986 0,3932 0,036752472  82,29692308
ZjuHsp100-52 4 AT4G25835.1 4 16,0556 0,6085 0,037899549  123,5046154
ZjuHsp100-52 4 AT5G57480.1 5 21,2713 0,5863 0,02756296 163,6253846
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ZjuHsp100-52 4 AT3G50930.1 3 35,5353 0,5681 0,01598692 273,3484615
ZjuHsp100-52 4 AT3G50940.1 3 21,9675 0,5874 0,026739502  168,9807692
ZjuHsp100-52 4 AT4G30250.1 4 7,9303 0,5837 0,073603773  61,00230769
ZjuHsp100-52 4 AT5G17740.1 5 54,5884 0,6087 0,011150721  419,9107692
ZjuHsp100-52 4 AT2G18193.1 2 55,2756 0,5833 0,010552577  425,1969231
ZjuHsp100-52 4 AT2G18190.1 2 53,7977 0,6188 0,01150235 413,8284615
ZjuHsp100-52 4 AT5G17760.1 5 50,3359 0,6123 0,01216428 387,1992308
ZjuHsp100-52 4 AT5G17730.1 5 41,6278 0,674 0,016191103  320,2138462
ZjuHsp100-52 4 AT5G17750.1 5 52,9815 0,5934 0,011200136 407,55
ZjuHsp100-52 4 AT1G43910.1 1 42,5878 0,6521 0,015311897  327,5984615
ZjuHsp100-52 4 AT2G46620.1 2 54,7576 0,6757 0,01233984 421,2123077
ZjuHsp100-53 4 AT5G40010.1 5 8,747 0,3373 0,038561793  67,28461538
ZjuHsp100-53 4 AT3G28580.1 3 23,452 0,3415 0,014561658 180,4
ZjuHsp100-53 4 AT3G28510.1 3 11,5553 0,365 0,031587237  88,88692308
ZjuHsp100-53 4 AT3G28540.2 3 12,7007 0,3768 0,029667656  97,69769231
ZjuHsp100-53 4 AT3G28540.1 3 12,979 0,3785 0,029162493  99,83846154
ZjuHsp100-53 4 AT3G28600.1 3 52,9669 0,3929 0,00741784 407,4376923
ZjuHsp100-53 4 AT3G28610.1 3 52,7097 0,4005 0,007598222  405,4592308
ZjuHsp100-53 4 AT5G40000.1 5 17,2738 0,3886 0,022496498  132,8753846
ZjuHsp100-53 4 AT3G28520.1 3 12,2525 0,4046 0,033021832 94,25
ZjuHsp100-53 4 AT3G28570.1 3 12,013 0,3904 0,032498127  92,40769231
ZjuHsp100-53 4 AT4G25835.1 4 13,5172 0,5707 0,042220282  103,9784615
ZjuHsp100-53 4 AT5G57480.1 5 55,0554 0,5729 0,010405882  423,5030769
ZjuHsp100-53 4 AT3G50940.1 3 49,5059 0,5827 0,011770314  380,8146154
ZjuHsp100-53 4 AT3G50930.1 3 49,9417 0,588 0,011773728  384,1669231
ZjuHsp100-53 4 AT5G17740.1 5 55,5995 0,5882 0,010579232  427,6884615
ZjuHsp100-53 4 AT2G18193.1 2 53,5624 0,5914 0,011041327  412,0184615
ZjuHsp100-53 4 AT4G30250.1 4 49,8986 0,556 0,011142597  383,8353846
ZjuHsp100-53 4 AT5G17760.1 5 50,3452 0,5991 0,011899843  387,2707692
ZjuHsp100-53 4 AT2G18190.1 2 52,5252 0,6173 0,011752454 404,04
ZjuHsp100-53 4 AT5G17730.1 5 50,9122 0,6376 0,012523521  391,6323077
ZjuHsp100-53 4 AT5G17750.1 5 52,0754 0,5522 0,010603855 400,58
ZjuHsp100-53 4 AT1G43910.1 1 51,441 0,6463 0,012563908 395,7
ZjuHsp100-53 4 AT4G05380.1 4 52,5393 0,5271 0,01003249 404,1484615
ZjuHsp100-54 4 AT5G40010.1 5 12,1716 0,4332 0,035591048  93,62769231
ZjuHsp100-54 4 AT3G28600.1 3 11,6104 0,4115 0,035442362  89,31076923
ZjuHsp100-54 4 AT3G28510.1 3 7,5203 0,4186 0,055662673  57,84846154
ZjuHsp100-54 4 AT3G28610.1 3 52,0592 0,4389 0,008430786  400,4553846
ZjuHsp100-54 4 AT3G28580.1 3 16,9606 0,4302 0,025364669  130,4661538
ZjuHsp100-54 4 AT5G40000.1 5 43,8499 0,4597 0,01048349 337,3069231
ZjuHsp100-54 4 AT3G28540.2 3 26,8492 0,4335 0,016145732  206,5323077
ZjuHsp100-54 4 AT3G28540.1 3 26,9395 0,4335 0,016091613  207,2269231
ZjuHsp100-54 4 AT3G28570.1 3 13,4424 0,4294 0,031943701  103,4030769
ZjuHsp100-54 4 AT3G28520.1 3 53,8248 0,4641 0,008622419  414,0369231
ZjuHsp100-54 4 ATA4G25835.1 4 6,2949 0,6175 0,098095283  48,42230769
ZjuHsp100-54 4 AT3G50940.1 3 51,0929 0,6024 0,011790288  393,0223077
ZjuHsp100-54 4 AT5G57480.1 5 25,5928 0,6298 0,024608484  196,8676923
ZjuHsp100-54 4 AT3G50930.1 3 48,6395 0,6445 0,013250547 374,15
ZjuHsp100-54 4 AT4G30250.1 4 54,4213 0,5956 0,010944244  418,6253846
ZjuHsp100-54 4 AT2G18193.1 2 13,4674 0,6505 0,048301825  103,5953846
ZjuHsp100-54 4 AT2G18190.1 2 52,9423 0,6695 0,012645843  407,2484615
ZjuHsp100-54 4 AT5G17730.1 5 52,8103 0,6791 0,012859234  406,2330769
ZjuHsp100-54 4 AT1G43910.1 1 55,6949 0,6631 0,011905938  428,4223077
ZjuHsp100-54 4 AT5G17740.1 5 53,2211 0,738 0,013866681  409,3930769
ZjuHsp100-54 4 AT5G17760.1 5 53,0859 0,697 0,013129663  408,3530769
ZjuHsp100-54 4 AT4G05380.1 4 57,8103 0,4912 0,008496756  444,6946154
ZjuHsp100-54 4 AT5G17750.1 5 14,9306 0,6659 0,044599681  114,8507692
ZjuHsp100-55 4 AT5G40010.1 5 10,0412 0,3003 0,029907 77,24
ZjuHsp100-55 4 AT3G28580.1 3 16,9123 0,2939 0,017378 130,0946
ZjuHsp100-55 4 AT3G28510.1 3 6,4475 0,3471 0,053835 49,59615
ZjuHsp100-55 4 AT3G28540.1 3 24,8124 0,3734 0,015049 190,8646
ZjuHsp100-55 4 AT3G28540.2 3 24,3352 0,3689 0,015159 187,1938
ZjuHsp100-55 4 AT3G28610.1 3 53,7102 0,3927 0,007311 413,1554
ZjuHsp100-55 4 AT3G28600.1 3 9,8492 0,407 0,041323 75,76308
ZjuHsp100-55 4 AT5G40000.1 5 0,4093 0,0633 0,154654 3,148462
ZjuHsp100-55 4 AT3G28520.1 3 12,3095 0,4181 0,033966 94,68846
ZjuHsp100-55 4 AT3G28570.1 3 41,7306 0,3993 0,009569 321,0046
ZjuHsp100-55 4 AT3G50940.1 3 50,6221 0,555 0,010964 389,4008
ZjuHsp100-55 4 AT3G50930.1 3 41,6435 0,6129 0,014718 320,3346
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ZjuHsp100-55 4 AT5G57480.1 5 55,0923 0,6524 0,011842 423,7869
ZjuHsp100-55 4 AT4G25835.1 4 14,4602 0,6579 0,045497 111,2323
ZjuHsp100-55 4 AT5G17740.1 5 53,7674 0,6074 0,011297 413,5954
ZjuHsp100-55 4 AT2G18190.1 2 52,323 0,6504 0,01243 402,4846
ZjuHsp100-55 4 AT5G17760.1 5 50,6086 0,6569 0,01298 389,2969
ZjuHsp100-55 4 AT5G17730.1 5 18,2513 0,6386 0,034989 140,3946
ZjuHsp100-55 4 AT4G30250.1 4 56,011 0,6228 0,011119 430,8538
ZjuHsp100-55 4 AT2G18193.1 2 55,5729 0,617 0,011103 427,4838
ZjuHsp100-55 4 AT5G17750.1 5 51,6434 0,5862 0,011351 397,2569
ZjuHsp100-55 4 AT1G43910.1 1 34,4422 0,665 0,019308 264,94
ZjuHsp100-55 4 AT4G05380.1 4 9,9751 0,4837 0,048491 76,73154
ZjuHsp100-56 4 AT5G40010.1 5 10,1388 0,3143 0,031 77,99077
ZjuHsp100-56 4 AT3G28580.1 3 20,3896 0,3062 0,015017 156,8431
ZjuHsp100-56 4 AT3G28510.1 3 8,2008 0,3624 0,044191 63,08308
ZjuHsp100-56 4 AT3G28540.2 3 23,7155 0,3845 0,016213 182,4269
ZjuHsp100-56 4 AT3G28540.1 3 24,7288 0,3888 0,015723 190,2215
ZjuHsp100-56 4 AT3G28610.1 3 55,161 0,4122 0,007473 4243154
ZjuHsp100-56 4 AT3G28600.1 3 54,7371 0,4103 0,007496 421,0546
ZjuHsp100-56 4 AT3G28520.1 3 10,9461 0,4199 0,038361 84,20077
ZjuHsp100-56 4 AT3G28570.1 3 53,715 0,4345 0,008089 413,1923
ZjuHsp100-56 4 AT5G40000.1 5 6,3233 0,4262 0,067402 48,64077
ZjuHsp100-56 4 AT3G50940.1 3 50,9227 0,5757 0,011305 391,7131
ZjuHsp100-56 4 AT3G50930.1 3 47,7537 0,6556 0,013729 367,3362
ZjuHsp100-56 4 AT5G57480.1 5 56,9987 0,6275 0,011009 438,4515
ZjuHsp100-56 4 AT4G25835.1 4 10,1065 0,6672 0,066017 77,74231
ZjuHsp100-56 4 AT5G17740.1 5 56,0894 0,6019 0,010731 431,4569
ZjuHsp100-56 4 ATA4G30250.1 4 55,4558 0,6545 0,011802 426,5831
ZjuHsp100-56 4 AT5G17760.1 5 51,097 0,7034 0,013766 393,0538
ZjuHsp100-56 4 AT5G17730.1 5 11,2715 0,6585 0,058422 86,70385
ZjuHsp100-56 4 AT2G18193.1 2 55,2804 0,6356 0,011498 425,2338
ZjuHsp100-56 4 AT2G18190.1 2 53,8201 0,6447 0,011979 414,0008
ZjuHsp100-56 4 AT2G18190.1 2 53,8219 0,6448 0,01198 414,0146
ZjuHsp100-56 4 AT5G17750.1 5 53,2717 0,5917 0,011107 409,7823
ZjuHsp100-56 4 AT1G43910.1 1 51,815 0,6259 0,01208 398,5769
ZjuHsp100-56 4 ATA4G05380.1 4 51,8144 0,6259 0,01208 398,5723
ZjuHsp100-57 4 AT5G15450.1 5 3,1968 0,0898 0,028090591  24,59076923
ZjuHsp100-57 4 AT2G25140.1 2 42,8349 0,2314 0,005402137  329,4992308
ZjuHsp100-57 4 AT1G74310.1 1 13,7128 0,4224 0,030803337  105,4830769
ZjuHsp100-57 4 AT5G50920.1 5 51,3949 0,5464 0,010631405  395,3453846
ZjuHsp100-57 4 AT3G48870.2 3 50,3116 0,5392 0,01071721 387,0123077
ZjuHsp100-57 4 AT3G48870.1 3 45,6127 0,5399 0,011836616  350,8669231
ZjuHsp100-57 4 AT4G14670.1 4 11,2946 0,4607 0,040789404  86,88153846
ZjuHsp100-57 4 AT5G51070.1 5 52,039 0,5895 0,011328042 400,3
ZjuHsp100-58 4 AT1G24290.1 1 2,5661 0,2216 0,086356728  19,73923077
ZjuHsp100-59 4 AT3G02450.1 3 2,1519 0,2501 0,116222873  16,55307692
ZjuHsp100-59 4 AT5G15250.1 5 49,6664 0,5902 0,011883285  382,0492308
ZjuHsp100-59 4 AT1G50250.1 1 13,588 0,665 0,048940241  104,5230769
ZjuHsp100-59 4 AT2G30950.1 2 53,9992 0,6217 0,011513134  415,3784615
ZjuHsp100-59 4 AT5G42270.1 5 15,358 0,6717 0,043736164  118,1384615
ZjuHsp100-59 4 AT5G58870.1 5 14,9858 0,6388 0,04262702 115,2753846
ZjuHsp100-59 4 AT1G06430.1 1 51,2425 0,6208 0,012114944  394,1730769
ZjuHsp100-59 4 AT3G47060.1 3 49,0012 0,6677 0,013626197  376,9323077
ZjuHsp100-59 4 AT5G15250.2 5 49,562 0,5861 0,011825592  381,2461538
ZjuHsp100-59 4 AT1G07510.1 1 53,6014 0,7299 0,013617182  412,3184615
ZjuHsp100-59 4 AT2G29080.1 2 19,0997 0,749 0,039215276  146,9207692
ZjuHsp100-59 4 AT2G26140.1 2 52,787 0,6642 0,012582643  406,0538462
ZjuHsp100-59 4 AT5G53170.1 5 47,7264 0,8091 0,016952881  367,1261538
ZjuHsp100-59 4 AT3G16290.1 3 33,2566 0,8138 0,024470331 255,82
ZjuHsp100-59 4 AT5G64580.1 5 57,3172 0,7725 0,01347763 440,9015385
ZjuHsp100-60 4 AT2G30950.1 2 1,9715 0,0815 0,041339082  15,16538462
ZjuHsp100-60 4 AT1G06430.1 1 1,7419 0,0748 0,042941615  13,39923077
ZjuHsp100-60 4 AT5G15250.1 5 27,5503 0,2256 0,008188659  211,9253846
ZjuHsp100-60 4 AT5G15250.2 5 28,5362 0,2256 0,007905748  219,5092308
ZjuHsp100-60 4 AT5G42270.1 5 53,7107 0,4639 0,008637013  413,1592308
ZjuHsp100-60 4 AT1G50250.1 1 11,0056 0,4884 0,044377408  84,65846154
ZjuHsp100-60 4 AT5G53170.1 5 51,1145 0,6284 0,012293967  393,1884615
ZjuHsp100-60 4 AT2G26140.1 2 50,4538 0,631 0,012506491  388,1061538
ZjuHsp100-60 4 AT2G29080.1 2 51,801 0,6246 0,012057682  398,4692308
ZjuHsp100-60 4 AT1G07510.1 1 50,0628 0,614 0,012264596  385,0984615
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ZjuHsp100-60 4 AT5G58870.1 5 49,0335 0,6182 0,012607707  377,1807692
ZjuHsp100-60 4 AT3G47060.1 3 49,692 0,6181 0,012438622  382,2461538
ZjuHsp100-60 4 AT4G23940.1 4 50,2325 0,7421 0,014773304  386,4038462
ZjuHsp100-60 4 AT3G02450.1 3 16,8803 0,5995 0,035514772  129,8484615
ZjuHsp100-60 4 AT3G16290.1 3 54,1501 0,7886 0,014563223  416,5392308
ZjuHsp100-61 5 AT4G02480.1 4 10,9596 0,2001 0,018257966  84,30461538
ZjuHsp100-61 5 AT1G02890.2 1 9,2546 0,2013 0,021751345  71,18923077
ZjuHsp100-61 5 AT1G02890.1 1 8,9761 0,2095 0,023339758  69,04692308
ZjuHsp100-61 5 AT4G24860.1 4 1,361 0,2219 0,163041881  10,46923077
ZjuHsp100-61 5 AT1G62130.1 1 1,8858 0,1989 0,105472479  14,50615385
ZjuHsp100-62 5 AT1G79560.1 1 1,714 0,1461 0,085239207  13,18461538
ZjuHsp100-62 5 AT5G42270.1 5 7,8543 0,8027 0,102198796  60,41769231
ZjuHsp100-62 5 AT1G50250.1 1 9,3957 0,8241 0,087710336  72,27461538
ZjuHsp100-62 5 AT5G15250.1 5 17,0581 0,8317 0,048756896  131,2161538
ZjuHsp100-62 5 AT2G30950.1 2 30,4402 0,8426 0,027680501  234,1553846
ZjuHsp100-62 5 AT1G06430.1 1 9,4662 0,8857 0,093564471  72,81692308
ZjuHsp100-62 5 AT5G15250.2 5 18,9872 0,8348 0,043966462  146,0553846
ZjuHsp100-63 5 AT4G24710.1 4 1,5102 0,1322 0,087538074  11,61692308
ZjuHsp100-64 5 AT5G40010.1 5 9,7443 0,2935 0,030120173  74,95615385
ZjuHsp100-64 5 AT3G28580.1 3 10,3512 0,2884 0,027861504  79,62461538
ZjuHsp100-64 5 AT3G28540.2 3 16,2303 0,3442 0,021207248  124,8484615
ZjuHsp100-64 5 AT3G28540.1 3 16,224 0,3443 0,021221647 1248

ZjuHsp100-64 5 AT3G28510.1 3 10,6706 0,3514 0,032931606  82,08153846
ZjuHsp100-64 5 AT3G28600.1 3 12,0567 0,3598 0,029842328  92,74384615
ZjuHsp100-64 5 AT3G28610.1 3 7,7463 0,3714 0,047945471  59,58692308
ZjuHsp100-64 5 AT5G40000.1 5 5,5104 0,3608 0,06547619 42,38769231
ZjuHsp100-64 5 AT3G28520.1 3 14,3455 0,3894 0,027144401 110,35

ZjuHsp100-64 5 AT3G28570.1 3 9,5821 0,344 0,035900272  73,70846154
ZjuHsp100-64 5 ATA4G25835.1 4 57,5452 0,5689 0,009886142  442,6553846
ZjuHsp100-64 5 AT3G50940.1 3 56,182 0,4803 0,008549001  432,1692308
ZjuHsp100-64 5 AT3G50930.1 3 51,7103 0,5285 0,010220401  397,7715385
ZjuHsp100-64 5 AT5G57480.1 5 59,7824 0,5532 0,00925356 459,8646154
ZjuHsp100-64 5 AT2G18193.1 2 59,2427 0,5561 0,009386811  455,7130769
ZjuHsp100-64 5 AT5G17760.1 5 57,3149 0,5519 0,009629259  440,8838462
ZjuHsp100-64 5 AT4G30250.1 4 43,1464 0,5447 0,01262446 331,8953846
ZjuHsp100-64 5 AT2G18190.1 2 59,0524 0,5421 0,009179983  454,2492308
ZjuHsp100-64 5 AT1G43910.1 1 59,5859 0,5402 0,009065903  458,3530769
ZjuHsp100-64 5 AT5G17740.1 5 57,4438 0,5884 0,010243055  441,8753846
ZjuHsp100-64 5 AT5G17730.1 5 57,1786 0,5619 0,009827103  439,8353846
ZjuHsp100-64 5 AT5G17750.1 5 55,306 0,5158 0,009326294  425,4307692
ZjuHsp100-64 5 ATA4G05380.1 4 56,8133 0,4612 0,008117817  437,0253846
ZjuHsp100-65 5 AT5G40010.1 5 13,3783 0,3544 0,02649066 102,91

ZjuHsp100-65 5 AT3G28580.1 3 7,5851 0,3753 0,049478583  58,34692308
ZjuHsp100-65 5 AT3G28540.2 3 57,8987 0,3957 0,00683435 445,3746154
ZjuHsp100-65 5 AT3G28540.1 3 58,4392 0,4056 0,006940547  449,5323077
ZjuHsp100-65 5 AT3G28510.1 3 7,0883 0,4045 0,057065869  54,52538462
ZjuHsp100-65 5 AT3G28610.1 3 31,8329 0,4438 0,013941551  244,8684615
ZjuHsp100-65 5 AT3G28600.1 3 55,241 0,4155 0,007521587  424,9307692
ZjuHsp100-65 5 AT5G40000.1 5 4,9341 0,4518 0,091566851  37,95461538
ZjuHsp100-65 5 AT3G28520.1 3 12,2117 0,455 0,03725935 93,93615385
ZjuHsp100-65 5 AT3G28570.1 3 5,7388 0,4541 0,079128041  44,14461538
ZjuHsp100-65 5 AT4G25835.1 4 54,128 0,6228 0,01150606 416,3692308
ZjuHsp100-65 5 AT5G57480.1 5 54,3288 0,6068 0,01116903 417,9138462
ZjuHsp100-65 5 AT3G50940.1 3 52,2213 0,6004 0,011497224  401,7023077
ZjuHsp100-65 5 AT3G50930.1 3 32,4976 0,6573 0,020226109  249,9815385
ZjuHsp100-65 5 AT4G30250.1 4 54,6447 0,5856 0,010716501  420,3438462
ZjuHsp100-65 5 AT2G18193.1 2 55,8704 0,6633 0,011872118  429,7723077
ZjuHsp100-65 5 AT5G17760.1 5 53,153 0,593 0,011156473  408,8692308
ZjuHsp100-65 5 AT5G17740.1 5 55,8338 0,5877 0,010525882  429,4907692
ZjuHsp100-65 5 AT2G18190.1 2 55,7226 0,642 0,011521358  428,6353846
ZjuHsp100-65 5 AT5G17730.1 5 53,5177 0,6391 0,011941844  411,6746154
ZjuHsp100-65 5 AT1G43910.1 1 56,5565 0,6506 0,011503541 435,05

ZjuHsp100-65 5 AT5G17750.1 5 53,637 0,5516 0,010283946  412,5923077
ZjuHsp100-65 5 AT4G05380.1 4 57,0266 0,4398 0,00771219 438,6661538
ZjuHsp100-65 5 AT2G46620.1 2 54,5365 0,6804 0,012476048  419,5115385
ZjuHsp100-66 5 AT5G40010.1 5 14,2009 0,3585 0,025244879  109,2376923
ZjuHsp100-66 5 AT3G28580.1 3 7,4581 0,3811 0,051098805 57,37

ZjuHsp100-66 5 AT3G28540.2 3 58,189 0,3928 0,006750417  447,6076923
ZjuHsp100-66 5 AT3G28540.1 3 57,9024 0,397 0,006856365  445,4030769
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ZjuHsp100-66 5 AT3G28510.1 3 6,7603 0,402 0,059464817  52,00230769
ZjuHsp100-66 5 AT3G28600.1 3 55,649 0,4226 0,007594027  428,0692308
ZjuHsp100-66 5 AT3G28610.1 3 5,2289 0,4355 0,083287116  40,22230769
ZjuHsp100-66 5 AT5G40000.1 5 5,0424 0,4471 0,088668095  38,78769231
ZjuHsp100-66 5 AT3G28520.1 3 12,2028 0,455 0,037286524  93,86769231
ZjuHsp100-66 5 AT3G28570.1 3 5,7384 0,4541 0,079133556  44,14153846
ZjuHsp100-66 5 AT4G25835.1 4 54,2467 0,6304 0,011620983  417,2823077
ZjuHsp100-66 5 AT5G57480.1 5 54,5272 0,616 0,011297114 419,44

ZjuHsp100-66 5 AT3G50940.1 3 52,2213 0,6004 0,011497224  401,7023077
ZjuHsp100-66 5 AT3G50930.1 3 28,9615 0,658 0,022719818  222,7807692
ZjuHsp100-66 5 AT4G30250.1 4 54,7703 0,5789 0,010569597 421,31

ZjuHsp100-66 5 AT2G18193.1 2 55,7986 0,6695 0,011998509 429,22

ZjuHsp100-66 5 AT5G17760.1 5 53,0285 0,5961 0,011241125  407,9115385
ZjuHsp100-66 5 AT5G17740.1 5 55,9753 0,5838 0,0104296 430,5792308
ZjuHsp100-66 5 AT2G18190.1 2 55,8097 0,6400 0,011467541  429,3053846
ZjuHsp100-66 5 AT5G17730.1 5 53,5086 0,6393 0,011947612  411,6046154
ZjuHsp100-66 5 AT1G43910.1 1 56,5494 0,6506 0,011504985  434,9953846
ZjuHsp100-66 5 AT5G17750.1 5 53,6376 0,5516 0,010283831  412,5969231
ZjuHsp100-66 5 AT4G05380.1 4 57,0305 0,4398 0,007711663  438,6961538
ZjuHsp100-66 5 AT2G46620.1 2 54,3764 0,6855 0,012606572 418,28

ZjuHsp100-67 5 AT3G28600.1 3 7,8006 0,3257 0,041753198  60,00461538
ZjuHsp100-67 5 AT3G28510.1 3 47,8821 0,3239 0,006764532  368,3238462
ZjuHsp100-67 5 AT3G28610.1 3 5,1462 0,344 0,066845439  39,58615385
ZjuHsp100-67 5 AT5G40010.1 5 7,0199 0,3173 0,045200074  53,99923077
ZjuHsp100-67 5 AT3G28540.2 3 12,691 0,339%4 0,026743361  97,62307692
ZjuHsp100-67 5 AT3G28540.1 3 11,8052 0,3393 0,028741572  90,80923077
ZjuHsp100-67 5 AT5G40000.1 5 4,5965 0,3295 0,071684978  35,35769231
ZjuHsp100-67 5 AT3G28580.1 3 15,8593 0,3142 0,019811719  121,9946154
ZjuHsp100-67 5 AT3G28520.1 3 14,3345 0,3673 0,025623496  110,2653846
ZjuHsp100-67 5 AT3G28570.1 3 7,1831 0,3456 0,048112932  55,25461538
ZjuHsp100-67 5 AT3G50940.1 3 56,2078 0,4429 0,007879689  432,3676923
ZjuHsp100-67 5 AT5G57480.1 5 66,3135 0,4823 0,007273029  510,1038462
ZjuHsp100-67 5 ATA4G25835.1 4 62,6076 0,4972 0,007941528  481,5969231
ZjuHsp100-67 5 AT3G50930.1 3 51,908 0,5291 0,010193034  399,2923077
ZjuHsp100-67 5 AT5G17760.1 5 7,2894 0,525 0,072022389  56,07230769
ZjuHsp100-67 5 AT2G18193.1 2 16,5579 0,5051 0,030505076  127,3684615
ZjuHsp100-67 5 AT5G17740.1 5 55,55 0,5414 0,009746175  427,3076923
ZjuHsp100-67 5 AT4G30250.1 4 8,551 0,4648 0,054356216  65,77692308
ZjuHsp100-67 5 AT2G18190.1 2 61,5396 0,5273 0,008568466  473,3815385
ZjuHsp100-67 5 AT5G17730.1 5 5,8293 0,5623 0,096460982  44,84076923
ZjuHsp100-67 5 AT1G43910.1 1 59,6477 0,5432 0,009106805  458,8284615
ZjuHsp100-67 5 ATA4G05380.1 4 4,3491 0,5116 0,117633533  33,45461538
ZjuHsp100-67 5 AT5G17750.1 5 54,0338 0,4647 0,008600172  415,6446154
ZjuHsp100-67 5 AT2G46620.1 2 57,5707 0,6539 0,011358208  442,8515385
ZjuHsp100-68 5 AT3G28580.1 3 18,1112 0,3934 0,021721366  139,3169231
ZjuHsp100-68 5 AT5G40010.1 5 57,3836 0,4042 0,007043824  441,4123077
ZjuHsp100-68 5 AT3G28510.1 3 57,9765 0,414 0,007140824  445,9730769
ZjuHsp100-68 5 AT3G28600.1 3 6,4263 0,4112 0,063987053  49,43307692
ZjuHsp100-68 5 AT3G28610.1 3 5,2076 0,429 0,082379599  40,05846154
ZjuHsp100-68 5 AT3G28540.2 3 63,4143 0,4187 0,006602612  487,8023077
ZjuHsp100-68 5 AT3G28540.1 3 63,6629 0,4254 0,006682071  489,7146154
ZjuHsp100-68 5 AT5G40000.1 5 8,5906 0,4478 0,052126743  66,08153846
ZjuHsp100-68 5 AT3G28570.1 3 3,7616 0,4239 0,112691408  28,93538462
ZjuHsp100-68 5 AT3G28520.1 3 31,8342 0,4222 0,013262466  244,8784615
ZjuHsp100-68 5 AT3G50940.1 3 53,3411 0,5488 0,010288502  410,3161538
ZjuHsp100-68 5 AT3G50930.1 3 50,4417 0,611 0,012112994  388,0130769
ZjuHsp100-68 5 AT5G57480.1 5 55,5293 0,5923 0,010666441  427,1484615
ZjuHsp100-68 5 AT4G25835.1 4 56,3814 0,6012 0,010663091  433,7030769
ZjuHsp100-68 5 AT5G17760.1 5 54,1201 0,6082 0,011237969  416,3084615
ZjuHsp100-68 5 AT2G18193.1 2 55,8954 0,6164 0,011027741  429,9646154
ZjuHsp100-68 5 AT5G17740.1 5 54,9659 0,659 0,011989252  422,8146154
ZjuHsp100-68 5 AT4G30250.1 4 54,9391 0,5618 0,010225868  422,6084615
ZjuHsp100-68 5 AT2G18190.1 2 53,0522 0,6233 0,011748806  408,0938462
ZjuHsp100-68 5 AT5G17730.1 5 53,7626 0,6175 0,01148568 413,5584615
ZjuHsp100-68 5 AT5G17750.1 5 53,5317 0,5736 0,010715146  411,7823077
ZjuHsp100-68 5 AT1G43910.1 1 54,7807 0,7053 0,012874972 421,39

ZjuHsp100-68 5 AT2G46620.1 2 55,5572 0,6936 0,01248443 427,3630769
ZjuHsp100-68 5 AT4G05380.1 4 57,0868 0,4854 0,008502841  439,1292308
ZjuHsp100-70 5 AT1G74310.1 1 2,6054 0,0645 0,024756275  20,04153846
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ZjuHsp100-70 5 AT4G14670.1 4 2,1075 0,1847 0,087639383  16,21153846
ZjuHsp100-70 5 AT5G15450.1 5 34,2417 0,4568 0,013340459  263,3976923
ZjuHsp100-70 5 AT2G25140.1 2 10,8019 0,4898 0,045343875  83,09153846
ZjuHsp100-70 5 AT5G50920.1 5 37,1191 0,528 0,014224483  285,5315385
ZjuHsp100-70 5 AT3G48870.1 3 48,6329 0,5383 0,011068639  374,0992308
ZjuHsp100-70 5 AT3G48870.2 3 48,6316 0,5383 0,011068935  374,0892308
ZjuHsp100-70 5 AT5G51070.1 5 49,187 0,598 0,012157684  378,3615385
ZjuHsp100-71 5 AT4G14670.1 4 2,1075 0,1847 0,087639383  16,21153846
ZjuHsp100-71 5 AT5G15450.1 5 34,4885 0,4568 0,013244995  265,2961538
ZjuHsp100-71 5 AT2G25140.1 2 10,8022 0,4898 0,045342615  83,09384615
ZjuHsp100-71 5 AT5G50920.1 5 36,5272 0,5281 0,014457719  280,9784615
ZjuHsp100-71 5 AT3G48870.1 3 48,6336 0,5382 0,011066423  374,1046154
ZjuHsp100-71 5 AT3G48870.2 3 48,63 0,5382 0,011067242  374,0769231
ZjuHsp100-71 5 AT5G51070.1 5 49,1845 0,598 0,012158302  378,3423077
ZjuHsp100-71 5 AT1G74310.1 1 2,6052 0,0645 0,024758176 20,04

ZjuHsp100-72 6 AT5G42270.1 5 2,8939 0,0846 0,029233906  22,26076923
ZjuHsp100-72 6 AT1G50250.1 1 2,887 0,0969 0,033564254  22,20769231
ZjuHsp100-72 6 AT2G30950.1 2 8,9963 0,4804 0,053399731  69,20230769
ZjuHsp100-72 6 AT1G06430.1 1 48,4663 0,4888 0,010085358  372,8176923
ZjuHsp100-72 6 AT5G15250.1 5 47,506 0,5050 0,010630236  365,4307692
ZjuHsp100-72 6 AT5G15250.2 5 47,4189 0,5030 0,010607585  364,7607692
ZjuHsp100-72 6 AT2G26140.1 2 48,2226 0,6643 0,013775699  370,9430769
ZjuHsp100-72 6 AT5G53170.1 5 49,4259 0,6326 0,012798958  380,1992308
ZjuHsp100-72 6 AT2G29080.1 2 49,2472 0,6260 0,012711383  378,8246154
ZjuHsp100-72 6 AT1G07510.1 1 48,4692 0,6080 0,012544049 372,84

ZjuHsp100-72 6 AT5G58870.1 5 48,3356 0,6035 0,012485621  371,8123077
ZjuHsp100-72 6 AT3G47060.1 3 47,2934 0,5891 0,012456284  363,7953846
ZjuHsp100-72 6 AT4G23940.1 4 21,0309 0,7618 0,036222891  161,7761538
ZjuHsp100-72 6 AT3G16290.1 3 49,9004 0,7448 0,014925732  383,8492308
ZjuHsp100-72 6 AT3G02450.1 3 49,2184 0,6658 0,013527461  378,6030769
ZjuHsp100-73 6 AT1G50250.1 1 3,294 0,2573 0,078111718  25,33846154
ZjuHsp100-73 6 AT5G42270.1 5 3,5068 0,2857 0,081470286  26,97538462
ZjuHsp100-73 6 ATA4G35190.1 4 1,9895 0,1816 0,091279216  15,30384615
ZjuHsp100-73 6 AT2G28305.1 2 3,1163 0,2271 0,072874884  23,97153846
ZjuHsp100-73 6 AT2G37210.1 2 2,4857 0,2338 0,094058012  19,12076923
ZjuHsp100-73 6 AT5G06300.1 5 5,658 0,2379 0,04204666 43,52307692
ZjuHsp100-73 6 AT2G30950.1 2 6,3972 0,6592 0,103045082  49,20923077
ZjuHsp100-73 6 AT5G15250.1 5 47,6998 0,6475 0,01357448 366,9215385
ZjuHsp100-73 6 AT1G06430.1 1 20,3755 0,6379 0,031307207  156,7346154
ZjuHsp100-73 6 AT2G37210.2 2 2,5094 0,2370 0,094444887  19,30307692
ZjuHsp100-73 6 AT5G15250.2 5 47,7002 0,6475 0,013574367  366,9246154
ZjuHsp100-73 6 AT2G35990.1 2 4,7175 0,2886 0,061176471  36,28846154
ZjuHsp100-73 6 AT5G11950.2 5 7,9109 0,3163 0,039982809  60,85307692
ZjuHsp100-73 6 AT5G11950.1 5 7,9074 0,3163 0,040000506  60,82615385
ZjuHsp100-73 6 AT2G26140.1 2 9,5051 0,7860 0,082692449  73,11615385
ZjuHsp100-73 6 AT5G53170.1 5 49,6257 0,6784 0,013670336  381,7361538
ZjuHsp100-74 6 AT2G26140.1 2 2,9176 0,1111 0,038079243  22,44307692
ZjuHsp100-74 6 AT5G53170.1 5 51,4551 0,4528 0,008799905  395,8084615
ZjuHsp100-74 6 AT5G15250.1 5 50,5869 0,6849 0,013539078 389,13

ZjuHsp100-74 6 AT1G50250.1 1 50,9194 0,6650 0,013059855  391,6876923
ZjuHsp100-74 6 AT5G42270.1 5 48,1873 0,6615 0,013727683  370,6715385
ZjuHsp100-74 6 AT5G15250.2 5 50,6407 0,6785 0,013398314  389,5438462
ZjuHsp100-74 6 AT2G30950.1 2 53,503 0,6400 0,011961946  411,5615385
ZjuHsp100-74 6 AT1G06430.1 1 51,5509 0,6463 0,012537124  396,5453846
ZjuHsp100-74 6 AT2G29080.1 2 53,127 0,7020 0,01321362 408,6692308
ZjuHsp100-74 6 AT1G07510.1 1 52,3736 0,7182 0,013713016  402,8738462
ZjuHsp100-74 6 AT5G58870.1 5 52,7154 0,7074 0,013419229  405,5030769
ZjuHsp100-74 6 AT3G47060.1 3 31,0818 0,7135 0,022955556  239,0907692
ZjuHsp100-74 6 AT4G23940.1 4 15,4722 0,8504 0,054963095  119,0169231
ZjuHsp100-74 6 AT3G16290.1 3 53,0582 0,7942 0,014968469 408,14

ZjuHsp100-75 6 AT2G26140.1 2 2,9176 0,1111 0,038079243  22,44307692
ZjuHsp100-75 6 AT5G53170.1 5 51,4558 0,4528 0,008799785  395,8138462
ZjuHsp100-75 6 AT5G15250.1 5 50,5835 0,6848 0,013538011  389,1038462
ZjuHsp100-75 6 AT1G50250.1 1 50,9201 0,6649 0,013057712  391,6930769
ZjuHsp100-75 6 AT5G42270.1 5 47,6436 0,6614 0,013882242  366,4892308
ZjuHsp100-75 6 AT5G15250.2 5 50,6411 0,6786 0,013400183  389,5469231
ZjuHsp100-75 6 AT2G30950.1 2 53,5024 0,6402 0,011965818  411,5569231
ZjuHsp100-75 6 AT1G06430.1 1 51,5513 0,6462 0,012535086  396,5484615
ZjuHsp100-75 6 AT2G29080.1 2 53,1279 0,7022 0,013217161  408,6761538
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ZjuHsp100-75 6 AT1G07510.1 1 52,3732 0,7182 0,01371312 402,8707692
ZjuHsp100-75 6 AT5G58870.1 5 52,7153 0,7075 0,013421151  405,5023077
ZjuHsp100-75 6 AT3G47060.1 3 31,3552 0,7135 0,022755396  241,1938462
ZjuHsp100-75 6 AT4G23940.1 4 15,4458 0,8505 0,055063512  118,8138462
ZjuHsp100-75 6 AT3G16290.1 3 53,071 0,7928 0,014938479  408,2384615
ZjuHsp100-76 6 AT2G25140.1 2 2,4357 0,1214 0,049841935  18,73615385
ZjuHsp100-76 6 AT5G15450.1 5 10,7306 0,1876 0,017482713  82,54307692
ZjuHsp100-76 6 AT1G74310.1 1 7,9217 0,4130 0,052135274  60,93615385
ZjuHsp100-76 6 AT5G50920.1 5 53,1015 0,5009 0,009432879  408,4730769
ZjuHsp100-76 6 AT3G48870.2 3 47,9973 0,4856 0,010117236 369,21
ZjuHsp100-76 6 AT3G48870.1 3 48,0665 0,4856 0,01010267 369,7423077
ZjuHsp100-76 6 AT4G14670.1 4 56,9587 0,4765 0,008365711  438,1438462
ZjuHsp100-76 6 AT5G51070.1 5 52,5232 0,5879 0,011193149  404,0246154
ZjuHsp100-77 6 AT5G43010.1 5 2,4417 0,0350 0,014334275  18,78230769
ZjuHsp100-77 6 AT1G45000.1 1 2,3801 0,0355 0,01491534 18,30846154
ZjuHsp100-77 6 AT1G45000.2 1 2,4483 0,0395 0,016133644  18,83307692
ZjuHsp100-77 6 AT5G20000.1 5 55,0965 0,5067 0,009196591  423,8192308
ZjuHsp100-77 6 AT5G19990.1 5 55,2964 0,5400 0,009765554  425,3569231
ZjuHsp100-77 6 AT1G53750.1 1 55,7245 0,5542 0,009945356 428,65
ZjuHsp100-77 6 AT4G29040.1 4 7,4464 0,5549 0,074519231 57,28
ZjuHsp100-77 6 AT2G20140.1 2 7,4798 0,5548 0,074173106  57,53692308
ZjuHsp100-77 6 AT1G53780.3 1 55,8532 0,5669 0,010149821 429,64
ZjuHsp100-77 6 AT1G53780.1 1 55,6926 0,5727 0,010283233  428,4046154
ZjuHsp100-77 6 AT1G53780.2 1 55,8568 0,5668 0,010147377  429,6676923
ZjuHsp100-77 6 AT5G58290.1 5 48,7208 0,5827 0,011959984  374,7753846
ZjuHsp100-77 6 AT3G05530.1 3 50,9644 0,5588 0,010964516  392,0338462
ZjuHsp100-77 6 AT1G09100.1 1 53,6015 0,5701 0,010635896  412,3192308
ZjuHsp100-78 6 AT1G21690.1 1 1,0988 0,0952 0,086639971  8,452307692
ZjuHsp100-78 6 AT1G21690.3 1 1,0988 0,0952 0,086639971  8,452307692
ZjuHsp100-78 6 AT1G21690.4 1 1,1464 0,0976 0,085136078  8,818461538
ZjuHsp100-78 6 AT1G21690.2 1 1,1747 0,0970 0,082574274  9,036153846
ZjuHsp100-78 6 AT1G77470.1 1 52,6031 0,6277 0,011932757  404,6392308
ZjuHsp100-78 6 AT1G63160.1 1 53,9972 0,6739 0,012480277  415,3630769
ZjuHsp100-79 6 AT1G21690.1 1 1,135 0,1024 0,090220264  8,730769231
ZjuHsp100-79 6 AT1G21690.4 1 1,1814 0,1048 0,088708312  9,087692308
ZjuHsp100-79 6 AT1G21690.2 1 1,2064 0,1043 0,08645557 9,28
ZjuHsp100-79 6 AT1G21690.3 1 1,2703 0,1433 0,112807998  9,771538462
ZjuHsp100-79 6 AT1G63160.1 1 53,4637 0,6742 0,012610425  411,2592308
ZjuHsp100-79 6 AT1G77470.1 1 52,2629 0,6623 0,012672469  402,0223077
ZjuHsp100-80 7 AT3G56690.1 3 2,0663 0,3229 0,156269661  15,89461538
ZjuHsp100-80 7 AT5G03340.1 5 52,8335 0,6561 0,012418257  406,4115385
ZjuHsp100-80 7 AT3G09840.1 3 51,3839 0,6579 0,012803621  395,2607692
ZjuHsp100-80 7 AT3G01610.1 3 58,058 0,7370 0,012694202 446,6
ZjuHsp100-80 7 AT3G53230.1 3 15,4917 0,6842 0,044165585  119,1669231
ZjuHsp100-80 7 AT1G03000.1 1 54,3128 0,8767 0,016141683  417,7907692
ZjuHsp100-80 7 AT2G03670.1 2 12,3146 0,6496 0,052750394  94,72769231
ZjuHsp100-81 7 AT1G05910.1 1 1,6272 0,1816 0,111603 12,51692
ZjuHsp100-81 7 AT3G15120.1 3 33,7171 0,8794 0,026082 259,3623
ZjuHsp100-81 7 AT5G03340.1 5 10,9919 0,8747 0,079577 84,55308
ZjuHsp100-81 7 AT3G09840.1 3 11,3731 0,8809 0,077455 87,48538
ZjuHsp100-81 7 AT3G53230.1 3 14,69 0,863 0,058747 113
ZjuHsp100-82 7 AT1G05910.1 1 1,645 0,1808 0,109909 12,65385
ZjuHsp100-82 7 AT3G15120.1 3 27,9588 0,874 0,03126 215,0677
ZjuHsp100-82 7 AT5G03340.1 5 11,3113 0,8745 0,077312 87,01
ZjuHsp100-82 7 AT3G09840.1 3 0,1572 15,4239 98,11641 1,209231
ZjuHsp100-82 7 AT3G53230.1 3 15,237 0,8614 0,056533 117,2077
ZjuHsp100-83 7 AT1G04730.1 1 2,1657 0,285 0,131597 16,65923
ZjuHsp100-84 7 AT1G04730.1 1 50,7725 1,2306 0,024238 390,5577
ZjuHsp100-85 7 AT5G51070.1 5 2,2489 0,2314 0,102895 17,29923
ZjuHsp100-85 7 AT5G50920.1 5 52,0084 0,4921 0,009462 400,0646
ZjuHsp100-85 7 AT3G48870.2 3 51,0957 0,4996 0,009778 393,0438
ZjuHsp100-85 7 AT3G48870.1 3 48,307 0,4937 0,01022 371,5923
ZjuHsp100-85 7 AT5G15450.1 5 53,6494 0,5911 0,011018 412,6877
ZjuHsp100-85 7 AT2G25140.1 2 40,5717 0,618 0,015232 312,09
ZjuHsp100-85 7 AT1G74310.1 1 39,2993 0,5753 0,014639 302,3023
ZjuHsp100-85 7 AT4G14670.1 4 54,0523 0,5801 0,010732 415,7869
ZjuHsp100-86 8 AT2G45500.1 2 1,8062 0,2072 0,114716 13,89385
ZjuHsp100-86 8 AT2G45500.2 2 53,229 0,2087 0,003921 409,4538
ZjuHsp100-86 8 AT3G27120.1 3 54,6491 0,6407 0,011724 420,3777
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ZjuHsp100-86 8 AT2G34560.2 2 53,6346 0,6783 0,012647 412,5738
ZjuHsp100-86 8 AT2G34560.1 2 54,725 0,6652 0,012155 420,9615
ZjuHsp100-86 8 AT1G80350.1 1 54,8456 0,6475 0,011806 4,980769
ZjuHsp100-86 8 AT2G27600.1 2 33,7168 0,6225 0,018463 259,36

ZjuHsp100-86 8 AT3G19740.1 3 51,75 0,7214 0,01394 398,0769
ZjuHsp100-86 8 AT1G50140.2 1 53,0603 0,7149 0,013473 408,1562
ZjuHsp100-86 8 AT1G50140.1 1 53,0581 0,7149 0,013474 408,1392
ZjuHsp100-86 8 AT1G64110.2 1 52,6595 0,7449 0,014146 405,0731
ZjuHsp100-86 8 AT1G64110.1 1 52,6587 0,7448 0,014144 405,0669
ZjuHsp100-86 8 AT1G64110.3 1 0,1329 13,1581 99,00752 1,022308
ZjuHsp100-86 8 AT4G28000.1 4 52,7294 0,7839 0,014866 405,6108
ZjuHsp100-86 8 AT4G02480.1 4 42,9216 0,7938 0,018494 330,1662
ZjuHsp100-86 8 AT4G24860.1 4 54,6354 0,7914 0,014485 420,2723
ZjuHsp100-86 8 AT5G53540.1 5 57,6272 0,7378 0,012803 443,2862
ZjuHsp100-86 8 AT1G02890.1 1 55,1815 0,7858 0,01424 424,4731
ZjuHsp100-86 8 AT5G52882.1 5 8,6495 0,7515 0,086884 66,53462
ZjuHsp100-87 8 AT1G33360.1 1 3,3093 0,234 0,07071 25,45615
ZjuHsp100-87 8 AT5G53350.1 5 45768 0,3172 0,069306 35,20615
ZjuHsp100-87 8 AT5G49840.1 5 4,7118 0,3387 0,071883 36,24462
ZjuHsp100-88 8 AT1G33290.1 1 2,0309 0,2158 0,106258 15,62231
ZjuHsp100-88 8 AT3G10420.1 3 52,4964 0,4973 0,009473 403,8185
ZjuHsp100-88 8 AT3G10420.2 3 52,4934 0,4973 0,009474 403,7954
ZjuHsp100-88 8 AT1G73170.1 1 11,7379 0,5283 0,045008 90,29154
ZjuHsp100-88 8 AT1G73170.2 1 8,8844 0,4296 0,048354 68,34154
ZjuHsp100-88 8 AT1G33290.2 1 2,4311 0,259 0,106701 18,70077
ZjuHsp100-89 8 AT2G18330.1 2 2,1786 0,1294 0,059396 16,75846
ZjuHsp100-89 8 ATA4G36580.1 4 2,6874 0,1463 0,054439 20,67231
ZjuHsp100-89 8 AT5G16930.1 5 11,7985 0,2723 0,023079 90,75769
ZjuHsp100-89 8 AT3G03060.1 3 11,3339 0,2637 0,023266 87,18385
ZjuHsp100-90 8 AT3G50930.1 3 28,2508 0,3005 0,010637 217,3138
ZjuHsp100-90 8 AT3G50940.1 3 27,3247 0,307 0,011235 210,19

ZjuHsp100-90 8 AT2G18193.1 2 16,5317 0,4804 0,029059 127,1669
ZjuHsp100-90 8 AT2G18190.1 2 13,9102 0,5396 0,038792 107,0015
ZjuHsp100-90 8 AT5G17760.1 5 18,0097 0,5323 0,029556 138,5362
ZjuHsp100-90 8 AT5G17740.1 5 8,6112 0,538 0,062477 66,24

ZjuHsp100-90 8 AT5G17730.1 5 15,1661 0,5301 0,034953 116,6623
ZjuHsp100-90 8 AT3G28600.1 3 52,6047 0,5692 0,01082 404,6515
ZjuHsp100-90 8 AT3G28610.1 3 52,0166 0,5613 0,010791 400,1277
ZjuHsp100-90 8 AT5G57480.1 5 25,7189 0,6098 0,02371 197,8377
ZjuHsp100-90 8 AT4G25835.1 4 13,6408 0,6452 0,047299 104,9292
ZjuHsp100-90 8 AT3G28540.2 3 52,1921 0,6026 0,011546 401,4777
ZjuHsp100-90 8 AT3G28540.1 3 52,4255 0,6006 0,011456 403,2731
ZjuHsp100-90 8 AT3G28510.1 3 51,8681 0,6023 0,011612 398,9854
ZjuHsp100-90 8 AT5G40000.1 5 50,5123 0,6078 0,2026 23,07692
ZjuHsp100-90 8 AT3G28570.1 3 51,7813 0,5625 0,010863 398,3177
ZjuHsp100-90 8 AT3G28580.1 3 19,1958 0,5909 0,030783 147,66

ZjuHsp100-90 8 AT5G17750.1 5 20,9364 0,5166 0,024675 161,0492
ZjuHsp100-90 8 AT5G40010.1 5 41,2097 0,5856 0,01421 316,9977
ZjuHsp100-90 8 AT1G43910.1 1 50,8529 0,6097 0,011989 391,1762
ZjuHsp100-90 8 AT4G30250.1 4 47,6765 21,8104 0,457466 366,7423
ZjuHsp100-90 8 AT3G28520.1 3 47,6765 0,6304 0,013222 366,7423
ZjuHsp100-91 8 AT2G18193.1 2 20,6505 0,3842 0,018605 158,85

ZjuHsp100-91 8 AT5G17760.1 5 8,8237 0,336 0,038079 67,87462
ZjuHsp100-91 8 AT2G18190.1 2 17,0303 0,427 0,025073 131,0023
ZjuHsp100-91 8 AT3G50940.1 3 19,7473 0,3952 0,020013 151,9023
ZjuHsp100-91 8 AT3G50930.1 3 29,7828 0,4387 0,01473 229,0985
ZjuHsp100-91 8 AT5G17740.1 5 52,2779 0,4434 0,008482 402,1377
ZjuHsp100-91 8 AT5G17730.1 5 6,1731 0,3946 0,063923 47,48538
ZjuHsp100-91 8 AT5G17750.1 5 22,4885 0,3802 0,016906 172,9885
ZjuHsp100-91 8 AT1G43910.1 1 52,8316 0,5197 0,009837 406,3969
ZjuHsp100-91 8 AT3G28540.1 3 57,13 0,5874 0,010282 439,4615
ZjuHsp100-91 8 AT3G28540.2 3 57,2385 0,5835 0,010194 440,2962
ZjuHsp100-91 8 AT5G40000.1 5 53,4857 0,6073 0,011354 411,4285
ZjuHsp100-91 8 AT3G28610.1 3 55,3249 0,5503 0,009947 425,5762
ZjuHsp100-91 8 AT4G25835.1 4 57,732 0,6384 0,011058 444,0923
ZjuHsp100-91 8 AT5G57480.1 5 56,314 0,6384 0,011336 433,1846
ZjuHsp100-91 8 AT3G28510.1 3 8,2671 0,6039 0,073049 63,59308
ZjuHsp100-91 8 AT3G28600.1 3 51,6122 0,5549 0,010751 397,0169
ZjuHsp100-91 8 AT3G28570.1 3 23,5859 0,5725 0,024273 181,43
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ZjuHsp100-91 8 AT5G40010.1 5 8,3964 0,6501 0,077426 64,58769
ZjuHsp100-91 8 AT3G28580.1 3 19,9574 0,6353 0,031833 153,5185
ZjuHsp100-91 8 AT5G17760.2 5 12,0751 0,3615 0,029938 92,88538
ZjuHsp100-91 8 AT3G28520.1 3 16,635 0,6124 0,036814 127,9615
ZjuHsp100-91 8 AT4G30250.1 4 24,5365 0,6361 0,025925 188,7423
ZjuHsp100-91 8 AT4G05380.1 4 13,6392 0,3505 0,025698 104,9169
ZjuHsp100-92 8 AT2G18193.1 2 5,3429 0,3185 0,059612 41,09923
ZjuHsp100-92 8 AT2G18190.1 2 4,4156 0,3263 0,073897 33,96615
ZjuHsp100-92 8 AT3G50930.1 3 26,8745 0,4358 0,016216 206,7269
ZjuHsp100-92 8 AT3G50940.1 3 17,9722 0,3877 0,021572 138,2477
ZjuHsp100-92 8 AT5G17760.1 5 20,5796 0,372 0,018076 158,3046
ZjuHsp100-92 8 AT5G17730.1 5 41,9151 0,4601 0,010977 322,4238
ZjuHsp100-92 8 AT5G17740.1 5 52,5483 0,4785 0,009106 404,2177
ZjuHsp100-92 8 AT4G25835.1 4 56,985 0,5944 0,010431 438,3462
ZjuHsp100-92 8 AT1G43910.1 1 50,1478 0,5545 0,011057 385,7523
ZjuHsp100-92 8 AT5G17750.1 1 19,4127 0,453 0,023335 149,3285
ZjuHsp100-92 8 AT3G28510.1 3 52,8906 0,589 0,011136 406,8508
ZjuHsp100-92 8 AT5G57480.1 5 55,0758 0,6259 0,011364 423,66
ZjuHsp100-92 8 AT3G28610.1 3 51,5757 0,5683 0,011019 396,7362
ZjuHsp100-92 8 AT3G28540.2 3 54,2252 0,5818 0,010729 417,1169
ZjuHsp100-92 8 AT3G28540.1 3 54,267 0,5818 0,010721 417,4385
ZjuHsp100-92 8 AT5G40010.1 5 51,0386 0,6022 0,011799 392,6046
ZjuHsp100-92 8 AT3G28600.1 3 50,8584 0,5871 0,011544 391,2185
ZjuHsp100-92 8 AT3G28570.1 3 47,576 0,5766 0,01212 365,9692
ZjuHsp100-92 8 AT3G28580.1 3 52,8736 0,5857 0,011077 406,72
ZjuHsp100-92 8 AT5G40000.1 5 52,2423 0,6124 0,011722 401,8638
ZjuHsp100-92 8 AT3G28520.1 3 52,8294 0,6046 0,011444 4,650769
ZjuHsp100-92 8 AT5G17760.2 3 13,6777 0,4083 0,029852 105,2131
ZjuHsp100-92 8 AT4G30250.1 4 12,6757 0,6385 0,050372 97,50538
ZjuHsp100-93 8 AT2G18190.1 2 4,6779 0,3837 0,082024 35,98385
ZjuHsp100-93 8 AT2G18193.1 2 5,8231 0,3481 0,059779 44,79308
ZjuHsp100-93 8 AT3G50940.1 3 0,1807 15,5714 86,17266 1,39
ZjuHsp100-93 8 AT3G50930.1 3 54,0027 0,4494 0,008322 415,4054
ZjuHsp100-93 8 AT5G17760.2 5 53,0959 0,4123 0,007765 408,43
ZjuHsp100-93 8 AT5G17730.1 5 53,0089 0,488 0,009206 407,7608
ZjuHsp100-93 8 AT5G17760.1 5 54,5188 0,4195 0,007695 419,3754
ZjuHsp100-93 8 AT5G17740.1 5 52,9918 0,4927 0,009298 407,6292
ZjuHsp100-93 8 AT5G57480.1 5 55,9769 0,5898 0,010536 430,5915
ZjuHsp100-93 8 AT5G17750.1 5 17,5131 0,4983 0,028453 134,7162
ZjuHsp100-93 8 AT4G25835.1 4 60,2894 0,5971 0,009904 463,7646
ZjuHsp100-93 8 AT3G28510.1 3 57,0063 0,6294 0,011041 438,51
ZjuHsp100-93 8 AT3G28540.1 3 43,4288 0,6364 0,014654 334,0677
ZjuHsp100-93 8 AT3G28540.2 3 42,7255 0,6365 0,014897 328,6577
ZjuHsp100-93 8 AT1G43910.1 1 50,9645 0,6115 0,011999 392,0346
ZjuHsp100-93 8 AT4G30250.1 4 53,3578 0,6238 0,011691 410,4446
ZjuHsp100-93 8 AT3G28580.1 3 8,6552 0,6659 0,076936 66,57846
ZjuHsp100-93 8 AT5G40010.1 5 53,8288 0,6417 0,011921 414,0677
ZjuHsp100-93 8 AT3G28610.1 3 52,4822 0,6582 0,012541 403,7092
ZjuHsp100-93 8 AT3G28600.1 3 51,9597 0,6432 0,012379 399,69
ZjuHsp100-93 8 AT3G28520.1 3 25,5848 0,6647 0,02598 196,8062
ZjuHsp100-94 8 AT5G08470.1 5 2,0972 0,2724 0,129887 16,13231
ZjuHsp100-94 8 AT3G53230.1 3 56,152 0,8713 0,015517 431,9385
ZjuHsp100-94 8 AT3G09840.1 3 52,7636 0,8801 0,01668 405,8738
ZjuHsp100-94 8 AT5G03340.1 5 54,0495 0,8853 0,016379 415,7654
ZjuHsp100-95 8 AT5G03340.1 5 54,2781 0,8819 0,016248 417,5238
ZjuHsp100-95 8 AT5G08470.1 5 1,7875 0,2864 0,160224 13,75
ZjuHsp100-95 8 AT3G09840.1 3 52,7031 0,8834 0,016762 405,4085
ZjuHsp100-95 8 AT3G53230.1 3 56,2687 0,8739 0,015531 432,8362
ZjuHsp100-97 8 AT5G64580.1 5 2,9847 0,0922 0,030891 22,95923
ZjuHsp100-98 8 AT1G33360.1 1 43,6205 0,3455 0,007921 335,5423
ZjuHsp100-98 8 AT5G49840.1 5 3,0315 0,3569 0,11773 23,31923
ZjuHsp100-98 8 AT5G53350.1 5 11,4994 0,3927 0,03415 88,45692
ZjuHsp100-99 9 AT1G02890.1 1 2,3081 0,2423 0,104978 17,75462
ZjuHsp100-99 9 AT4G02480.1 4 2,1038 0,2416 0,11484 16,18308
ZjuHsp100-99 9 AT4G24860.1 4 7,6285 0,4547 0,059605 58,68077
ZjuHsp100-99 9 AT1G02890.2 1 2,2739 0,2495 0,109723 17,49154
ZjuHsp100-99 9 AT3G19740.1 3 43,0202 0,6554 0,015235 330,9246
ZjuHsp100-99 9 AT1G62130.1 1 5,0955 0,4497 0,088254 39,19615
ZjuHsp100-99 9 AT1G64110.1 1 52,762 0,5356 0,010151 405,8615
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ZjuHsp100-99 9 AT1G50140.2 1 57,9314 0,7035 0,012144 445,6262
ZjuHsp100-99 9 AT1G64110.3 1 52,4139 0,5371 0,010247 403,1838
ZjuHsp100-99 9 AT1G64110.2 1 52,6533 0,5427 0,010307 405,0254
ZjuHsp100-99 9 AT4G28000.1 4 53,6729 0,5687 0,010596 412,8685
ZjuHsp100-99 9 AT1G50140.1 1 57,4645 0,7004 0,012188 442,0346
ZjuHsp100-99 9 AT4G27680.1 4 54,7779 0,6077 0,011094 421,3685
ZjuHsp100-99 9 AT5G52882.1 5 56,566 0,5683 0,010047 435,1231
ZjuHsp100-99 9 AT3G27120.1 3 59,4495 0,7586 0,01276 457,3038
ZjuHsp100-99 9 AT5G53540.1 5 55,842 0,5767 0,010327 429,5538
ZjuHsp100-100 9 AT4G02480.1 4 2,2839 0,2459 0,107667 17,56846
ZjuHsp100-100 9 AT1G02890.1 1 2,3081 0,2326 0,100776 17,75462
ZjuHsp100-100 9 AT4G24860.1 4 8,4795 0,4753 0,056053 65,22692
ZjuHsp100-100 9 AT1G02890.2 1 2,2713 0,24 0,105666 17,47154
ZjuHsp100-100 9 AT3G19740.1 3 58,6209 0,6674 0,011385 450,93
ZjuHsp100-100 9 AT1G62130.1 1 6,626 0,4771 0,072004 50,96923
ZjuHsp100-100 9 AT1G64110.1 1 52,7641 0,5356 0,010151 405,8777
ZjuHsp100-100 9 AT1G50140.2 1 58,0955 0,7063 0,012158 446,8885
ZjuHsp100-100 9 AT1G64110.2 1 52,6514 0,5427 0,010307 405,0108
ZjuHsp100-100 9 AT1G64110.3 1 52,4094 0,5373 0,010252 403,1492
ZjuHsp100-100 9 AT4G28000.1 4 53,6537 0,5689 0,010603 412,7208
ZjuHsp100-100 9 AT1G50140.1 1 57,7337 0,7062 0,012232 444,1054
ZjuHsp100-100 9 AT4G27680.1 4 54,7764 0,6077 0,011094 421,3569
ZjuHsp100-100 9 AT5G52882.1 5 56,6749 0,5674 0,010011 435,9608
ZjuHsp100-100 9 AT3G27120.1 3 59,8238 0,7539 0,012602 460,1831
ZjuHsp100-100 9 AT5G53540.1 5 55,8403 0,5768 0,010329 429,5408
ZjuHsp100-101 9 AT1G03000.1 1 1,6023 0,2323 0,144979 12,32538
ZjuHsp100-101 9 AT5G03340.1 5 53,4479 0,8313 0,015553 411,1377
ZjuHsp100-101 9 AT3G09840.1 3 52,13 0,849 0,016286 401
ZjuHsp100-101 9 AT3G53230.1 3 55,425 0,8172 0,014744 426,3462
ZjuHsp100-101 9 AT3G56690.1 3 50,7203 0,9241 0,01822 390,1562
ZjuHsp100-101 9 AT2G20140.1 2 2,8418 0,0129 0,004539 21,86
ZjuHsp100-101 9 AT4G29040.1 4 2,7809 0,012 0,004315 21,39154
ZjuHsp100-102 9 AT2G20140.1 2 2,8438 0,0129 0,004536 21,87538
ZjuHsp100-102 9 AT4G29040.1 4 2,7809 0,012 0,004315 21,39154
ZjuHsp100-102 9 AT1G09100.1 1 50,4673 0,507 0,010046 388,21
ZjuHsp100-102 9 AT5G58290.1 5 50,9949 0,5105 0,010011 392,2685
ZjuHsp100-102 9 AT3G05530.1 3 48,9132 0,5422 0,011085 376,2554
ZjuHsp100-102 9 AT5G20000.1 5 48,6979 0,5228 0,010736 374,5992
ZjuHsp100-102 9 AT1G45000.1 1 3,9644 0,5675 0,143149 30,49538
ZjuHsp100-102 9 AT5G19990.1 5 36,9003 0,5279 0,014306 283,8485
ZjuHsp100-102 9 AT1G53750.1 1 53,2238 0,5778 0,010856 409,4138
ZjuHsp100-102 9 AT5G43010.1 5 50,2136 0,5798 0,011547 386,2585
ZjuHsp100-102 9 AT1G53780.3 1 16,6802 0,6751 0,040473 128,3092
ZjuHsp100-102 9 AT1G53780.1 1 16,6881 0,6751 0,040454 128,37
ZjuHsp100-102 9 AT1G53780.2 1 16,7089 0,6751 0,040404 128,53
ZjuHsp100-102 9 AT1G45000.2 1 3,5597 0,615 0,172767 27,38231
ZjuHsp100-103 9 AT3G27120.1 3 1,7237 0,145 0,084121 13,25923
ZjuHsp100-103 9 AT3G27130.1 3 1,5724 0,4124 0,262274 12,09538
ZjuHsp100-103 9 AT2G45500.1 2 57,563 0,7001 0,012162 442,7923
ZjuHsp100-103 9 AT2G45500.2 2 58,3136 0,6828 0,011709 448,5662
ZjuHsp100-103 9 AT1G80350.1 1 54,1439 0,778 0,014369 416,4915
ZjuHsp100-103 9 AT2G34560.2 2 5,4083 0,638 0,117967 41,60231
ZjuHsp100-103 9 AT2G34560.1 2 54371 0,6276 0,115429 41,82385
ZjuHsp100-104 10 AT3G50940.1 3 10,3253 0,5157 0,049945 79,42538
ZjuHsp100-104 10 AT2G18193.1 2 19,9673 0,5537 0,02773 153,5946
ZjuHsp100-104 10 AT5G17760.1 5 10,5251 0,6349 0,060322 80,96231
ZjuHsp100-104 10 AT2G18190.1 2 15,5545 0,5981 0,038452 119,65
ZjuHsp100-104 10 AT5G17740.1 5 9,1057 0,6674 0,073295 70,04385
ZjuHsp100-104 10 AT5G17730.1 5 18,8546 0,6511 0,034533 145,0354
ZjuHsp100-104 10 AT2G18190.1 2 15,5752 0,5981 0,038401 119,8092
ZjuHsp100-104 10 AT2G18193.1 2 20,0254 0,5537 0,02765 154,0415
ZjuHsp100-104 10 AT5G17740.1 5 9,1054 0,6674 0,073297 70,04154
ZjuHsp100-104 10 AT5G17760.1 5 10,5165 0,6349 0,060372 80,89615
ZjuHsp100-105 10 AT3G16290.1 3 1,7564 0,1435 0,081701 13,51077
ZjuHsp100-105 10 AT1G50250.1 1 50,7247 0,7438 0,014663 390,19
ZjuHsp100-105 10 AT5G15250.1 5 51,5735 0,7544 0,014628 396,7192
ZjuHsp100-105 10 AT5G42270.1 5 26,5014 0,7213 0,027217 203,8569
ZjuHsp100-105 10 AT1G06430.1 1 52,6628 0,7507 0,014255 405,0985
ZjuHsp100-105 10 AT2G30950.1 2 54,1972 0,7689 0,014187 416,9015
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ZjuHsp100-105 10 AT5G53170.1 5 55,6293 0,8364 0,015035 4279177
ZjuHsp100-105 10 AT5G15250.2 5 51,453 0,7538 0,01465 395,7923
ZjuHsp100-105 10 AT2G26140.1 2 53,2221 0,792 0,014881 409,4008
ZjuHsp100-105 10 AT3G47060.1 3 52,9393 0,9185 0,01735 407,2254
ZjuHsp100-105 10 AT1G07510.1 1 53,402 0,8781 0,016443 410,7846
ZjuHsp100-105 10 AT5G58870.1 5 16,9642 0,8908 0,052511 130,4938
ZjuHsp100-106 10 AT2G03670.1 2 1,7822 0,1794 0,100662 13,70923
ZjuHsp100-106 10 AT3G53230.1 3 52,969 0,6061 0,011443 407,4538
ZjuHsp100-106 10 AT3G09840.1 3 50,976 0,602 0,011809 392,1231
ZjuHsp100-106 10 AT5G03340.1 5 51,5882 0,6099 0,011822 396,8323
ZjuHsp100-106 10 AT3G56690.1 3 27,6851 0,6187 0,022348 212,9623
ZjuHsp100-106 10 AT3G01610.1 3 44,7541 0,6601 0,014749 344,2623
ZjuHsp100-106 10 AT5G08470.1 5 30,1298 0,7416 0,024614 231,7677
ZjuHsp100-107 10 AT2G03670.1 2 1,7332 0,1878 0,108354 13,33231
ZjuHsp100-107 10 AT3G53230.1 3 52,9592 0,6307 0,011909 407,3785
ZjuHsp100-107 10 AT5G03340.1 5 51,2357 0,6364 0,012421 394,1208
ZjuHsp100-107 10 AT3G09840.1 3 50,5008 0,6268 0,012412 388,4677
ZjuHsp100-107 10 AT3G01610.1 3 54,9207 0,6923 0,012605 422,4669
ZjuHsp100-108 10 AT3G53230.1 3 52,5507 0,6054 0,01152 404,2362
ZjuHsp100-108 10 AT2G03670.1 2 1,6444 0,1874 0,113963 12,64923
ZjuHsp100-108 10 AT3G09840.1 3 50,6883 0,602 0,011877 389,91

ZjuHsp100-108 10 AT5G03340.1 5 51,186 0,6113 0,011943 393,7385
ZjuHsp100-108 10 AT3G56690.1 3 47,6125 0,6136 0,012887 366,25

ZjuHsp100-108 10 AT3G01610.1 3 49,0218 0,6639 0,013543 377,0908
ZjuHsp100-108 10 AT5G08470.1 5 36,4795 0,7141 0,019575 280,6115
ZjuHsp100-109 10 AT3G19740.1 3 1,9403 0,2013 0,103747 14,92538
ZjuHsp100-109 10 AT1G50140.1 1 56,1883 0,2318 0,004125 432,2177
ZjuHsp100-109 10 AT1G02890.1 1 27,2442 0,6486 0,023807 209,5708
ZjuHsp100-109 10 AT1G50140.2 1 2,2553 0,2367 0,104953 17,34846
ZjuHsp100-109 10 AT1G02890.2 1 0,6702 0,0207 0,030886 5,155385
ZjuHsp100-109 10 AT4G02480.1 4 17,742 0,6695 0,037735 136,4769
ZjuHsp100-109 10 AT1G64110.1 1 31,1647 0,6379 0,020469 239,7285
ZjuHsp100-109 10 AT1G64110.3 1 20,5471 0,6336 0,030836 158,0546
ZjuHsp100-109 10 AT4G24860.1 4 18,8161 0,7196 0,038244 144,7392
ZjuHsp100-109 10 AT1G64110.2 1 20,7846 0,6369 0,030643 159,8815
ZjuHsp100-109 10 AT4G28000.1 4 42,8823 0,645 0,015041 329,8638
ZjuHsp100-109 10 AT5G52882.1 5 57,9415 0,6355 0,010968 445,7038
ZjuHsp100-109 10 ATA4G27680.1 4 53,3213 0,6009 0,011269 410,1638
ZjuHsp100-109 10 AT1G62130.1 1 9,0907 0,7292 0,080214 69,92846
ZjuHsp100-109 10 AT2G45500.2 2 56,2427 0,7484 0,013307 432,6362
ZjuHsp100-109 10 AT5G53540.1 5 37,3011 0,6112 0,016386 286,9315
ZjuHsp100-109 10 AT2G45500.1 2 56,9621 0,7522 0,013205 438,17

ZjuHsp100-110 10 AT1G50140.1 1 2,0908 0,236 0,112875 16,08308
ZjuHsp100-110 10 AT3G19740.1 3 1,9402 0,2013 0,103752 14,92462
ZjuHsp100-110 10 AT1G02890.1 1 24,4472 0,6501 0,026592 188,0554
ZjuHsp100-110 10 AT1G50140.2 1 2,2553 0,2367 0,104953 17,34846
ZjuHsp100-110 10 AT4G02480.1 4 15,2707 0,6753 0,044222 117,4669
ZjuHsp100-110 10 AT1G02890.2 1 28,2081 0,672 0,023823 216,9854
ZjuHsp100-110 10 AT1G64110.3 1 20,64 0,6336 0,030698 158,7692
ZjuHsp100-110 10 AT1G64110.1 1 31,6458 0,6378 0,020154 243,4292
ZjuHsp100-110 10 AT4G24860.1 4 16,3923 0,7219 0,044039 126,0946
ZjuHsp100-110 10 AT1G64110.2 1 20,5537 0,6369 0,030987 158,1054
ZjuHsp100-110 10 AT4G28000.1 4 40,8808 0,644 0,015753 314,4677
ZjuHsp100-110 10 AT5G52882.1 5 57,8586 0,6358 0,010989 445,0662
ZjuHsp100-110 10 AT4G27680.1 4 53,319 0,6011 0,011274 410,1462
ZjuHsp100-110 10 AT1G62130.1 1 9,0849 0,7292 0,080265 69,88385
ZjuHsp100-110 10 AT2G45500.2 2 56,7157 0,754 0,013294 436,2746
ZjuHsp100-110 10 AT5G53540.1 5 37,2734 0,6112 0,016398 286,7185
ZjuHsp100-110 10 AT2G45500.1 2 57,4218 0,7577 0,013195 441,7062
ZjuHsp100-111 10 AT1G50140.2 1 2,0908 0,236 0,112875 16,08308
ZjuHsp100-111 10 AT3G19740.1 3 1,9402 0,2013 0,103752 14,92462
ZjuHsp100-111 10 AT1G02890.1 1 24,4472 0,6501 0,026592 188,0554
ZjuHsp100-111 10 AT1G50140.1 1 2,2553 0,2367 0,104953 17,34846
ZjuHsp100-111 10 AT4G02480.1 4 15,2707 0,6753 0,044222 117,4669
ZjuHsp100-111 10 AT1G02890.2 1 28,2081 0,672 0,023823 216,9854
ZjuHsp100-111 10 AT1G64110.3 1 20,64 0,6336 0,030698 158,7692
ZjuHsp100-111 10 AT1G64110.1 1 31,6458 0,6378 0,020154 243,4292
ZjuHsp100-111 10 AT4G24860.1 4 16,3923 0,7219 0,044039 126,0946
ZjuHsp100-111 10 AT1G64110.2 1 20,5537 0,6369 0,030987 158,1054
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ZjuHsp100-111 10 AT4G28000.1 4 40,8808 0,644 0,015753 314,4677
ZjuHsp100-111 10 AT5G52882.1 5 57,8586 0,6358 0,010989 445,0662
ZjuHsp100-111 10 AT4G27680.1 4 53,319 0,6011 0,011274 410,1462
ZjuHsp100-111 10 AT1G62130.1 1 9,0849 0,7292 0,080265 69,88385
ZjuHsp100-111 10 AT2G45500.2 2 56,7157 0,754 0,013294 436,2746
ZjuHsp100-111 10 AT5G53540.1 5 37,2734 0,6112 0,016398 286,7185
ZjuHsp100-111 10 AT2G45500.1 2 57,4218 0,7577 0,013195 441,7062
ZjuHsp100-112 10 AT1G50140.2 1 2,0908 0,236 0,112875 16,08308
ZjuHsp100-112 10 AT3G19740.1 3 1,9402 0,2013 0,103752 14,92462
ZjuHsp100-112 10 AT1G02890.1 1 24,4472 0,6501 0,026592 188,0554
ZjuHsp100-112 10 AT1G50140.1 1 2,2553 0,2367 0,104953 17,34846
ZjuHsp100-112 10 AT1G02890.2 1 28,2081 0,672 0,023823 216,9854
ZjuHsp100-112 10 AT4G02480.1 4 15,2707 0,6753 0,044222 117,4669
ZjuHsp100-112 10 AT1G64110.2 1 20,5537 0,6369 0,030987 158,1054
ZjuHsp100-112 10 AT1G64110.1 1 31,6458 0,6378 0,020154 243,4292
ZjuHsp100-112 10 AT4G24860.1 4 16,3923 0,7219 0,044039 126,0946
ZjuHsp100-112 10 AT1G64110.3 1 20,64 0,6336 0,030698 158,7692
ZjuHsp100-112 10 AT4G28000.1 4 40,8808 0,644 0,015753 314,4677
ZjuHsp100-112 10 AT5G52882.1 5 57,8586 0,6358 0,010989 445,0662
ZjuHsp100-112 10 AT4G27680.1 4 53,319 0,6011 0,011274 410,1462
ZjuHsp100-112 10 AT1G62130.1 1 9,0849 0,7292 0,080265 69,88385
ZjuHsp100-112 10 AT2G45500.2 2 56,7157 0,754 0,013294 436,2746
ZjuHsp100-112 10 AT5G53540.1 5 37,2734 0,6112 0,016398 286,7185
ZjuHsp100-112 10 AT2G45500.1 2 57,4218 0,7577 0,013195 441,7062
ZjuHsp100-113 10 AT2G39730.3 2 42,4395 0,5648 0,013308 326,4577
ZjuHsp100-113 10 AT1G73110.1 1 1,8969 0,158 0,083294 14,59154
ZjuHsp100-113 10 AT2G39730.1 2 45,9034 0,5681 0,012376 353,1031
ZjuHsp100-113 10 AT2G39730.2 2 48,7921 0,565 0,01158 375,3238
ZjuHsp100-114 11 AT5G03340.1 5 55,5807 0,6787 0,012211 427,5438
ZjuHsp100-114 11 AT3G01610.1 3 3,3522 0,4152 0,123859 25,78615
ZjuHsp100-114 11 AT3G09840.1 3 54,9032 0,678 0,012349 422,3323
ZjuHsp100-114 11 AT3G53230.1 3 56,9289 0,6653 0,011687 437,9146
ZjuHsp100-114 11 AT2G03670.1 2 54,6055 0,7077 0,01296 420,0423
ZjuHsp100-114 11 AT3G56690.1 3 54,4172 0,6827 0,012546 418,5938
ZjuHsp100-114 11 AT1G03000.1 1 3,8683 4,2224 1,091539 29,75615
ZjuHsp100-115 11 AT2G30950.1 2 51,9107 0,7162 0,013797 399,3131
ZjuHsp100-115 11 AT4G23940.1 4 2,2613 0,1533 0,067793 17,39462
ZjuHsp100-115 11 AT1G06430.1 1 29,2558 0,7354 0,025137 225,0446
ZjuHsp100-115 11 AT5G15250.1 5 50,1173 0,7614 0,015192 385,5177
ZjuHsp100-115 11 AT1G50250.1 1 52,3746 0,7591 0,014494 402,8815
ZjuHsp100-115 11 AT5G42270.1 5 54,5156 0,7778 0,014267 419,3508
ZjuHsp100-115 11 AT2G26140.1 2 50,7844 0,821 0,016166 390,6492
ZjuHsp100-115 11 AT5G15250.2 5 49,7157 0,7577 0,015241 382,4285
ZjuHsp100-116 11 AT1G63160.1 1 1,5517 0,0629 0,040536 11,93615
ZjuHsp100-119 11 AT1G64110.3 1 3,3852 0,1422 0,042006 26,04
ZjuHsp100-119 11 AT1G64110.2 1 3,3381 0,1466 0,043917 25,67769
ZjuHsp100-119 11 AT5G52882.1 5 3,2801 0,186 0,056706 25,23154
ZjuHsp100-119 11 AT1G64110.1 1 3,2983 0,1441 0,043689 25,37154
ZjuHsp100-119 11 AT1G02890.1 1 6,9947 0,534 0,076344 53,80538
ZjuHsp100-119 11 AT4G28000.1 4 2,5835 0,1943 0,075208 19,87308
ZjuHsp100-119 11 AT1G02890.2 1 6,5936 0,5511 0,083581 50,72
ZjuHsp100-119 11 AT4G02480.1 4 12,4405 0,5462 0,043905 95,69615
ZjuHsp100-119 11 AT4G24860.1 4 9,049 0,5694 0,062924 69,60769
ZjuHsp100-119 11 AT3G19740.1 3 5,7485 0,6554 0,114012 44,21923
ZjuHsp100-119 11 AT1G50140.1 1 11,6061 0,6812 0,058693 89,27769
ZjuHsp100-119 11 AT1G50140.2 1 12,5631 12,5631 1 96,63923
ZjuHsp100-119 11 ATAG27680.1 4 52,4301 0,6436 0,012275 403,3085
ZjuHsp100-119 11 AT1G62130.1 1 10,5203 0,6237 0,059285 80,92538
ZjuHsp100-119 11 AT5G53540.1 5 55,4187 0,6555 0,011828 426,2977
ZjuHsp100-120 11 AT5G26860.1 5 53,3435 0,6849 0,012839 410,3346
ZjuHsp100-120 11 AT5G47040.1 5 1,5847 0,0615 0,038809 12,19
ZjuHsp100-120 11 AT3G05780.1 3 18,5011 0,7087 0,038306 142,3162
ZjuHsp100-120 11 AT3G05790.1 3 52,5062 0,7371 0,014038 403,8938
ZjuHsp100-121 11 AT2G39730.3 2 4,7786 0,1443 0,030197 36,75846
ZjuHsp100-121 11 AT2G39730.2 2 4,7783 0,1443 0,030199 36,75615
ZjuHsp100-121 11 AT1G73110.1 1 17,538 0,5434 0,030984 134,9077
ZjuHsp100-121 11 AT2G39730.1 2 47776 0,1443 0,030203 36,75077
ZjuHsp100-122 11 AT1G53780.2 1 12,4405 0,5462 0,043905 95,69615
ZjuHsp100-122 11 AT1G53750.1 1 1,7187 0,0198 0,01152 13,22077
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ZjuHsp100-122 11 AT1G53780.3 1 2,0923 0,1165 0,05568 16,09462
ZjuHsp100-122 11 AT1G53780.1 1 2,0083 0,1123 0,055918 15,44846
ZjuHsp100-122 11 AT5G20000.1 5 56,0212 0,5005 0,008934 430,9323
ZjuHsp100-122 11 AT5G19990.1 5 55,877 0,5009 0,008964 429,8231
ZjuHsp100-122 11 AT5G43010.1 5 53,8997 0,5585 0,010362 414,6131
ZjuHsp100-122 11 AT1G45000.1 1 55,3556 0,5437 0,009822 425,8123
ZjuHsp100-122 11 AT2G20140.1 2 14,3128 0,5566 0,038888 110,0985
ZjuHsp100-122 11 AT4G29040.1 4 22,4607 0,5591 0,024892 172,7746
ZjuHsp100-122 11 AT1G09100.1 1 54,3803 0,5614 0,010324 418,31

ZjuHsp100-122 11 AT3G05530.1 3 51,8075 0,5702 0,011006 398,5192
ZjuHsp100-122 11 AT5G58290.1 5 53,015 0,6062 0,011434 407,8077
ZjuHsp100-123 11 AT5G03340.1 5 52,9331 0,5959 0,011258 407,1777
ZjuHsp100-123 11 AT3G01610.1 3 45,858 0,3205 0,006989 352,7538
ZjuHsp100-123 11 AT3G09840.1 3 52,1275 0,6049 0,011604 400,9808
ZjuHsp100-123 11 AT3G53230.1 3 54,6955 0,6031 0,011027 420,7346
ZjuHsp100-123 11 AT1G03000.1 1 53,1977 0,8707 0,016367 409,2131
ZjuHsp100-123 11 AT2G03670.1 2 0,1726 16,6057 96,20915 1,327692
ZjuHsp100-123 11 AT3G56690.1 3 52,4815 0,7464 0,014222 403,7038
ZjuHsp100-124 11 AT1G33360.1 1 6,4465 0,2575 0,039944 49,58846
ZjuHsp100-124 11 AT5G49840.1 5 2,3678 0,2624 0,11082 18,21385
ZjuHsp100-124 11 AT5G53350.1 5 10,434 0,3217 0,030832 80,26154
ZjuHsp100-125 12 AT3G24530.1 2 2,4101 0,1349 0,055973 18,53923
ZjuHsp100-126 12 AT5G03340.1 5 2,2478 0,0357 0,015882 17,29077
ZjuHsp100-126 12 AT3G53230.1 3 2,7945 0,0392 0,014028 21,49615
ZjuHsp100-126 12 AT3G09840.1 3 2,2844 0,0408 0,01786 17,57231
ZjuHsp100-126 12 AT2G03670.1 2 51,1392 0,6067 0,011864 393,3785
ZjuHsp100-126 12 AT3G01610.1 3 51,1403 0,6067 0,011863 393,3869
ZjuHsp100-127 12 AT5G57710.1 5 12,1494 0,743 0,061155 93,45692
ZjuHsp100-127 12 AT3G52490.1 3 2,4425 0,3079 0,126059 18,78846
ZjuHsp100-127 12 AT4G30350.1 4 11,6831 0,7123 0,060968 89,87

ZjuHsp100-128 12 AT5G20000.1 5 1,4908 0,0385 0,025825 11,46769
ZjuHsp100-128 12 AT5G19990.1 5 1,5499 0,0285 0,018388 11,92231
ZjuHsp100-128 12 AT2G20140.1 2 16,2302 0,5175 0,031885 124,8477
ZjuHsp100-128 12 AT1G53750.1 1 55,2061 0,4994 0,009046 424,6623
ZjuHsp100-128 12 AT1G53780.1 1 53,2399 0,5466 0,010267 409,5377
ZjuHsp100-128 12 AT4G29040.1 4 14,6755 0,5172 0,035242 112,8885
ZjuHsp100-128 12 AT1G53780.2 1 6,5467 45113 0,689095 50,35923
ZjuHsp100-128 12 AT1G53780.3 1 53,7169 0,5088 0,009472 413,2069
ZjuHsp100-128 12 AT1G45000.1 1 54,1082 0,5343 0,009875 416,2169
ZjuHsp100-128 12 AT5G43010.1 5 51,8607 0,5348 0,010312 398,9285
ZjuHsp100-128 12 AT3G05530.1 3 50,5383 0,5426 0,010736 388,7562
ZjuHsp100-128 12 AT1G09100.1 1 52,9361 0,5362 0,010129 407,2008
ZjuHsp100-129 12 AT1G05910.1 1 10,9754 0,8689 0,079168 84,42615
ZjuHsp100-129 12 AT3G15120.1 3 2,1307 0,4027 0,188999 16,39

ZjuHsp100-130 12 AT1G05910.1 1 10,9754 0,8689 0,079168 84,42615
ZjuHsp100-130 12 AT3G15120.1 3 2,1307 0,4027 0,188999 16,39

ZjuHsp100-131 12 AT1G73170.2 1 3,8813 16,2188 4,178703 29,85615
ZjuHsp100-131 12 AT1G73170.1 1 3,3343 16,9352 5,079087 25,64846
ZjuHsp100-131 12 AT3G10420.1 3 9,3844 3,8115 0,406153 72,18769
ZjuHsp100-131 12 AT3G10420.2 3 7,6438 3,6504 0,477564 58,79846
ZjuHsp100-131 12 AT1G33290.1 1 5,1528 2,9621 0,574853 39,63692
ZjuHsp100-132 scaffold AT4G30350.1 4 2,6039 0,2692 0,103383 20,03

ZjuHsp100-132 scaffold AT5G57710.1 5 2,0969 0,2652 0,126472 16,13

ZjuHsp100-132 scaffold AT5G57130.1 5 15,3139 0,5848 0,038188 117,7992
ZjuHsp100-132 scaffold AT3G52490.1 3 3,8028 0,5814 0,152887 29,25231
ZjuHsp100-133 scaffold AT5G42270.1 5 50,9314 0,7797 0,015309 391,78

ZjuHsp100-133 scaffold AT3G16290.1 3 1,7246 0,1008 0,058448 13,26615
ZjuHsp100-133 scaffold AT5G15250.1 5 37,0296 0,8079 0,021818 284,8431
ZjuHsp100-133 scaffold AT1G50250.1 1 21,1329 0,8423 0,039857 162,5608
ZjuHsp100-133 scaffold AT1G06430.1 1 52,435 0,7557 0,014412 403,3462
ZjuHsp100-133 scaffold AT2G30950.1 2 53,3371 0,7533 0,014123 410,2854
ZjuHsp100-133 scaffold AT5G15250.2 5 39,8319 0,8081 0,020288 306,3992
ZjuHsp100-133 scaffold AT5G53170.1 5 55,4737 0,8189 0,014762 426,7208
ZjuHsp100-133 scaffold AT2G26140.1 2 0,2813 16,1858 57,53928 2,163846
ZjuHsp100-133 scaffold AT3G47060.1 3 53,5372 0,8768 0,016377 411,8246
ZjuHsp100-133 scaffold AT5G58870.1 5 53,7415 0,8768 0,016315 413,3962
ZjuHsp100-134 scaffold AT3G05790.1 3 1,6697 0,1663 0,099599 12,84385
ZjuHsp100-134 scaffold AT5G26860.1 5 1,7269 0,1314 0,07609 13,28385
ZjuHsp100-134 scaffold AT5G47040.1 5 35,0106 0,6818 0,019474 269,3123
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ZjuHsp100-134 scaffold AT3G05780.1 3 1,7879 0,2053 0,114827 13,75308
ZjuHsp100-135 scaffold AT3G50930.1 3 7,6596 0,4104 0,05358 58,92

ZjuHsp100-135 scaffold AT3G50940.1 3 53,2769 0,4252 0,007981 409,8223
ZjuHsp100-135 scaffold AT2G18190.1 2 22,2567 0,4993 0,022434 171,2054
ZjuHsp100-135 scaffold AT2G18193.1 2 22,1487 0,4867 0,021974 170,3746
ZjuHsp100-135 scaffold AT5G17760.1 5 18,546 0,5302 0,028588 142,6615
ZjuHsp100-135 scaffold AT5G17730.1 5 45,6326 0,5768 0,01264 351,02

ZjuHsp100-135 scaffold AT5G17740.1 5 25,6175 0,5741 0,02241 197,0577
ZjuHsp100-136 scaffold AT3G50930.1 3 7,6596 0,4104 0,05358 58,92

ZjuHsp100-136 scaffold AT3G50940.1 3 53,2769 0,4252 0,007981 409,8223
ZjuHsp100-136 scaffold AT2G18190.1 2 22,2567 0,4993 0,022434 171,2054
ZjuHsp100-136 scaffold AT2G18193.1 2 22,1487 0,4867 0,021974 170,3746
ZjuHsp100-136 scaffold AT5G17760.1 5 18,546 0,5302 0,028588 142,6615
ZjuHsp100-136 scaffold AT5G17730.1 5 45,6326 0,5768 0,01264 351,02

ZjuHsp100-136 scaffold AT5G17740.1 5 25,6175 0,5741 0,02241 197,0577
ZjuHsp100-137 scaffold AT4G24710.1 4 1,5312 0,1642 0,107236 11,77846
ZjuHsp100-138 scaffold AT3G56690.1 3 1,7321 0,2575 0,148663 13,32385
ZjuHsp100-139 scaffold AT1G21690.4 1 1,195 0,1034 0,086527 9,192308
ZjuHsp100-139 scaffold AT1G21690.1 1 1,1473 0,1011 0,08812 8,825385
ZjuHsp100-139 scaffold AT1G21690.3 1 1,2816 0,1452 0,113296 9,858462
ZjuHsp100-139 scaffold AT1G21690.2 1 1,2196 0,103 0,084454 9,381538
ZjuHsp100-139 scaffold AT1G77470.1 1 52,3498 0,6581 0,012571 402,6908
ZjuHsp100-139 scaffold AT1G63160.1 1 53,5463 0,6701 0,012514 411,8946
ZjuHsp100-140 scaffold AT1G21690.3 1 1,1135 0,0953 0,085586 8,565385
ZjuHsp100-140 scaffold AT1G21690.1 1 1,1473 0,1011 0,08812 8,825385
ZjuHsp100-140 scaffold AT1G21690.2 1 1,2196 0,103 0,084454 9,381538
ZjuHsp100-140 scaffold AT1G21690.4 1 1,195 0,1034 0,086527 9,192308
ZjuHsp100-140 scaffold AT1G63160.1 1 53,5463 0,6701 0,012514 411,8946
ZjuHsp100-140 scaffold AT1G77470.1 1 52,3498 0,6581 0,012571 402,6908
ZjuHsp100-141 scaffold AT3G50930.1 3 7,6596 0,4104 0,05358 58,92

ZjuHsp100-141 scaffold AT3G50940.1 3 53,2769 0,4252 0,007981 409,8223
ZjuHsp100-141 scaffold AT2G18190.1 2 22,2567 0,4993 0,022434 171,2054
ZjuHsp100-141 scaffold AT2G18193.1 2 22,1487 0,4867 0,021974 170,3746
ZjuHsp100-141 scaffold AT5G17760.1 5 18,546 0,5302 0,028588 142,6615
ZjuHsp100-141 scaffold AT5G17730.1 5 45,6326 0,5768 0,01264 351,02

ZjuHsp100-141 scaffold AT5G17740.1 5 25,6175 0,5741 0,02241 197,0577
ZjuHsp100-142 scaffold AT4G24710.1 4 1,5464 0,1601 0,103531 11,89538
ZjuHsp100-143 scaffold AT1G80350.1 1 47,717 0,5892 0,012348 367,0538
ZjuHsp100-143 scaffold AT2G27600.1 2 3,2767 3,2767 1 25,20538
ZjuHsp100-143 scaffold AT2G34560.2 2 54,0531 0,6183 0,011439 415,7931
ZjuHsp100-143 scaffold AT2G34560.1 2 53,7514 0,5911 0,010997 413,4723
ZjuHsp100-143 scaffold AT2G45500.2 2 57,7808 0,6 0,010384 4444677
ZjuHsp100-143 scaffold AT2G45500.1 2 57,6577 0,6026 0,010451 443,5208
ZjuHsp100-143 scaffold AT1G50140.2 1 53,1206 0,7377 0,013887 408,62

ZjuHsp100-143 scaffold AT3G27120.1 3 56,6611 0,6064 0,010702 435,8546
ZjuHsp100-143 scaffold AT1G50140.1 1 53,119 0,7377 0,013888 408,6077
ZjuHsp100-144 scaffold AT3G50930.1 3 28,2508 0,3005 0,010637 217,3138
ZjuHsp100-144 scaffold AT3G50940.1 3 27,3246 0,307 0,011235 210,1892
ZjuHsp100-144 scaffold AT2G18193.1 2 16,5317 0,4804 0,029059 127,1669
ZjuHsp100-144 scaffold AT2G18190.1 2 13,9102 0,5396 0,038792 107,0015
ZjuHsp100-144 scaffold AT5G17760.1 5 18,0097 0,5323 0,029556 138,5362
ZjuHsp100-144 scaffold AT5G17740.1 5 8,6112 0,538 0,062477 66,24

ZjuHsp100-144 scaffold AT5G17730.1 5 15,1661 0,5301 0,034953 116,6623
ZjuHsp100-144 scaffold AT3G28600.1 3 52,6047 0,5692 0,01082 404,6515
ZjuHsp100-144 scaffold AT3G28610.1 3 52,0166 0,5613 0,010791 400,1277
ZjuHsp100-144 scaffold AT5G57480.1 5 25,7189 0,6098 0,02371 197,8377
ZjuHsp100-144 scaffold ATA4G25835.1 4 13,6408 0,6452 0,047299 104,9292
ZjuHsp100-144 scaffold AT3G28540.2 3 52,1921 0,6026 0,011546 401,4777
ZjuHsp100-144 scaffold AT3G28540.1 3 52,4255 0,6006 0,011456 403,2731
ZjuHsp100-144 scaffold AT3G28510.1 3 51,8681 0,6023 0,011612 398,9854
ZjuHsp100-144 scaffold AT5G40000.1 5 50,5123 0,6078 0,2026 23,07692
ZjuHsp100-144 scaffold AT3G28570.1 3 51,7813 0,5625 0,010863 398,3177
ZjuHsp100-144 scaffold AT3G28580.1 3 19,1958 0,5909 0,030783 147,66

ZjuHsp100-144 scaffold AT5G17750.1 5 20,9364 0,5166 0,024675 161,0492
ZjuHsp100-144 scaffold AT5G40010.1 5 41,2097 0,5856 0,01421 316,9977
ZjuHsp100-144 scaffold AT1G43910.1 1 50,8529 0,6097 0,011989 391,1762
ZjuHsp100-144 scaffold AT4G30250.1 4 47,6765 21,8104 0,457466 366,7423
ZjuHsp100-144 scaffold AT3G28520.1 3 47,6765 0,6304 0,013222 366,7423
ZjuHsp100-145 scaffold AT5G15250.2 5 3,6485 0,149 0,040839 28,06538
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ZjuHsp100-145 scaffold AT5G15250.1 5 3,6488 0,1491 0,040863 28,06769
ZjuHsp100-145 scaffold AT1G06430.1 1 48,8611 0,2366 0,004842 375,8546
ZjuHsp100-145 scaffold AT2G30950.1 2 49,4272 0,2383 0,004821 380,2092
ZjuHsp100-145 scaffold AT1G50250.1 1 48,2817 0,5022 0,010401 371,3977
ZjuHsp100-145 scaffold AT5G42270.1 5 17,5358 0,4792 0,027327 134,8908
ZjuHsp100-145 scaffold AT5G53170.1 5 51,6592 0,6154 0,011913 397,3785
ZjuHsp100-145 scaffold AT2G26140.1 2 49,9981 0,6385 0,01277 384,6008
ZjuHsp100-145 scaffold AT5G58870.1 5 50,9504 0,653 0,012816 391,9262
ZjuHsp100-145 scaffold AT2G29080.1 2 51,2498 0,5947 0,011604 394,2292
ZjuHsp100-145 scaffold AT1G07510.1 1 50,8127 0,6124 0,012052 390,8669
ZjuHsp100-145 scaffold AT3G47060.1 3 49,8798 0,6229 0,012488 383,6908
ZjuHsp100-145 scaffold AT3G02450.1 3 16,7121 0,5749 0,0344 128,5546
ZjuHsp100-145 scaffold AT4G23940.1 4 22,3768 0,7605 0,033986 172,1292
ZjuHsp100-146 scaffold AT3G48870.2 3 2,2715 0,0772 0,033986 17,47308
ZjuHsp100-146 scaffold AT5G50920.1 5 2,3706 0,0599 0,025268 18,23538
ZjuHsp100-146 scaffold AT5G51070.1 5 50,5515 0,4548 0,008997 388,8577
ZjuHsp100-146 scaffold AT3G48870.1 3 2,3069 0,0829 0,035936 17,74538
ZjuHsp100-146 scaffold AT5G15450.1 5 51,5495 0,4875 0,009457 396,5346
ZjuHsp100-146 scaffold AT2G25140.1 2 45,7055 0,4916 0,010756 351,5808
ZjuHsp100-146 scaffold AT1G74310.1 1 50,6932 0,5037 0,009936 389,9477
ZjuHsp100-146 scaffold AT3G45450.1 3 3,4229 0,2793 0,081597 26,33
ZjuHsp100-146 scaffold AT4G14670.1 4 19,7122 0,484 0,024553 151,6323
ZjuHsp100-147 scaffold AT5G26860.1 5 51,3648 0,621 0,01209 395,1138
ZjuHsp100-147 scaffold AT5G47040.1 5 1,8016 0,0858 0,047624 13,85846
ZjuHsp100-147 scaffold AT3G05780.1 3 34,687 0,6882 0,01984 266,8231
ZjuHsp100-147 scaffold AT3G05790.1 3 51,2249 0,6459 0,012609 394,0377
ZjuHsp100-148 scaffold AT1G02890.1 1 5,4692 0,3542 0,064763 42,07077
ZjuHsp100-148 scaffold AT4G02480.1 4 8,7009 0,3464 0,039812 66,93
ZjuHsp100-148 scaffold ATA4G24860.1 4 1,861 0,315 0,169264 14,31538
ZjuHsp100-148 scaffold AT1G02890.2 1 5,3502 0,3663 0,068465 41,15538
ZjuHsp100-148 scaffold AT1G64110.3 1 53,0434 0,5381 0,010145 408,0262
ZjuHsp100-148 scaffold AT1G62130.1 1 2,0924 0,3259 0,155754 16,09538
ZjuHsp100-148 scaffold AT1G64110.1 1 52,1838 0,5377 0,010304 401,4138
ZjuHsp100-148 scaffold AT1G64110.2 1 53,2318 0,0102 0,000192 409,4754
ZjuHsp100-148 scaffold AT4G28000.1 4 53,4414 0,5437 0,010174 411,0877
ZjuHsp100-148 scaffold AT3G19740.1 3 23,6592 0,6684 0,028251 181,9938
ZjuHsp100-148 scaffold AT5G52882.1 5 55,9577 0,5337 0,009538 430,4438
ZjuHsp100-148 scaffold AT4G28000.1 4 53,4393 0,5439 0,010178 411,0715
ZjuHsp100-148 scaffold AT1G50140.2 1 30,0535 0,6647 0,022117 231,1808
ZjuHsp100-148 scaffold AT1G50140.1 1 39,1399 0,6583 0,016819 301,0762
ZjuHsp100-148 scaffold AT5G53540.1 5 54,215 0,6048 0,011156 417,0385
ZjuHsp100-148 scaffold AT4G27680.1 4 54,0427 0,5751 0,010642 415,7131
ZjuHsp100-148 scaffold AT1G80350.1 1 53,485 0,8467 0,015831 411,4231
ZjuHsp100-148 scaffold AT3G27120.1 3 57,3901 0,7458 0,012995 441,4623
ZjuHsp100-148 scaffold AT2G45500.2 2 56,085 0,8239 0,01469 431,4231
ZjuHsp100-149 scaffold AT1G02890.1 1 5,4692 0,3542 0,064763 42,07077
ZjuHsp100-149 scaffold ATA4G02480.1 4 8,7009 0,3464 0,039812 66,93
ZjuHsp100-149 scaffold ATA4G24860.1 4 1,861 0,315 0,169264 14,31538
ZjuHsp100-149 scaffold AT1G02890.2 1 5,3502 0,3663 0,068465 41,15538
ZjuHsp100-149 scaffold AT1G64110.3 1 53,0434 0,5381 0,010145 408,0262
ZjuHsp100-149 scaffold AT1G62130.1 1 2,0924 0,3259 0,155754 16,09538
ZjuHsp100-149 scaffold AT1G64110.1 1 52,1838 0,5377 0,010304 401,4138
ZjuHsp100-149 scaffold AT1G64110.2 1 53,2318 0,0102 0,000192 409,4754
ZjuHsp100-149 scaffold AT4G28000.1 4 53,4414 0,5437 0,010174 411,0877
ZjuHsp100-149 scaffold AT3G19740.1 3 23,6592 0,6684 0,028251 181,9938
ZjuHsp100-149 scaffold AT5G52882.1 5 55,9577 0,5337 0,009538 430,4438
ZjuHsp100-149 scaffold AT4G28000.1 4 53,4393 0,5439 0,010178 411,0715
ZjuHsp100-149 scaffold AT1G50140.2 1 30,0535 0,6647 0,022117 231,1808
ZjuHsp100-149 scaffold AT1G50140.1 1 39,1399 0,6583 0,016819 301,0762
ZjuHsp100-149 scaffold AT5G53540.1 5 54,215 0,6048 0,011156 417,0385
ZjuHsp100-149 scaffold AT4G27680.1 4 54,0427 0,5751 0,010642 415,7131
ZjuHsp100-149 scaffold AT1G80350.1 1 53,485 0,8467 0,015831 411,4231
ZjuHsp100-149 scaffold AT3G27120.1 3 57,3901 0,7458 0,012995 441,4623
ZjuHsp100-149 scaffold AT2G45500.2 2 56,0868 0,8236 0,014684 431,4369
ZjuHsp100-150 scaffold AT3G28580.1 3 8,4122 0,3841 0,04566 64,70923
ZjuHsp100-150 scaffold AT5G40010.1 5 16,2503 0,3607 0,022197 125,0023
ZjuHsp100-150 scaffold AT3G28600.1 3 56,0647 0,4278 0,00763 431,2669
ZjuHsp100-150 scaffold AT3G28510.1 3 6,2195 0,405 0,065118 47,84231
ZjuHsp100-150 scaffold AT3G28540.2 3 58,0611 0,4045 0,006967 446,6238
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ZjuHsp100-150 scaffold AT3G28540.1 3 58,4847 0,4045 0,006916 449,8823
ZjuHsp100-150 scaffold AT3G28570.1 3 5,5786 0,4531 0,081221 42,91231
ZjuHsp100-150 scaffold AT3G28520.1 5 12,2243 0,4582 0,037483 94,03308
ZjuHsp100-150 scaffold AT5G40000.1 3 4,7402 0,4518 0,095312 36,46308
ZjuHsp100-150 scaffold AT3G28610.1 3 30,1509 0,4475 0,014842 231,93

ZjuHsp100-150 scaffold AT3G50930.1 3 26,4449 0,665 0,025147 203,4223
ZjuHsp100-150 scaffold AT3G50940.1 3 52,0441 0,5989 0,011508 400,3392
ZjuHsp100-150 scaffold AT4G25835.1 4 54,4912 0,6343 0,01164 419,1631
ZjuHsp100-150 scaffold AT5G57480.1 5 54,5875 0,6148 0,011263 419,9038
ZjuHsp100-150 scaffold AT5G17740.1 5 56,1088 0,5949 0,010603 431,6062
ZjuHsp100-150 scaffold AT5G17760.1 5 52,8493 0,6157 0,01165 406,5331
ZjuHsp100-150 scaffold AT2G18193.1 2 55,95 0,6696 0,011968 430,3846
ZjuHsp100-150 scaffold AT4G30250.1 4 55,3625 0,5803 0,010482 425,8654
ZjuHsp100-150 scaffold AT5G17750.1 5 53,9735 0,5585 0,010348 415,1808
ZjuHsp100-150 scaffold AT1G43910.1 1 56,5815 0,6534 0,011548 435,2423
ZjuHsp100-150 scaffold AT5G17730.1 5 53,4927 0,6406 0,011975 411,4823
ZjuHsp100-150 scaffold AT2G18190.1 2 55,2818 0,6454 0,011675 425,2446
ZjuHsp100-150 scaffold AT2G46620.1 2 55,4184 0,6806 0,012281 426,2954
ZjuHsp100-150 scaffold AT4G05380.1 4 57,3479 0,439 0,007655 441,1377
ZjuHsp100-151 scaffold AT2G27600.1 2 53,4878 0,6071 0,01135 411,4446
ZjuHsp100-151 scaffold AT1G80350.1 1 52,2137 0,6149 0,011777 401,6438
ZjuHsp100-151 scaffold AT2G34560.1 2 2,2272 0,1804 0,080999 17,13231
ZjuHsp100-151 scaffold AT2G34560.2 2 2,229 0,1778 0,079767 17,14615
ZjuHsp100-151 scaffold AT3G19740.1 3 16,8178 0,733 0,043585 129,3677
ZjuHsp100-151 scaffold AT3G27120.1 3 47,7652 0,6033 0,012631 367,4246
ZjuHsp100-151 scaffold AT2G45500.2 2 53,9682 0,6191 0,011472 415,14

ZjuHsp100-151 scaffold AT2G45500.1 2 54,1444 0,6113 0,01129 416,4954
ZjuHsp100-151 scaffold AT1G64110.1 1 49,8485 0,7263 0,01457 383,45

ZjuHsp100-151 scaffold AT1G64110.2 1 49,8493 0,7262 0,014568 383,4562
ZjuHsp100-151 scaffold AT1G64110.3 1 49,848 0,7263 0,01457 383,4462
ZjuHsp100-151 scaffold AT5G52882.1 5 52,7361 0,7629 0,014466 405,6623
ZjuHsp100-151 scaffold AT1G50140.2 1 50,5802 0,7356 0,014543 389,0785
ZjuHsp100-151 scaffold AT4G28000.1 4 50,29 0,7865 0,015639 386,8462
ZjuHsp100-151 scaffold AT1G50140.1 1 50,5804 0,7357 0,014545 389,08

ZjuHsp100-152 scaffold AT2G27600.1 2 53,4878 0,6071 0,01135 411,4446
ZjuHsp100-152 scaffold AT1G80350.1 1 52,2137 0,6149 0,011777 401,6438
ZjuHsp100-152 scaffold AT2G34560.1 2 2,2272 0,1804 0,080999 17,13231
ZjuHsp100-152 scaffold AT2G34560.2 2 2,229 0,1778 0,079767 17,14615
ZjuHsp100-152 scaffold AT3G19740.1 3 16,8178 0,733 0,043585 129,3677
ZjuHsp100-152 scaffold AT3G27120.1 3 47,7652 0,6033 0,012631 367,4246
ZjuHsp100-152 scaffold AT2G45500.2 2 53,9682 0,6191 0,011472 415,14

ZjuHsp100-152 scaffold AT2G45500.1 2 54,1444 0,6113 0,01129 416,4954
ZjuHsp100-152 scaffold AT1G64110.1 1 49,8485 0,7263 0,01457 383,45

ZjuHsp100-152 scaffold AT1G64110.2 1 49,8493 0,7262 0,014568 383,4562
ZjuHsp100-152 scaffold AT1G64110.3 1 49,848 0,7263 0,01457 383,4462
ZjuHsp100-152 scaffold AT5G52882.1 5 52,7361 0,7629 0,014466 405,6623
ZjuHsp100-152 scaffold AT1G50140.2 1 50,5802 0,7356 0,014543 389,0785
ZjuHsp100-152 scaffold AT4G28000.1 4 50,29 0,7865 0,015639 386,8462
ZjuHsp100-152 scaffold AT1G50140.1 1 50,5804 0,7357 0,014545 389,08

ZjuHsp100-153 scaffold AT5G15250.2 5 52,7773 0,5452 0,01033 405,9792
ZjuHsp100-153 scaffold AT5G15250.1 5 0,1851 16,371 88,44408 1,423846
ZjuHsp100-153 scaffold AT2G26140.1 2 50,7293 0,4404 8,68E-07 390,2254
ZjuHsp100-153 scaffold AT5G53170.1 5 1,7569 0,1319 0,075075 13,51462
ZjuHsp100-153 scaffold AT5G42270.1 5 55,3976 0,6281 0,011338 426,1354
ZjuHsp100-153 scaffold AT1G50250.1 1 14,2468 0,6595 0,046291 109,5908
ZjuHsp100-153 scaffold AT2G30950.1 2 20,1147 0,5852 0,029093 154,7285
ZjuHsp100-153 scaffold AT1G06430.1 1 52,3195 0,6247 0,01194 402,4577
ZjuHsp100-153 scaffold AT5G58870.1 5 40,4201 0,7503 0,018563 310,9238
ZjuHsp100-153 scaffold AT3G47060.1 3 54,8681 0,7856 0,014318 422,0623
ZjuHsp100-153 scaffold AT1G07510.1 1 54,2144 0,7092 0,013081 417,0338
ZjuHsp100-153 scaffold AT2G29080.1 2 55,2539 0,6965 0,012605 425,03

ZjuHsp100-153 scaffold AT3G02450.1 3 9,7278 0,7825 0,08044 74,82923
ZjuHsp100-153 scaffold AT3G16290.1 3 8,1927 0,8218 0,100309 63,02077
ZjuHsp100-153 scaffold AT4G23940.1 4 8,8863 0,78 0,087776 68,35615
ZjuHsp100-154 scaffold AT4G25370.1 4 53,9319 1,1283 0,020921 414,8608
ZjuHsp100-154 scaffold AT4G12060.1 4 17,6384 1,0573 0,059943 135,68

ZjuHsp100-155 scaffold AT3G24530.1 3 2,4101 0,1349 0,055973 18,53923
ZjuHsp100-156 scaffold AT3G28540.2 3 15,0395 0,355 0,023605 115,6885
ZjuHsp100-156 scaffold AT3G28510.1 3 8,9548 0,3383 0,037779 68,88308
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ZjuHsp100-156 scaffold AT5G40010.1 5 4,9228 0,3234 0,065694 37,86769
ZjuHsp100-156 scaffold AT3G28580.1 3 19,5875 0,3277 0,01673 150,6731
ZjuHsp100-156 scaffold AT3G28520.1 3 13,2681 0,3949 0,029763 102,0623
ZjuHsp100-156 scaffold AT3G28600.1 3 29,3291 0,395 0,013468 225,6085
ZjuHsp100-156 scaffold AT3G28610.1 3 22,9207 0,382 0,016666 176,3131
ZjuHsp100-156 scaffold AT3G28540.1 3 15,052 15,052 1 115,7846
ZjuHsp100-156 scaffold AT5G57480.1 5 21,5722 0,5836 0,027053 165,94

ZjuHsp100-156 scaffold AT4G25835.1 4 16,1385 0,5976 0,037029 124,1423
ZjuHsp100-156 scaffold AT3G28570.1 3 10,7451 0,3908 0,03637 82,65462
ZjuHsp100-156 scaffold AT5G40000.1 5 12,6311 0,3703 0,029317 97,16231
ZjuHsp100-156 scaffold AT5G17740.1 5 54,4007 0,6114 0,011239 418,4669
ZjuHsp100-156 scaffold AT4G30250.1 4 9,4305 0,5812 0,06163 72,54231
ZjuHsp100-156 scaffold AT3G50940.1 3 21,9283 0,5874 0,026787 168,6792
ZjuHsp100-156 scaffold AT3G50930.1 3 34,0516 0,5735 0,016842 261,9354
ZjuHsp100-156 scaffold AT5G17730.1 5 42,4851 0,6705 0,015782 326,8085
ZjuHsp100-156 scaffold AT2G18190.1 2 50,2353 0,6171 0,012284 386,4254
ZjuHsp100-156 scaffold AT2G18193.1 2 54,7615 0,5834 0,010653 421,2423
ZjuHsp100-156 scaffold AT2G46620.1 2 54,1128 0,6804 0,012574 416,2523
ZjuHsp100-156 scaffold AT1G43910.1 1 42,1162 0,649 0,01541 323,9708
ZjuHsp100-157 scaffold AT3G28510.1 3 11,6294 0,3649 0,031377 89,45692
ZjuHsp100-157 scaffold AT3G28540.2 3 12,7449 0,3766 0,029549 98,03769
ZjuHsp100-157 scaffold AT3G28580.1 3 23,5852 0,3414 0,014475 181,4246
ZjuHsp100-157 scaffold AT5G40010.1 5 8,7638 0,3373 0,038488 67,41385
ZjuHsp100-157 scaffold AT3G28580.1 3 19,5875 0,3277 0,01673 150,6731
ZjuHsp100-157 scaffold AT3G28520.1 3 13,2681 0,3949 0,029763 102,0623
ZjuHsp100-157 scaffold AT3G28600.1 3 29,3291 0,395 0,013468 225,6085
ZjuHsp100-157 scaffold AT3G28610.1 3 22,9207 0,382 0,016666 176,3131
ZjuHsp100-157 scaffold AT3G28540.1 3 15,052 15,052 1 115,7846
ZjuHsp100-157 scaffold AT5G57480.1 5 21,5722 0,5836 0,027053 165,94

ZjuHsp100-157 scaffold ATA4G25835.1 4 16,1385 0,5976 0,037029 124,1423
ZjuHsp100-157 scaffold AT3G28570.1 3 10,7451 0,3908 0,03637 82,65462
ZjuHsp100-157 scaffold AT5G40000.1 5 12,6311 0,3703 0,029317 97,16231
ZjuHsp100-157 scaffold AT5G17740.1 5 54,4007 0,6114 0,011239 418,4669
ZjuHsp100-157 scaffold AT4G30250.1 4 9,4305 0,5812 0,06163 72,54231
ZjuHsp100-157 scaffold AT3G50940.1 3 21,9283 0,5874 0,026787 168,6792
ZjuHsp100-157 scaffold AT3G50930.1 3 34,0516 0,5735 0,016842 261,9354
ZjuHsp100-157 scaffold AT5G17730.1 5 42,4851 0,6705 0,015782 326,8085
ZjuHsp100-157 scaffold AT2G18190.1 2 50,2353 0,6171 0,012284 386,4254
ZjuHsp100-157 scaffold AT2G18193.1 2 54,7615 0,5834 0,010653 421,2423
ZjuHsp100-157 scaffold AT2G46620.1 2 54,1128 0,6804 0,012574 416,2523
ZjuHsp100-157 scaffold AT1G43910.1 1 42,1162 0,649 0,01541 323,9708
ZjuHsp100-158 scaffold AT3G28540.1 3 24,571 0,3755 0,015282 189,0077
ZjuHsp100-158 scaffold AT3G28510.1 3 6,4895 0,3501 0,053949 49,91923
ZjuHsp100-158 scaffold AT3G28580.1 3 17,0387 0,31 0,018194 131,0669
ZjuHsp100-158 scaffold AT5G40010.1 5 9,5814 0,3067 0,03201 73,70308
ZjuHsp100-158 scaffold AT5G40000.1 5 6,2702 0,4088 0,065197 48,23231
ZjuHsp100-158 scaffold AT3G28600.1 3 9,7317 0,4037 0,041483 74,85923
ZjuHsp100-158 scaffold AT3G28610.1 3 53,6771 0,3935 0,007331 412,9008
ZjuHsp100-158 scaffold AT3G28540.2 3 23,7551 0,371 0,015618 182,7315
ZjuHsp100-158 scaffold AT3G50930.1 3 39,703 0,6102 0,015369 305,4077
ZjuHsp100-158 scaffold AT3G50940.1 3 50,3832 0,5504 0,010924 387,5631
ZjuHsp100-158 scaffold AT3G28570.1 3 40,6378 0,4022 0,009897 312,5985
ZjuHsp100-158 scaffold AT3G28520.1 3 12,3131 0,4208 0,034175 94,71615
ZjuHsp100-158 scaffold AT2G18190.1 2 52,3439 0,6509 0,012435 402,6454
ZjuHsp100-158 scaffold AT5G17740.1 2 53,5774 0,6135 0,011451 412,1338
ZjuHsp100-158 scaffold ATA4G25835.1 4 14,4602 0,6611 0,045719 111,2323
ZjuHsp100-158 scaffold AT5G57480.1 5 54,9374 0,6554 0,01193 422,5954
ZjuHsp100-158 scaffold AT4G30250.1 4 55,8041 0,6255 0,011209 429,2623
ZjuHsp100-158 scaffold AT2G18193.1 2 55,5437 0,6178 0,011123 427,2592
ZjuHsp100-158 scaffold AT5G17730.1 5 18,3967 0,6386 0,034713 141,5131
ZjuHsp100-158 scaffold AT5G17760.1 5 50,9969 0,663 0,013001 392,2838
ZjuHsp100-158 scaffold AT4G05380.1 4 54,5618 0,4804 0,008805 419,7062
ZjuHsp100-158 scaffold AT1G43910.1 1 38,2706 0,6713 0,017541 294,3892
ZjuHsp100-158 scaffold AT5G17750.1 5 51,6943 0,5807 0,011233 397,6485
ZjuHsp100-159 scaffold AT3G28540.2 3 23,7493 0,371 0,015622 182,6869
ZjuHsp100-159 scaffold AT3G28510.1 3 6,4885 0,3501 0,053957 49,91154
ZjuHsp100-159 scaffold AT3G28580.1 3 17,1014 0,31 0,018127 131,5492
ZjuHsp100-159 scaffold AT5G40010.1 5 9,5861 0,3067 0,031994 73,73923
ZjuHsp100-159 scaffold AT5G40000.1 5 6,2701 0,4088 0,065198 48,23154
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ZjuHsp100-159 scaffold AT3G28600.1 3 9,7418 0,4037 0,04144 74,93692
ZjuHsp100-159 scaffold AT3G28610.1 3 53,6741 0,3937 0,007335 412,8777
ZjuHsp100-159 scaffold AT3G28540.1 3 24,6719 0,3755 0,01522 189,7838
ZjuHsp100-159 scaffold AT3G50930.1 3 39,5803 0,6102 0,015417 304,4638
ZjuHsp100-159 scaffold AT3G50940.1 3 50,386 0,5506 0,010928 387,5846
ZjuHsp100-159 scaffold AT3G28570.1 3 42,8509 0,4022 0,009386 329,6223
ZjuHsp100-159 scaffold AT3G28520.1 3 12,3137 0,4208 0,034173 94,72077
ZjuHsp100-159 scaffold AT2G18190.1 2 52,342 0,6508 0,012434 402,6308
ZjuHsp100-159 scaffold AT5G17740.1 5 53,5702 0,6135 0,011452 412,0785
ZjuHsp100-159 scaffold AT4G25835.1 4 14,4117 0,6611 0,045872 110,8592
ZjuHsp100-159 scaffold AT5G57480.1 5 54,9319 0,6554 0,011931 4225531
ZjuHsp100-159 scaffold AT2G18193.1 2 55,5436 0,6178 0,011123 427,2585
ZjuHsp100-159 scaffold AT4G30250.1 4 55,8029 0,6256 0,011211 429,2531
ZjuHsp100-159 scaffold AT5G17730.1 5 55,8029 0,6256 0,011211 429,2531
ZjuHsp100-159 scaffold AT5G17760.1 5 18,3774 0,6386 0,034749 141,3646
ZjuHsp100-159 scaffold AT4G05380.1 4 54,5583 0,4805 0,008807 419,6792
ZjuHsp100-159 scaffold AT5G17750.1 5 51,6933 0,5808 0,011235 397,6408
ZjuHsp100-159 scaffold AT1G43910.1 1 36,4841 0,6714 0,018403 280,6469
ZjuHsp100-160 scaffold AT5G57480.1 5 42,7655 0,698 0,016322 328,9654
ZjuHsp100-160 scaffold ATA4G25835.1 4 53,6543 0,7138 0,013304 412,7254
ZjuHsp100-160 scaffold AT3G28580.1 3 54,152 0,7215 0,013324 416,5538
ZjuHsp100-160 scaffold AT2G46620.1 2 3,024 0,2838 0,093849 23,26154
ZjuHsp100-160 scaffold AT5G40000.1 5 57,1792 0,7011 0,012261 439,84

ZjuHsp100-160 scaffold ATA4G30250.1 4 50,4929 0,7031 0,013925 388,4069
ZjuHsp100-160 scaffold AT5G40010.1 5 55,2421 0,6956 0,012592 424,9392
ZjuHsp100-160 scaffold AT5G57480.1 5 40,3455 0,6981 0,017303 310,35

ZjuHsp100-160 scaffold AT3G28600.1 3 55,0339 0,7075 0,012856 423,3377
ZjuHsp100-160 scaffold AT3G28510.1 3 55,8112 0,7797 0,01397 429,3169
ZjuHsp100-160 scaffold AT5G17760.1 5 52,9806 0,6931 0,013082 407,5431
ZjuHsp100-160 scaffold AT3G28570.1 3 55,6433 0,7047 0,012665 428,0254
ZjuHsp100-160 scaffold AT2G18193.1 2 55,5191 0,7574 0,013642 427,07

ZjuHsp100-160 scaffold AT3G50930.1 3 51,5225 0,8071 0,015665 396,3269
ZjuHsp100-160 scaffold AT3G28610.1 3 15,0695 0,699 0,046385 115,9192
ZjuHsp100-160 scaffold AT5G17730.1 5 53,307 0,715 0,013413 410,0538
ZjuHsp100-160 scaffold AT3G50940.1 3 51,33 0,7712 0,015024 394,8462
ZjuHsp100-160 scaffold AT3G28540.1 3 55,7311 0,7491 0,013441 428,7008
ZjuHsp100-160 scaffold AT3G28540.2 3 55,6572 0,7494 0,013465 428,1323
ZjuHsp100-161 scaffold AT5G20000.1 5 54,9466 0,5069 0,009225 422,6662
ZjuHsp100-161 scaffold AT1G45000.2 1 2,4817 0,0395 0,015917 19,09

ZjuHsp100-161 scaffold AT1G45000.1 1 2,4048 0,0355 0,014762 18,49846
ZjuHsp100-161 scaffold AT5G43010.1 5 2,4737 0,0351 0,014189 19,02846
ZjuHsp100-161 scaffold AT2G20140.1 2 7,7621 0,5549 0,071488 59,70846
ZjuHsp100-161 scaffold AT4G29040.1 4 7,72 0,5551 0,071904 59,38462
ZjuHsp100-161 scaffold AT1G53750.1 1 55,5668 0,555 0,009988 427,4369
ZjuHsp100-161 scaffold AT5G19990.1 5 55,1525 0,5404 0,009798 424,25

ZjuHsp100-161 scaffold AT5G58290.1 5 46,9761 0,5831 0,012413 361,3546
ZjuHsp100-161 scaffold AT1G53780.2 1 55,7091 0,5672 0,010181 428,5315
ZjuHsp100-161 scaffold AT1G53780.1 1 55,5495 0,573 0,010315 427,3038
ZjuHsp100-161 scaffold AT1G53780.3 1 55,7088 0,5674 0,010185 428,5292
ZjuHsp100-161 scaffold AT1G09100.1 1 53,4641 0,5707 0,010674 411,2623
ZjuHsp100-161 scaffold AT3G05530.1 3 50,8655 0,559 0,01099 391,2731
ZjuHsp100-162 scaffold AT3G28580.1 3 21,6666 0,3046 0,014059 166,6662
ZjuHsp100-162 scaffold AT5G40010.1 5 10,1374 0,3127 0,030846 77,98

ZjuHsp100-162 scaffold AT3G28540.2 3 24,519 0,3828 0,015612 188,6077
ZjuHsp100-162 scaffold AT3G28510.1 3 8,3728 0,3607 0,04308 64,40615
ZjuHsp100-162 scaffold AT3G28610.1 3 55,2054 0,4101 0,007429 424,6569
ZjuHsp100-162 scaffold AT3G28540.1 3 25,2097 0,3872 0,015359 193,9208
ZjuHsp100-162 scaffold AT3G28520.1 3 11,5183 0,4167 0,036177 88,60231
ZjuHsp100-162 scaffold AT3G28600.1 3 54,503 0,4129 0,007576 419,2538
ZjuHsp100-162 scaffold AT3G50930.1 3 47,7651 0,6545 0,013702 367,4238
ZjuHsp100-162 scaffold AT3G50940.1 3 50,9685 0,577 0,011321 392,0654
ZjuHsp100-162 scaffold AT5G40000.1 5 6,3171 0,424 0,067119 48,59308
ZjuHsp100-162 scaffold AT3G28570.1 3 53,5541 0,4357 0,008136 411,9546
ZjuHsp100-162 scaffold AT4G30250.1 4 55,6977 0,6549 0,011758 428,4438
ZjuHsp100-162 scaffold AT5G17740.1 5 56,1714 0,5992 0,010667 432,0877
ZjuHsp100-162 scaffold AT5G57480.1 5 57,1162 0,6303 0,011035 439,3554
ZjuHsp100-162 scaffold AT2G18190.1 2 53,9513 0,6393 0,01185 415,01

ZjuHsp100-162 scaffold AT5G17760.1 5 51,0177 0,6944 0,013611 392,4438
ZjuHsp100-162 scaffold AT1G43910.1 1 51,997 0,6253 0,012026 399,9769
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ZjuHsp100-162 scaffold AT5G17750.1 5 53,3849 0,5864 0,010984 410,6531

ZjuHsp100-162 scaffold AT2G18193.1 2 55,4743 0,6337 0,011423 426,7254

ZjuHsp100-162 scaffold AT5G17730.1 5 11,5422 0,6573 0,056948 88,78615

ZjuHsp100-162 scaffold AT2G46620.1 2 54,2206 0,7653 0,014115 417,0815

ZjuHsp100-162 scaffold AT4G05380.1 4 53,725 0,4972 0,009255 413,2692

Mean 34,3250  0,694962873  0,476148383  262,8322198
Z. jujuba — C. sinensis
ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-01 1 orange1.1g010133m scaffold 5,4289 0,1501 0,027648327 41,76076923
ZjuHsp100-01 1 orangel.19011573m scaffold 53,512 0,5524 0,010322918 411,6307692
ZjuHsp100-01 1 orangel.1g009640m scaffold 53,3474 0,541 0,010141075 410,3646154
ZjuHsp100-01 1 orangel.1g041423m scaffold 7,2873 0,6109 0,083830774 56,05615385
ZjuHsp100-01 1 orangel.1g009791m scaffold 53,2388 0,6533 0,012271126 409,5292308
ZjuHsp100-01 1 orangel.1g012846m scaffold 18,1806 0,6064 0,033354235 139,8507692
ZjuHsp100-01 1 orangel.1g011935m scaffold 53,1146 0,6052 0,011394231 408,5738462
ZjuHsp100-01 1 orangel.1g011254m scaffold 30,2204 0,6136 0,020304165 232,4646154
ZjuHsp100-01 1 orangel.1g012016m scaffold 50,3093 0,6074 0,012073314 386,9946154
ZjuHsp100-01 1 orangel.1g013083m scaffold 52,8764 0,5890 0,011139185 406,7415385
ZjuHsp100-01 1 orangel.1g047029m scaffold 52,1861 0,6508 0,012470754 401,4315385
ZjuHsp100-01 1 orangel.1g011374m scaffold 15,6260 0,6391 0,040899782 120,2

ZjuHsp100-01 1 orangel.1g011286m scaffold 16,7664 0,6401 0,038177546 128,9723077
ZjuHsp100-01 1 orangel.1g013128m scaffold 25,1589 0,5838 0,023204512 193,53

ZjuHsp100-01 1 orangel.1g037859m scaffold 55,3965 0,6318 0,011405053 426,1269231
ZjuHsp100-01 1 orangel.1g041382m scaffold 56,174 0,6794 0,012094563 432,1076923
ZjuHsp100-01 1 orangel.1g040638m scaffold 39,4001 0,637 0,016167472 303,0776923
ZjuHsp100-01 1 orangel.1g035603m scaffold 56,5483 0,5884 0,010405264 434,9869231
ZjuHsp100-01 1 orangel.1g024550m scaffold 45,1484 0,4541 0,010057942 347,2953846
ZjuHsp100-02 1 orangel.1g010133m scaffold 5,0599 0,1308 0,025850313 38,92230769
ZjuHsp100-02 1 orangel.1g011573m scaffold 53,3985 0,556 0,010412277 410,7576923
ZjuHsp100-02 1 orangel.1g009640m scaffold 52,7106 0,5436 0,010312916 405,4661538
ZjuHsp100-02 1 orangel.1g041423m scaffold 6,0111 0,6236 0,103741412 46,23923077
ZjuHsp100-02 1 orangel.1g009791m scaffold 0,1639 15,5189  94,68517389 1,260769231
ZjuHsp100-02 1 orangel.1g012016m scaffold 50,3014 0,6079 0,012085151 386,9338462
ZjuHsp100-02 1 orangel.1g011254m scaffold 32,8996 0,6141 0,01866588 253,0738462
ZjuHsp100-02 1 orangel.1g012846m scaffold 17,8632 0,606 0,033924493 137,4092308
ZjuHsp100-02 1 orangel.1g011935m scaffold 53,5373 0,6044 0,011289325 411,8253846
ZjuHsp100-02 1 orangel.1g013083m scaffold 52,8888 0,5906 0,011166825 406,8369231
ZjuHsp100-02 1 orangel.1g011286m scaffold 16,7856 0,6223 0,037073444 129,12

ZjuHsp100-02 1 orangel.1g011374m scaffold 15,4632 0,6204 0,040121062 118,9476923
ZjuHsp100-02 1 orangel.1g047029m scaffold 52,339 0,6514 0,012445786 402,6076923
ZjuHsp100-02 1 orangel.1g013128m scaffold 31,9279 0,5826 0,018247364 245,5992308
ZjuHsp100-02 1 orangel.1g037859m scaffold 55,5415 0,6093 0,010970175 427,2423077
ZjuHsp100-02 1 orangel.1g040638m scaffold 50,8359 0,6344 0,01247937 391,0453846
ZjuHsp100-02 1 orangel.1g041382m scaffold 55,7303 0,6471 0,011611278 428,6946154
ZjuHsp100-02 1 orangel.1g035603m scaffold 57,0813 0,5914 0,010360661 439,0869231
ZjuHsp100-02 1 orangel.1g024550m scaffold 54,9902 0,4298 0,007815938 423,0015385
ZjuHsp100-03 1 orange1.1g003070m scaffold 1,832 0,2594 0,141593886 14,09230769
ZjuHsp100-03 1 orangel.1g003038m scaffold 18,1836 0,658 0,036186454 139,8738462
ZjuHsp100-04 1 orangel.1g009640m scaffold 2,2171 0,1297 0,058499842 17,05461538
ZjuHsp100-04 1 orangel.1g010133m scaffold 53,0597 0,5383 0,010145176 408,1515385
ZjuHsp100-04 1 orangel.1g041423m scaffold 54,1661 0,5839 0,010779805 416,6623077
ZjuHsp100-04 1 orangel.1g011573m scaffold 54,3139 0,571 0,010512963 417,7992308
ZjuHsp100-04 1 orangel.1g012846m scaffold 50,3099 0,6078 0,012081121 386,9992308
ZjuHsp100-04 1 orangel.1g011935m scaffold 51,6982 0,5856 0,01132728 397,6784615
ZjuHsp100-04 1 orangel.1g011664m scaffold 28,1366 0,5837 0,020745222 216,4353846
ZjuHsp100-04 1 orangel.1g012016m scaffold 50,7369 0,6172 0,012164716 390,2838462
ZjuHsp100-04 1 orangel.1g009791m scaffold 54,5659 0,6349 0,011635472 419,7376923
ZjuHsp100-04 1 orangel.1g013128m scaffold 49,8697 0,6396 0,012825423 383,6130769
ZjuHsp100-04 1 orangel.1g011254m scaffold 51,6193 0,6342 0,012286102 397,0715385
ZjuHsp100-04 1 orangel.1g011374m scaffold 52,3349 0,6328 0,012091358 402,5761538
ZjuHsp100-04 1 orangel.1g013083m scaffold 51,6794 0,6579 0,012730411 397,5338462
ZjuHsp100-04 1 orangel.1g011286m scaffold 52,8574 0,6419 0,012143995 406,5953846
ZjuHsp100-04 1 orangel.1g047029m scaffold 41,5626 0,612 0,014724777 319,7123077
ZjuHsp100-04 1 orangel.1g044297m scaffold 51,3135 0,6378 0,012429478 394,7192308
ZjuHsp100-04 1 orangel.1g037859m scaffold 55,494 0,6328 0,011403035 426,8769231
ZjuHsp100-04 1 orangel.1g024550m scaffold 16,1837 0,477 0,0294741 124,49

ZjuHsp100-04 1 orangel.1g041382m scaffold 53,4513 0,7958 0,014888319 411,1638462
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ZjuHsp100-05 1 orangel.1g047219m scaffold 1,1581 0,1775 0,153268284 8,908461538
ZjuHsp100-06 1 orangel.19047219m scaffold 1,0941 0,1277 0,116716936 8,416153846
ZjuHsp100-07 1 orange1.1g002012m scaffold 0,9385 0,0746 0,079488546 7,219230769
ZjuHsp100-07 1 orange1.1g002068m scaffold 8,4138 0,1835 0,021809408 64,72153846
ZjuHsp100-07 1 orangel.19002623m scaffold 9,5035 0,1813 0,019077182 73,10384615
ZjuHsp100-07 1 orange1.1g006289m scaffold 7,2897 0,1533 0,021029672 56,07461538
ZjuHsp100-07 1 orangel.1g046258m scaffold 38,224 0,4589 0,012005546 294,0307692
ZjuHsp100-07 1 orange1.1g003094m scaffold 54,3688 0,4979 0,009157826 418,2215385
ZjuHsp100-07 1 orangel.1g005517m scaffold 54,4625 0,4229 0,007764976 418,9423077
ZjuHsp100-07 1 orange1.1g005505m scaffold 54,4603 0,4231 0,007768962 418,9253846
ZjuHsp100-07 1 orangel.1g005511m scaffold 54,4614 0,4229 0,007765133 418,9338462
ZjuHsp100-07 1 orangel.1g005515m scaffold 54,4631 0,423 0,007766726 418,9469231
ZjuHsp100-07 1 orangel.1g047225m scaffold 50,0868 0,449 0,008964438 385,2830769
ZjuHsp100-07 1 orange1.1g003088m scaffold 14,2913 0,5643 0,039485561 109,9330769
ZjuHsp100-07 1 orangel.1g007723m scaffold 9,169 0,643 0,070127604 70,53076923
ZjuHsp100-07 1 orange1.1g005179m scaffold 9,9872 0,6571 0,065794217 76,82461538
ZjuHsp100-07 1 orangel.1g004878m scaffold 11,9617 0,6212 0,051932418 92,01307692
ZjuHsp100-08 1 orangel.1g004584m scaffold 0,9749 0,073 0,074879475 7,499230769
ZjuHsp100-08 1 orangel.1g004550m scaffold 0,9771 0,0733 0,07501791 7,516153846
ZjuHsp100-08 1 orangel.1g007661m scaffold 0,9623 0,0839 0,087186948 7,402307692
ZjuHsp100-09 1 orangel.1g014332m scaffold 0,8593 0,0134 0,015594088 6,61
ZjuHsp100-09 1 orangel.1g015875m scaffold 0,8756 0,011 0,012562814 6,735384615
ZjuHsp100-09 1 orangel.1g017161m scaffold 0,9486 0,0162 0,017077799 7,296923077
ZjuHsp100-09 1 orangel.1g014665m scaffold 1,4312 0,0821 0,057364449 11,00923077
ZjuHsp100-09 1 orangel.1g014712m scaffold 1,4312 0,0821 0,057364449 11,00923077
ZjuHsp100-09 1 orangel.1g014743m scaffold 55,0606 0,4999 0,009079087 423,5430769
ZjuHsp100-09 1 orangel.19g024249m scaffold 24,9085 0,3566 0,014316398 191,6038462
ZjuHsp100-09 1 orangel.1g022768m scaffold 56,5152 0,418 0,00739624  434,7323077
ZjuHsp100-09 1 orangel.1g017300m scaffold 55,5307 0,4926 0,008870769 427,1592308
ZjuHsp100-09 1 orangel.1g014525m scaffold 54,2957 0,5307 0,009774255 417,6592308
ZjuHsp100-09 1 orangel.1g013285m scaffold 42,8402 0,5643 0,013172207 329,54
ZjuHsp100-09 1 orangel.1g013269m scaffold 40,7327 0,5648 0,013866009 313,3284615
ZjuHsp100-09 1 orangel.1g013281m scaffold 43,5548 0,5643 0,012956092 335,0369231
ZjuHsp100-09 1 orangel.1g039866m scaffold 52,0165 0,5389 0,010360174 400,1269231
ZjuHsp100-09 1 orangel.1g011553m scaffold 42,1028 0,5644 0,013405284 323,8676923
ZjuHsp100-09 1 orangel.19g026258m scaffold 15,8535 0,4151 0,026183493 121,95
ZjuHsp100-09 1 orangel.1g007367m scaffold 52,008 0,7017 0,013492155 400,0615385
ZjuHsp100-09 1 orangel.1g005815m scaffold 51,0817 0,7537 0,014754795 392,9361538
ZjuHsp100-09 1 orangel.1g004921m scaffold 52,0538 0,7091 0,013622444 400,4138462
ZjuHsp100-09 1 orangel.1g007053m scaffold 38,6827 0,7739 0,020006359 297,5592308
ZjuHsp100-09 1 orangel.1g005015m scaffold 32,7065 0,8278 0,025309954 251,5884615
ZjuHsp100-09 1 orangel.1g005014m scaffold 32,009 0,8279 0,025864601 246,2230769
ZjuHsp100-09 1 orangel.1g003623m scaffold 32,2212 0,8278 0,02569116 247,8553846
ZjuHsp100-09 1 orangel.1g010809m scaffold 12,251 0,7069 0,057701412 94,23846154
ZjuHsp100-09 1 orangel.1g004267m scaffold 52,7942 0,8225 0,015579363 406,1092308
ZjuHsp100-09 1 orangel.1g003620m scaffold 53,3824 0,8174 0,015312163 410,6338462
ZjuHsp100-12 1 orangel.1g000005m scaffold 1,3054 0,2798 0,214340432 10,04153846
ZjuHsp100-12 1 orangel.1g000003m scaffold 1,3023 0,2776 0,21316133  10,01769231
ZjuHsp100-12 1 orangel.1g000006m scaffold 1,3085 0,2744 0,20970577 10,06538462
ZjuHsp100-12 1 orangel.1g000002m scaffold 1,3064 0,2783 0,213028169 10,04923077
ZjuHsp100-12 1 orangel.1g000001m scaffold 1,3088 0,2779 0,212331907 10,06769231
ZjuHsp100-12 1 orangel.1g000004m scaffold 1,3089 0,2808 0,214531286 10,06846154
ZjuHsp100-12 1 orangel.1g000008m scaffold 1,2921 0,2817 0,218017181 9,939230769
ZjuHsp100-13 1 orangel.1g000005m scaffold 1,3098 0,2789 0,212933272 10,07538462
ZjuHsp100-13 1 orangel.1g000003m scaffold 1,3065 0,2768 0,211863758 10,05
ZjuHsp100-13 1 orangel.1g000006m scaffold 1,3151 0,2738 0,208197095 10,11615385
ZjuHsp100-13 1 orangel.1g000002m scaffold 1,3082 0,2771 0,211817765 10,06307692
ZjuHsp100-13 1 orangel.1g000001m scaffold 1,313 0,2771 0,211043412 10,1
ZjuHsp100-13 1 orangel.1g000004m scaffold 1,3132 0,2799 0,213143466 10,10153846
ZjuHsp100-13 1 orangel.1g000008m scaffold 1,2927 0,2815 0,217761275 9,943846154
ZjuHsp100-14 1 orangel.1g009911m scaffold 1,0053 0,053 0,052720581 7,733076923
ZjuHsp100-14 1 orangel.1g015768m scaffold 0,9211 0,096 0,104223211 7,085384615
ZjuHsp100-14 1 orangel.1g015890m scaffold 0,9282 0,0965 0,103964663 714
ZjuHsp100-14 1 orangel.1g011400m scaffold 54,3296 0,7236 0,013318707 417,92
ZjuHsp100-14 1 orangel.1g011305m scaffold 54,8573 0,7122 0,012982775 421,9792308
ZjuHsp100-14 1 orangel.1g010975m scaffold 53,4382 0,6905 0,012921468 411,0630769
ZjuHsp100-14 1 orangel.1g010888m scaffold 53,8248 0,6852 0,012730191 414,0369231
ZjuHsp100-14 1 orangel.1g042771m scaffold 51,7694 0,6287 0,01214424 398,2261538
ZjuHsp100-14 1 orangel.1g011393m scaffold 53,3773 0,7462 0,013979725 410,5946154
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ZjuHsp100-14 1 orangel.1g016911m scaffold 54,0261 0,6643 0,012295909 415,5853846
ZjuHsp100-14 1 orangel.1g012000m scaffold 53,0671 0,7667 0,014447746 408,2084615
ZjuHsp100-15 2 orangel.1g042771m scaffold 0,9445 0,0361 0,038221281 7,265384615
ZjuHsp100-15 2 orange1.1g011393m scaffold 53,3918 0,6061 0,01135193 410,7061538
ZjuHsp100-15 2 orangel.1g012000m scaffold 56,7664 0,6124 0,010788072 436,6646154
ZjuHsp100-15 2 orangel.1g016911m scaffold 57,3281 0,5566 0,009709026 440,9853846
ZjuHsp100-15 2 orange1.1g009911m scaffold 52,4531 0,6083 0,011597027 403,4853846
ZjuHsp100-15 2 orangel.19011400m scaffold 56,4778 0,6277 0,011114101 434,4446154
ZjuHsp100-15 2 orangel.1g011305m scaffold 55,9433 0,615 0,010993274 430,3330769
ZjuHsp100-15 2 orange1.1g010975m scaffold 56,3442 0,6154 0,010922153 433,4169231
ZjuHsp100-15 2 orangel.19010888m scaffold 55,7879 0,6027 0,010803418 429,1376923
ZjuHsp100-16 2 orangel.19042771m scaffold 0,9445 0,0361 0,038221281 7,265384615
ZjuHsp100-15 2 orange1.1g009911m scaffold 52,4566 0,6084 0,011598159 403,5123077
ZjuHsp100-16 2 orangel.19011400m scaffold 56,4762 0,6277 0,011114416 434,4323077
ZjuHsp100-15 2 orangel.19011305m scaffold 55,9419 0,6151 0,010995336 430,3223077
ZjuHsp100-16 2 orange1.1g010975m scaffold 56,3436 0,6154 0,01092227 433,4123077
ZjuHsp100-15 2 orangel.1g010888m scaffold 55,7879 0,6026 0,010801625 429,1376923
ZjuHsp100-16 2 orangel.1g011393m scaffold 53,149 0,6062 0,011405671 408,8384615
ZjuHsp100-15 2 orangel.1g012000m scaffold 56,7635 0,6123 0,010786861 436,6423077
ZjuHsp100-16 2 orangel.1g016911m scaffold 57,3301 0,5568 0,009712176 441,0007692
ZjuHsp100-17 2 orangel.1g003867m scaffold 1,0137 0,1646 0,162375456 7,797692308
ZjuHsp100-17 2 orangel.1g003873m scaffold 1,0137 0,1646 0,162375456 7,797692308
ZjuHsp100-18 2 orangel.1g003867m scaffold 1,0137 0,1646 0,162375456 7,797692308
ZjuHsp100-18 2 orangel.1g003873m scaffold 1,0137 0,1646 0,162375456 7,797692308
ZjuHsp100-19 2 orangel.1g001355m scaffold 1,121 0,4301 0,38367529 8,623076923
ZjuHsp100-19 2 orangel.1g002758m scaffold 2,1586 0,6058 0,280644862 16,60461538
ZjuHsp100-19 2 orangel.1g005186m scaffold 1,9773 0,5447 0,27547666 15,21
ZjuHsp100-20 2 orangel.1g003473m scaffold 1,2199 0,1427 0,116976801 9,383846154
ZjuHsp100-20 2 orangel.1g003806m scaffold 1,2800 0,1582 0,12359375  9,846153846
ZjuHsp100-20 2 orangel.1g004770m scaffold 1,2142 0,144 0,118596607 9,34
ZjuHsp100-20 2 orangel.1g006534m scaffold 1,371 0,1813 0,132239241 10,54615385
ZjuHsp100-20 2 orangel.1g006535m scaffold 1,371 0,1813 0,132239241 10,54615385
ZjuHsp100-20 2 orangel.1g007591m scaffold 1,3435 0,1598 0,118943059 10,33461538
ZjuHsp100-20 2 orangel.1g007575m scaffold 1,4137 0,1874 0,132559949 10,87461538
ZjuHsp100-20 2 orangel.1g004921m scaffold 48,6987 0,6111 0,01254859 374,6053846
ZjuHsp100-20 2 orangel.1g005480m scaffold 26,7346 0,6222 0,023273211 205,6507692
ZjuHsp100-20 2 orangel.1g005495m scaffold 26,638 0,6223 0,023361363 204,9076923
ZjuHsp100-20 2 orangel.1g005479m scaffold 26,6555 0,6222 0,023342275 205,0423077
ZjuHsp100-20 2 orange1.1g005003m scaffold 53,1892 0,6298 0,01184075 409,1476923
ZjuHsp100-20 2 orangel.1g005815m scaffold 50,9234 0,6413 0,012593425 391,7184615
ZjuHsp100-20 2 orangel.1g005304m scaffold 25,6598 0,6087 0,023721931 197,3830769
ZjuHsp100-20 2 orangel.1g007989m scaffold 35,9494 0,5476 0,015232521 276,5338462
ZjuHsp100-20 2 orangel.1g007367m scaffold 49,3079 0,5771 0,011704007 379,2915385
ZjuHsp100-20 2 orangel.1g005738m scaffold 54,5701 0,7129 0,013063931 419,77
ZjuHsp100-20 2 orangel.1g047690m scaffold 54,2482 0,7742 0,014271441 417,2938462
ZjuHsp100-20 2 orangel.1g005661m scaffold 50,7042 0,7323 0,014442591 390,0323077
ZjuHsp100-20 2 orangel.1g009974m scaffold 53,7344 0,6448 0,011999762 413,3415385
ZjuHsp100-20 2 orangel.1g005066m scaffold 51,4923 0,7209 0,014000151 396,0946154
ZjuHsp100-20 2 orangel.1g007190m scaffold 53,0947 0,7105 0,01338175 408,4207692
ZjuHsp100-20 2 orange1.1g003696m scaffold 53,139 0,8049 0,015147067 408,7615385
ZjuHsp100-20 2 orangel.1g010809m scaffold 36,8169 0,5437 0,014767675 283,2069231
ZjuHsp100-20 2 orangel.1g003807m scaffold 53,0746 0,8169 0,015391543 408,2661538
ZjuHsp100-20 2 orangel.1g009263m scaffold 53,6188 0,7128 0,013293845 412,4523077
ZjuHsp100-20 2 orangel.1g005611m scaffold 51,1899 0,8119 0,015860551 393,7684615
ZjuHsp100-20 2 orangel.1g003619m scaffold 53,5423 0,8638 0,016133039 411,8638462
ZjuHsp100-20 2 orangel.1g002307m scaffold 53,1241 0,8926 0,016802167 408,6469231
ZjuHsp100-20 2 orangel.19g043863m scaffold 54,6864 0,7201 0,013167808 420,6646154
ZjuHsp100-20 2 orangel.1g014798m scaffold 39,2297 0,5715 0,014568044 301,7669231
ZjuHsp100-20 2 orangel.1g003677m scaffold 55,902 0,8767 0,015682802 430,0153846
ZjuHsp100-20 2 orange1.1g003669m scaffold 55,8969 0,8772 0,015693178 429,9761538
ZjuHsp100-20 2 orangel.1g003795m scaffold 55,1624 0,862 0,015626586 424,3261538
ZjuHsp100-20 2 orangel.1g002754m scaffold 55,3374 0,8678 0,01568198 425,6723077
ZjuHsp100-20 2 orange1.1g003000m scaffold 55,6558 0,8497 0,015267052 428,1215385
ZjuHsp100-21 2 orangel.1g003473m scaffold 1,2199 0,1427 0,116976801 9,383846154
ZjuHsp100-21 2 orangel.1g003476m scaffold 1,2243 0,1431 0,116883117 9,417692308
ZjuHsp100-21 2 orangel.1g003806m scaffold 1,2800 0,1582 0,12359375  9,846153846
ZjuHsp100-21 2 orangel.1g004770m scaffold 1,2142 0,144 0,118596607 9,34
ZjuHsp100-21 2 orangel.1g006534m scaffold 1,371 0,1813 0,132239241 10,54615385
ZjuHsp100-21 2 orangel.1g006535m scaffold 1,371 0,1813 0,132239241 10,54615385
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ZjuHsp100-21 2 orange1.1g007591m scaffold 1,3435 0,1598 0,118943059 10,33461538
ZjuHsp100-21 2 orangel.1g007575m scaffold 1,4137 0,1874 0,132559949 10,87461538
ZjuHsp100-21 2 orange1.1g004921m scaffold 48,6501 0,6093 0,012524126 374,2315385
ZjuHsp100-21 2 orange1.1g005480m scaffold 27,6615 0,6215 0,022468051 212,7807692
ZjuHsp100-21 2 orangel.1g005495m scaffold 27,9458 0,6215 0,022239478 214,9676923
ZjuHsp100-21 2 orangel.1g005479m scaffold 27,7334 0,6215 0,022409802 213,3338462
ZjuHsp100-21 2 orange1.1g005003m scaffold 53,0709 0,6291 0,011853954 408,2376923
ZjuHsp100-21 2 orange1.1g005815m scaffold 50,9233 0,6414 0,012595413 391,7176923
ZjuHsp100-21 2 orange1.1g005304m scaffold 25,9331 0,6079 0,023441085 199,4853846
ZjuHsp100-21 2 orange1.1g007989m scaffold 37,1302 0,5442 0,014656533 285,6169231
ZjuHsp100-21 2 orangel.1g007367m scaffold 49,1987 0,5753 0,011693398 378,4515385
ZjuHsp100-21 2 orange1.1g005738m scaffold 54,7459 0,711 0,012987274 421,1223077
ZjuHsp100-21 2 orangel.1g047690m scaffold 54,1733 0,7756 0,014317016 416,7176923
ZjuHsp100-21 2 orange1.1g009974m scaffold 53,7274 0,6406 0,011923153 413,2876923
ZjuHsp100-21 2 orange1.1g007190m scaffold 53,0741 0,7067 0,013315346 408,2623077
ZjuHsp100-21 2 orangel.1g005661m scaffold 50,6733 0,7368 0,014540202 389,7946154
ZjuHsp100-21 2 orangel.1g005066m scaffold 51,4557 0,7255 0,014099507 395,8130769
ZjuHsp100-21 2 orange1.1g003696m scaffold 53,1139 0,8014 0,015088329 408,5684615
ZjuHsp100-21 2 orangel.1g010809m scaffold 41,6259 0,5398 0,012967888 320,1992308
ZjuHsp100-21 2 orange1.1g003807m scaffold 53,0483 0,8134 0,015333196 408,0638462
ZjuHsp100-21 2 orangel.1g009263m scaffold 53,6204 0,7128 0,013293448 412,4646154
ZjuHsp100-21 2 orangel.1g005611m scaffold 51,1894 0,8119 0,015860706 393,7646154
ZjuHsp100-21 2 orangel.1g003619m scaffold 53,5405 0,8639 0,016135449 411,85
ZjuHsp100-21 2 orangel.1g002307m scaffold 53,1238 0,8926 0,016802262 408,6446154
ZjuHsp100-21 2 orangel.1g043863m scaffold 54,6805 0,7209 0,013183859 420,6192308
ZjuHsp100-21 2 orangel.1g014798m scaffold 42,0441 0,5703 0,013564329 323,4161538
ZjuHsp100-21 2 orangel.1g003677m scaffold 55,9592 0,8694 0,015536319 430,4553846
ZjuHsp100-21 2 orangel.1g003669m scaffold 55,9594 0,8694 0,015536264 430,4569231
ZjuHsp100-21 2 orangel.1g003795m scaffold 55,0992 0,8617 0,015639066 423,84
ZjuHsp100-21 2 orange1.1g003000m scaffold 55,1717 0,8364 0,015159946 424,3976923
ZjuHsp100-21 2 orangel.1g002754m scaffold 55,2704 0,8674 0,015693753 425,1569231
ZjuHsp100-22 2 orangel.1g011914m scaffold 1,2769 0,0865 0,067742188 9,822307692
ZjuHsp100-22 2 orangel.1g011983m scaffold 1,2728 0,0876 0,068824639 9,790769231
ZjuHsp100-22 2 orangel.1g012418m scaffold 1,2818 0,0889 0,069355594 9,86
ZjuHsp100-22 2 orangel.1g012383m scaffold 1,3445 0,0926 0,068873187 10,34230769
ZjuHsp100-22 2 orangel.1g013704m scaffold 1,3115 0,0834 0,063591308 10,08846154
ZjuHsp100-22 2 orangel.1g014244m scaffold 1,3787 0,0934 0,067744977 10,60538462
ZjuHsp100-22 2 orangel.19014243m scaffold 1,3787 0,0934 0,067744977 10,60538462
ZjuHsp100-22 2 orangel.19014246m scaffold 1,3787 0,0934 0,067744977 10,60538462
ZjuHsp100-22 2 orangel.1g017204m scaffold 1,7217 0,0581 0,033745716 13,24384615
ZjuHsp100-22 2 orangel.1g019694m scaffold 1,5511 0,047 0,030301077 11,93153846
ZjuHsp100-22 2 orangel.1g022739m scaffold 1,6107 0,0514 0,031911591 12,39
ZjuHsp100-22 2 orangel.1g022707m scaffold 1,6107 0,0514 0,031911591 12,39
ZjuHsp100-22 2 orangel.1g018745m scaffold 1,2684 0,1324 0,104383475 9,756923077
ZjuHsp100-22 2 orangel.1g019334m scaffold 47,8397 0,4758 0,009945715 367,9976923
ZjuHsp100-22 2 orangel.1g020787m scaffold 41,2643 0,4867 0,011794699 317,4176923
ZjuHsp100-23 2 orangel.1g047690m scaffold 1,0765 0,1001 0,09298653  8,280769231
ZjuHsp100-23 2 orangel.1g005738m scaffold 1,5149 0,0951 0,062776421 11,65307692
ZjuHsp100-23 2 orangel.1g004921m scaffold 24,7609 0,5872 0,023714808 190,4684615
ZjuHsp100-23 2 orangel.1g005480m scaffold 53,3728 0,611 0,011447779 410,56
ZjuHsp100-23 2 orangel.1g005495m scaffold 53,3742 0,611 0,011447478 410,5707692
ZjuHsp100-23 2 orangel.1g005479m scaffold 53,3711 0,6111 0,011450017 410,5469231
ZjuHsp100-23 2 orange1.1g005003m scaffold 53,0302 0,6398 0,012064823 407,9246154
ZjuHsp100-23 2 orangel.1g005815m scaffold 52,7049 0,5895 0,011184918 405,4223077
ZjuHsp100-23 2 orangel.1g005304m scaffold 53,6872 0,6115 0,011390052 412,9784615
ZjuHsp100-23 2 orange1.1g007989m scaffold 55,3436 0,5597 0,010113184 425,72
ZjuHsp100-23 2 orangel.1g009974m scaffold 53,6002 0,5611 0,010468245 412,3092308
ZjuHsp100-23 2 orangel.1g007190m scaffold 53,9068 0,6113 0,011339942 414,6676923
ZjuHsp100-23 2 orangel.1g005661m scaffold 52,7842 0,7006 0,013272911 406,0323077
ZjuHsp100-23 2 orange1.1g005066m scaffold 52,4244 0,7028 0,013405971 403,2646154
ZjuHsp100-23 2 orangel.1g003696m scaffold 55,0252 0,6933 0,012599682 423,2707692
ZjuHsp100-23 2 orangel.1g007367m scaffold 52,6436 0,5755 0,010932003 404,9507692
ZjuHsp100-23 2 orange1.1g003807m scaffold 55,0587 0,7067 0,012835392 423,5284615
ZjuHsp100-23 2 orangel.1g004770m scaffold 54,6066 0,7084 0,012972791 420,0507692
ZjuHsp100-23 2 orangel.1g003806m scaffold 54,6241 0,741 0,013565441 420,1853846
ZjuHsp100-23 2 orangel.1g003476m scaffold 54,2524 0,7482 0,013791095 417,3261538
ZjuHsp100-23 2 orangel.1g003473m scaffold 54,6284 0,7325 0,013408776 420,2184615
ZjuHsp100-23 2 orangel.1g010809m scaffold 56,8891 0,5515 0,0096943  437,6084615
ZjuHsp100-23 2 orange1.1g006534m scaffold 56,0497 0,7183 0,012815412 431,1515385
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ZjuHsp100-23 2 orange1.1g006535m scaffold 56,0497 0,7183 0,012815412 431,1515385
ZjuHsp100-23 2 orangel.19043863m scaffold 56,3597 0,7132 0,012654432 433,5361538
ZjuHsp100-23 2 orange1.1g007591m scaffold 56,9576 0,7045 0,01236885 438,1353846
ZjuHsp100-23 2 orange1.1g009263m scaffold 53,1418 0,7208 0,013563711 408,7830769
ZjuHsp100-23 2 orangel.1g005611m scaffold 53,8429 0,8082 0,015010336 414,1761538
ZjuHsp100-23 2 orangel.1g007575m scaffold 57,018 0,7262 0,012736329 438,6
ZjuHsp100-23 2 orange1.1g002307m scaffold 54,3421 0,8566 0,015763101 418,0161538
ZjuHsp100-23 2 orangel.1g003619m scaffold 54,9211 0,8325 0,015158109 422,47
ZjuHsp100-23 2 orange1.1g003000m scaffold 56,4365 0,8958 0,015872706 434,1269231
ZjuHsp100-23 2 orange1.1g002754m scaffold 28,1366 0,8039 0,028571327 216,4353846
ZjuHsp100-23 2 orangel.19014798m scaffold 45,9436 0,5657 0,012312923 353,4123077
ZjuHsp100-23 2 orangel.1g003795m scaffold 33,3175 0,7432 0,022306596 256,2884615
ZjuHsp100-24 2 orange1.1g003867m scaffold 1,3197 0,3972 0,300977495 10,15153846
ZjuHsp100-24 2 orangel.1g003873m scaffold 1,3197 0,3972 0,300977495 10,15153846
ZjuHsp100-26 2 orangel.19003620m scaffold 1,3346 0,0721 0,054023678 10,26615385
ZjuHsp100-26 2 orange1.1g004384m scaffold 1,1256 0,0375 0,033315565 8,658461538
ZjuHsp100-26 2 orangel.1g003623m scaffold 2,4172 0,0703 0,029083237 18,59384615
ZjuHsp100-26 2 orangel.1g003499m scaffold 5,5525 0,0998 0,017973886 42,71153846
ZjuHsp100-26 2 orangel.1g003503m scaffold 5,8655 0,0999 0,017031796 45,11923077
ZjuHsp100-26 2 orange1.1g003493m scaffold 5,5971 0,0998 0,017830662 43,05461538
ZjuHsp100-26 2 orangel.1g005015m scaffold 1,9837 0,0279 0,014064627 15,25923077
ZjuHsp100-26 2 orangel.1g005014m scaffold 1,9836 0,0279 0,014065336 15,25846154
ZjuHsp100-26 2 orangel.1g003525m scaffold 6,3435 0,1041 0,016410499 48,79615385
ZjuHsp100-26 2 orangel.1g003691m scaffold 6,0499 0,1011 0,01671102 46,53769231
ZjuHsp100-26 2 orangel.1g004267m scaffold 1,3794 0,0837 0,060678556 10,61076923
ZjuHsp100-26 2 orangel.1g042193m scaffold 5,2709 0,0998 0,018934148 40,54538462
ZjuHsp100-26 2 orangel.1g044198m scaffold 3,014 0,1549 0,051393497 23,18461538
ZjuHsp100-26 2 orangel.1g007764m scaffold 2,9186 0,0797 0,027307613 22,45076923
ZjuHsp100-26 2 orangel.1g007053m scaffold 2,7207 0,0904 0,033226743 20,92846154
ZjuHsp100-26 2 orangel.1g045279m scaffold 53,8507 0,5906 0,01096736  414,2361538
ZjuHsp100-26 2 orangel.1g007255m scaffold 53,2548 0,5943 0,011159557 409,6523077
ZjuHsp100-26 2 orangel.1g013506m scaffold 52,7676 0,573 0,010858936 405,9046154
ZjuHsp100-26 2 orangel.1g002159m scaffold 55,1208 0,8095 0,014685926 424,0061538
ZjuHsp100-26 2 orangel.1g002088m scaffold 54,2655 0,6649 0,01225272 417,4269231
ZjuHsp100-26 2 orangel.1g002169m scaffold 54,9455 0,6683 0,012162961 422,6576923
ZjuHsp100-26 2 orangel.1g001395m scaffold 53,9509 0,6716 0,012448356 415,0069231
ZjuHsp100-26 2 orangel.1g003743m scaffold 55,6858 0,832 0,014940972 428,3523077
ZjuHsp100-26 2 orange1.1g039253m scaffold 3,6575 0,2303 0,062966507 28,13461538
ZjuHsp100-26 2 orangel.1g002045m scaffold 56,0791 0,8569 0,015280202 431,3776923
ZjuHsp100-26 2 orangel.1g000973m scaffold 18,7465 0,817 0,043581469 144,2038462
ZjuHsp100-26 2 orangel.1g002337m scaffold 55,1141 0,8444 0,015320943 423,9546154
ZjuHsp100-26 2 orangel.1g000974m scaffold 16,6414 0,8543 0,051335825 128,0107692
ZjuHsp100-26 2 orangel.1g003859m scaffold 17,6841 0,8393 0,047460713 136,0315385
ZjuHsp100-26 2 orangel.1g001491m scaffold 56,0781 0,8863 0,015804744 431,37
ZjuHsp100-26 2 orangel.19g024249m scaffold 55,0855 0,5722 0,010387489 423,7346154
ZjuHsp100-27 2 orangel.1g025979m scaffold 2,56227 0,0429 0,017005589 19,40538462
ZjuHsp100-27 2 orangel.1g013285m scaffold 54,947 0,5271 0,00959288 422,6692308
ZjuHsp100-27 2 orangel.1g013269m scaffold 54,9291 0,5274 0,009601468 422,5315385
ZjuHsp100-27 2 orangel.1g013281m scaffold 54,9444 0,5272 0,009595154 422,6492308
ZjuHsp100-27 2 orangel.1g011553m scaffold 54,9523 0,5272 0,009593775 422,71
ZjuHsp100-27 2 orangel.1g030674m scaffold 1,0998 0,0026 0,002364066 8,46
ZjuHsp100-27 2 orangel.1g030960m scaffold 1,0531 0,0027 0,002563859 8,100769231
ZjuHsp100-27 2 orangel.1g015875m scaffold 53,8053 0,5897 0,010959887 413,8869231
ZjuHsp100-27 2 orangel.1g014743m scaffold 51,4497 0,5823 0,01131785 395,7669231
ZjuHsp100-27 2 orangel.1g014332m scaffold 52,6099 0,6395 0,012155507 404,6915385
ZjuHsp100-27 2 orangel.1g014525m scaffold 52,4843 0,5704 0,010868012 403,7253846
ZjuHsp100-27 2 orangel.1g039866m scaffold 51,3049 0,6044 0,011780551 394,6530769
ZjuHsp100-27 2 orangel.1g024249m scaffold 51,3037 0,6044 0,011780827 394,6438462
ZjuHsp100-27 2 orangel.1g017161m scaffold 52,6922 0,6083 0,011544403 405,3246154
ZjuHsp100-27 2 orangel.1g014665m scaffold 54,8711 0,6024 0,010978457 422,0853846
ZjuHsp100-27 2 orangel.1g014712m scaffold 54,8751 0,6025 0,010979479 422,1161538
ZjuHsp100-27 2 orangel.1g017300m scaffold 50,9071 0,565 0,011098648 391,5930769
ZjuHsp100-27 2 orangel.19g022768m scaffold 56,2068 0,4856 0,008639524 432,36
ZjuHsp100-27 2 orangel.1g026258m scaffold 56,9228 0,4333 0,007612064 437,8676923
ZjuHsp100-27 2 orangel.1g044198m scaffold 34,0579 0,7278 0,021369491 261,9838462
ZjuHsp100-27 2 orangel.1g003691m scaffold 53,4781 0,7469 0,013966465 411,37
ZjuHsp100-27 2 orangel.1g003620m scaffold 42,0502 0,7665 0,018228213 323,4630769
ZjuHsp100-27 2 orangel.1g003623m scaffold 53,3779 0,7632 0,014298052 410,5992308
ZjuHsp100-27 2 orangel.1g004384m scaffold 43,1157 0,7664 0,017775428 331,6592308
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ZjuHsp100-27 2 orangel.1g004267m scaffold 41,7741 0,7677 0,018377416 321,3392308
ZjuHsp100-27 2 orangel.19003525m scaffold 53,4787 0,747 0,013968178 411,3746154
ZjuHsp100-27 2 orange1.1g003499m scaffold 53,7765 0,7393 0,013747641 413,6653846
ZjuHsp100-27 2 orange1.1g003503m scaffold 53,6529 0,7392 0,013777447 412,7146154
ZjuHsp100-27 2 orangel.19003493m scaffold 53,7713 0,7394 0,01375083 413,6253846
ZjuHsp100-27 2 orange1.1g007053m scaffold 51,4209 0,7976 0,015511203 395,5453846
ZjuHsp100-27 2 orange1.1g005015m scaffold 54,6096 0,7633 0,013977396 420,0738462
ZjuHsp100-27 2 orangel.1g005014m scaffold 51,9619 0,7634 0,014691534 399,7069231
ZjuHsp100-27 2 orange1.1g042193m scaffold 53,9874 0,7506 0,013903244 415,2876923
ZjuHsp100-28 2 orange1.1g025979m scaffold 2,2715 0,0545 0,023992956 17,47307692
ZjuHsp100-28 2 orangel.1g009177m scaffold 2,9136 0,605 0,207646897 22,41230769
ZjuHsp100-28 2 orangel.19007944m scaffold 2,5273 0,6023 0,238317572 19,44076923
ZjuHsp100-29 2 orange1.1g005548m scaffold 1,4207 0,2008 0,141338777 10,92846154
ZjuHsp100-30 2 orangel.19014525m scaffold 1,2146 0,0105 0,008644821 9,343076923
ZjuHsp100-30 2 orangel.19039866m scaffold 1,4673 0,0217 0,014789068 11,28692308
ZjuHsp100-30 2 orangel.1g013285m scaffold 37,4005 0,5138 0,013737784 287,6961538
ZjuHsp100-30 2 orangel.1g013269m scaffold 37,0799 0,5142 0,013867351 285,23
ZjuHsp100-30 2 orangel.1g013281m scaffold 37,7151 0,5139 0,013625842 290,1161538
ZjuHsp100-30 2 orangel.1g014743m scaffold 26,2748 0,5331 0,020289403 202,1138462
ZjuHsp100-30 2 orangel.1g015875m scaffold 52,8639 0,5096 0,009639849 406,6453846
ZjuHsp100-30 2 orangel.1g014332m scaffold 52,8089 0,539 0,010206613 406,2223077
ZjuHsp100-30 2 orangel.1g011553m scaffold 38,1047 0,5138 0,013483901 293,1130769
ZjuHsp100-30 2 orangel.19g024249m scaffold 30,7872 0,3789 0,012307063 236,8246154
ZjuHsp100-30 2 orangel.1g017161m scaffold 53,7852 0,5114 0,009508192 413,7323077
ZjuHsp100-30 2 orangel.1g022768m scaffold 54,3247 0,4455 0,00820069 417,8823077
ZjuHsp100-30 2 orangel.1g014665m scaffold 54,4599 0,5435 0,00997982 418,9223077
ZjuHsp100-30 2 orangel.1g014712m scaffold 54,4609 0,5437 0,009983309 418,93
ZjuHsp100-30 2 orangel.1g017300m scaffold 18,8612 0,5143 0,027267618 145,0861538
ZjuHsp100-30 2 orangel.19g026258m scaffold 55,3025 0,4447 0,008041228 425,4038462
ZjuHsp100-30 2 orangel.1g007367m scaffold 51,1266 0,7335 0,014346739 393,2815385
ZjuHsp100-30 2 orangel.1g044198m scaffold 14,1807 0,7273 0,051288018 109,0823077
ZjuHsp100-31 2 orangel.1g035561m scaffold 0,8727 0,1227 0,140598144 6,713076923
ZjuHsp100-32 2 orangel.1g003175m scaffold 1,2206 0,1654 0,135507128 9,389230769
ZjuHsp100-35 3 orangel.1g042771m scaffold 1,5564 0,0866 0,055641223 11,97230769
ZjuHsp100-35 3 orangel.1g009911m scaffold 41,0978 0,5781 0,014066446 316,1369231
ZjuHsp100-35 3 orangel.1g011400m scaffold 55,8625 0,6756 0,012093981 429,7115385
ZjuHsp100-35 3 orangel.1g011305m scaffold 55,6025 0,6789 0,012209883 427,7115385
ZjuHsp100-35 3 orangel.1g010975m scaffold 24,9372 0,6621 0,026550695 191,8246154
ZjuHsp100-35 3 orangel.1g010888m scaffold 26,1852 0,6739 0,025735912 201,4246154
ZjuHsp100-35 3 orangel.1g011393m scaffold 58,0649 0,6393 0,011010094 446,6530769
ZjuHsp100-35 3 orangel.1g016911m scaffold 14,3862 0,6133 0,042631133 110,6630769
ZjuHsp100-35 3 orangel.1g012000m scaffold 57,7938 0,6559 0,011348968 444,5676923
ZjuHsp100-36 3 orangel.1g003038m scaffold 2,0088 0,363 0,180704898 15,45230769
ZjuHsp100-36 3 orangel.1g003769m scaffold 1,2583 0,3413 0,271238973 9,679230769
ZjuHsp100-36 3 orangel.1g001788m scaffold 15,9599 0,7057 0,044217069 122,7684615
ZjuHsp100-37 3 orangel.1g042771m scaffold 1,5628 0,0864 0,055285385 12,02153846
ZjuHsp100-37 3 orangel.1g009911m scaffold 42,0218 0,5778 0,013750006 323,2446154
ZjuHsp100-37 3 orangel.1g011400m scaffold 55,9199 0,6752 0,012074414 430,1530769
ZjuHsp100-37 3 orangel.1g011305m scaffold 55,6626 0,6786 0,01219131 428,1738462
ZjuHsp100-37 3 orangel.1g010975m scaffold 26,8821 0,6617 0,024614892 206,7853846
ZjuHsp100-37 3 orangel.1g010888m scaffold 27,158 0,6735 0,024799322 208,9076923
ZjuHsp100-37 3 orangel.1g011393m scaffold 58,1324 0,6391 0,010993869 447,1723077
ZjuHsp100-37 3 orangel.1g016911m scaffold 14,5707 0,6129 0,042063868 112,0823077
ZjuHsp100-37 3 orangel.1g012000m scaffold 57,8685 0,6557 0,011330862 445,1423077
ZjuHsp100-38 3 orangel.1g011914m scaffold 1,3059 0,0952 0,072899916 10,04538462
ZjuHsp100-38 3 orangel.1g011983m scaffold 1,3174 0,0965 0,073250342 10,13384615
ZjuHsp100-38 3 orangel.1g012383m scaffold 1,0183 0,0963 0,09456938 7,833076923
ZjuHsp100-38 3 orangel.1g012418m scaffold 1,2984 0,0979 0,075400493 9,987692308
ZjuHsp100-38 3 orangel.1g013704m scaffold 1,3261 0,092 0,069376367 10,20076923
ZjuHsp100-38 3 orangel.19g014244m scaffold 1,0715 0,0974 0,090900607  8,242307692
ZjuHsp100-38 3 orangel.1g014243m scaffold 1,0715 0,0974 0,090900607 8,242307692
ZjuHsp100-38 3 orangel.19g014246m scaffold 1,0715 0,0974 0,090900607 8,242307692
ZjuHsp100-38 3 orangel.1g017204m scaffold 0,8304 0,0556 0,066955684 6,387692308
ZjuHsp100-38 3 orangel.1g019694m scaffold 0,7808 0,0481 0,061603484 6,006153846
ZjuHsp100-38 3 orangel.1g018745m scaffold 1,3509 0,1318 0,097564587 10,39153846
ZjuHsp100-38 3 orangel.1g022739m scaffold 0,8408 0,0542 0,064462417 6,467692308
ZjuHsp100-38 3 orangel.1g022707m scaffold 0,8408 0,0542 0,064462417 6,467692308
ZjuHsp100-38 3 orangel.1g019334m scaffold 50,5307 0,4981 0,009857374 388,6976923
ZjuHsp100-38 3 orangel.1g020787m scaffold 36,6383 0,5048 0,013777932 281,8330769
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ZjuHsp100-39 3 orangel.1g013704m scaffold 1,2956 0,0957 0,073865391 9,966153846
ZjuHsp100-39 3 orangel.19011914m scaffold 1,2956 0,0957 0,073865391 9,966153846
ZjuHsp100-39 3 orange1.1g011983m scaffold 1,3071 0,097 0,074210083 10,05461538
ZjuHsp100-39 3 orangel.1g012418m scaffold 1,2897 0,0987 0,076529425 9,920769231
ZjuHsp100-39 3 orangel.19014244m scaffold 1,0483 0,1000 0,09539254 8,063846154
ZjuHsp100-39 3 orangel.1g014243m scaffold 1,0483 0,1000 0,09539254  8,063846154
ZjuHsp100-39 3 orangel.1g012383m scaffold 1,0625 0,1000 0,094117647 8,173076923
ZjuHsp100-39 3 orangel.19014246m scaffold 1,0483 0,1000 0,09539254 8,063846154
ZjuHsp100-39 3 orangel.1g017204m scaffold 0,8659 0,0557 0,064326135 6,660769231
ZjuHsp100-39 3 orange1.1g019694m scaffold 0,8033 0,0475 0,059131084 6,179230769
ZjuHsp100-39 3 orangel.19018745m scaffold 1,3374 0,1352 0,10109167 10,28769231
ZjuHsp100-39 3 orangel.19022739m scaffold 0,8736 0,0542 0,062042125 6,72
ZjuHsp100-39 3 orangel.1g022707m scaffold 0,8736 0,0542 0,062042125 6,72
ZjuHsp100-39 3 orangel.19019334m scaffold 40,038 0,5025 0,012550577 307,9846154
ZjuHsp100-39 3 orangel.19020787m scaffold 30,0215 0,5095 0,016971171 230,9346154
ZjuHsp100-40 3 orange1.1g005186m scaffold 1,6608 0,5665 0,341100674 12,77538462
ZjuHsp100-40 3 orangel.1g002758m scaffold 1,2432 0,3943 0,31716538 9,563076923
ZjuHsp100-40 3 orangel.1g001355m scaffold 3,1168 0,4645 0,149031057 23,97538462
ZjuHsp100-41 3 orangel.1g026790m scaffold 0,9975 0,2304 0,230977444 7,673076923
ZjuHsp100-41 3 orangel.1g026896m scaffold 0,985 0,2563 0,260203046 7,576923077
ZjuHsp100-41 3 orangel.1g029953m scaffold 1,1126 0,2676 0,240517706 8,558461538
ZjuHsp100-41 3 orangel.1g028498m scaffold 1,1817 0,3043 0,257510366 9,09
ZjuHsp100-41 3 orangel.19g028460m scaffold 1,1817 0,3043 0,257510366 9,09
ZjuHsp100-41 3 orangel.1g032554m scaffold 1,8367 0,2149 0,117003321 14,12846154
ZjuHsp100-42 3 orangel.1g003231m scaffold 0,9601 0,1167 0,121549839 7,385384615
ZjuHsp100-42 3 orangel.1g007208m scaffold 1,9305 0,2567 0,132970733 14,85
ZjuHsp100-42 3 orangel.1g004916m scaffold 55,8471 0,5344 0,009568984 429,5930769
ZjuHsp100-42 3 orangel.1g001861m scaffold 54,9771 0,5649 0,010275187 422,9007692
ZjuHsp100-42 3 orangel.1g001862m scaffold 54,9722 0,5649 0,010276103 422,8630769
ZjuHsp100-42 3 orangel.1g003253m scaffold 56,3154 0,5056 0,008978006 433,1953846
ZjuHsp100-42 3 orangel.1g001309m scaffold 54,9753 0,5647 0,010271886 422,8869231
ZjuHsp100-42 3 orangel.1g001227m scaffold 54,9784 0,5648 0,010273125 422,9107692
ZjuHsp100-42 3 orangel.1g000914m scaffold 54,5552 0,5574 0,010217175 419,6553846
ZjuHsp100-42 3 orangel.1g000950m scaffold 54,977 0,5648 0,010273387 4229
ZjuHsp100-42 3 orangel.1g000858m scaffold 54,9722 0,5649 0,010276103 422,8630769
ZjuHsp100-42 3 orange1.1g000925m scaffold 55,2666 0,5564 0,010067563 425,1276923
ZjuHsp100-42 3 orangel.1g000978m scaffold 47,3414 0,5363 0,011328351 364,1646154
ZjuHsp100-42 3 orange1.1g000888m scaffold 53,3228 0,5385 0,01009887 410,1753846
ZjuHsp100-42 3 orangel.1g000823m scaffold 54,3694 0,5407 0,009944932 418,2261538
ZjuHsp100-42 3 orangel.1g001150m scaffold 55,4209 0,5412 0,009765269 426,3146154
ZjuHsp100-42 3 orangel.1g001031m scaffold 54,4282 0,5759 0,010580912 418,6784615
ZjuHsp100-42 3 orangel.1g000921m scaffold 54,943 0,5827 0,010605537 422,6384615
ZjuHsp100-42 3 orangel.1g001076m scaffold 54,3122 0,5828 0,010730554 417,7861538
ZjuHsp100-42 3 orangel.1g001746m scaffold 47,2613 0,6148 0,013008529 363,5484615
ZjuHsp100-42 3 orangel.1g001735m scaffold 54,5113 0,6071 0,01113714  419,3176923
ZjuHsp100-42 3 orangel.1g001707m scaffold 50,2279 0,614 0,012224282 386,3684615
ZjuHsp100-42 3 orangel.1g001244m scaffold 54,6168 0,5948 0,010890422 420,1292308
ZjuHsp100-42 3 orangel.1g016044m scaffold 56,9179 0,5836 0,010253365 437,83
ZjuHsp100-42 3 orangel.1g011393m scaffold 8,3133 0,7517 0,090421373 63,94846154
ZjuHsp100-43 3 orangel.1g005637m scaffold 1,3071 0,1269 0,09708515 10,05461538
ZjuHsp100-43 3 orangel.1g005667m scaffold 1,3027 0,1267 0,097259538 10,02076923
ZjuHsp100-43 3 orangel.1g005663m scaffold 1,3015 0,1278 0,098194391 10,01153846
ZjuHsp100-43 3 orangel.1g005670m scaffold 1,3027 0,1278 0,098103938 10,02076923
ZjuHsp100-43 3 orangel.1g008176m scaffold 1,3491 0,1306 0,096805278 10,37769231
ZjuHsp100-43 3 orangel.1g008014m scaffold 1,3452 0,1432 0,106452572 10,34769231
ZjuHsp100-43 3 orangel.1g008329m scaffold 1,3985 0,1543 0,110332499 10,75769231
ZjuHsp100-43 3 orangel.1g005762m scaffold 6,6064 0,2859 0,043276217 50,81846154
ZjuHsp100-43 3 orangel.1g007362m scaffold 52,0645 0,2551 0,004899692 400,4961538
ZjuHsp100-43 3 orangel.1g038067m scaffold 5,6824 0,2710 0,047691116 43,71076923
ZjuHsp100-43 3 orangel.1g008723m scaffold 53,0092 0,2724 0,005138731 407,7630769
ZjuHsp100-43 3 orangel.1g012525m scaffold 52,1752 0,4114 0,007884972 401,3476923
ZjuHsp100-44 3 orangel.1g006458m scaffold 1,3608 0,1228 0,090241035 10,46769231
ZjuHsp100-44 3 orangel.1g010366m scaffold 1,646 0,1245 0,07563791 12,66153846
ZjuHsp100-44 3 orangel.1g006700m scaffold 7,7338 0,2676 0,03460136 59,49076923
ZjuHsp100-44 3 orangel.1g009856m scaffold 9,1076 0,2112 0,023189424 70,05846154
ZjuHsp100-44 3 orangel.1g012305m scaffold 4,7141 0,3042 0,064529815 36,26230769
ZjuHsp100-44 3 orangel.1g014938m scaffold 5,5800 0,3384 0,060645161 42,92307692
ZjuHsp100-44 3 orangel.1g012671m scaffold 6,1778 0,3812 0,061704814 47,52153846
ZjuHsp100-45 3 orangel.1g011664m scaffold 2,1827 0,2464 0,112887708 16,79
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ZjuHsp100-45 3 orangel.1g044297m scaffold 2,2823 0,2645 0,115891863 17,55615385
ZjuHsp100-45 3 orangel.1g009640m scaffold 53,0543 0,5999 0,011307283 408,11
ZjuHsp100-45 3 orangel.1g012846m scaffold 52,8342 0,6520 0,012340492 406,4169231
ZjuHsp100-45 3 orangel.1g011254m scaffold 53,4005 0,6643 0,012439958 410,7730769
ZjuHsp100-45 3 orangel.19011374m scaffold 53,0891 0,6684 0,012590155 408,3776923
ZjuHsp100-45 3 orangel.1g011286m scaffold 53,0133 0,6652 0,012547795 407,7946154
ZjuHsp100-45 3 orangel.1g012016m scaffold 50,9362 0,7048 0,013836918 391,8169231
ZjuHsp100-45 3 orangel.19010133m scaffold 52,2632 0,7362 0,014086393 402,0246154
ZjuHsp100-45 3 orangel.1g013128m scaffold 51,3316 0,7578 0,014762836 394,8584615
ZjuHsp100-45 3 orangel.1g011935m scaffold 55,3615 0,6847 0,012367801 425,8576923
ZjuHsp100-45 3 orangel.19041423m scaffold 54,3947 0,7512 0,013810169 418,4207692
ZjuHsp100-45 3 orangel.1g009791m scaffold 3,8182 0,7501 0,196453826 29,37076923
ZjuHsp100-45 3 orange1.1g013083m scaffold 50,1105 0,7966 0,015896868 385,4653846
ZjuHsp100-45 3 orangel.19011573m scaffold 55,3923 0,7448 0,013445912 426,0946154
ZjuHsp100-45 3 orangel.19041382m scaffold 54,9614 0,6999 0,012734392 422,78
ZjuHsp100-45 3 orangel.1g047029m scaffold 50,9258 0,7606 0,014935455 391,7369231
ZjuHsp100-45 3 orangel.1g040638m scaffold 53,1731 0,6627 0,012463069 409,0238462
ZjuHsp100-46 3 orangel.1g016044m scaffold 0,8862 0,1121 0,126495148 6,816923077
ZjuHsp100-46 3 orangel.1g004916m scaffold 53,7047 0,5770 0,010743939 413,1130769
ZjuHsp100-46 3 orangel.1g001150m scaffold 29,0429 0,5078 0,01748448 223,4069231
ZjuHsp100-46 3 orangel.1g001861m scaffold 53,6245 0,5821 0,010855113 412,4961538
ZjuHsp100-46 3 orangel.1g001862m scaffold 53,6248 0,5821 0,010855052 412,4984615
ZjuHsp100-46 3 orangel.1g003231m scaffold 55,0655 0,5960 0,010823474 423,5807692
ZjuHsp100-46 3 orangel.1g000914m scaffold 53,484 0,5795 0,010835016 411,4153846
ZjuHsp100-46 3 orangel.1g001031m scaffold 53,5319 0,5077 0,009484065 411,7838462
ZjuHsp100-46 3 orange1.1g000925m scaffold 53,4805 0,5795 0,010835725 411,3884615
ZjuHsp100-46 3 orange1.1g001309m scaffold 53,5289 0,5860 0,010947357 411,7607692
ZjuHsp100-46 3 orangel.1g001227m scaffold 53,5343 0,5859 0,010944385 411,8023077
ZjuHsp100-46 3 orange1.1g000950m scaffold 53,6249 0,5820 0,010853167 412,4992308
ZjuHsp100-46 3 orange1.1g000858m scaffold 53,4789 0,5796 0,010837919 411,3761538
ZjuHsp100-46 3 orangel.1g001746m scaffold 51,7848 0,6217 0,012005453 398,3446154
ZjuHsp100-46 3 orangel.1g001735m scaffold 49,8541 0,6218 0,012472394 383,4930769
ZjuHsp100-46 3 orangel.1g001707m scaffold 17,6256 0,5997 0,034024374 135,5815385
ZjuHsp100-46 3 orangel.1g003253m scaffold 8,1102 0,5868 0,072353333 62,38615385
ZjuHsp100-46 3 orangel.1g000978m scaffold 22,3403 0,5835 0,026118718 171,8484615
ZjuHsp100-46 3 orangel.1g000888m scaffold 21,3775 0,5860 0,027411999 164,4423077
ZjuHsp100-46 3 orangel.1g000823m scaffold 21,2638 0,5845 0,027488031 163,5676923
ZjuHsp100-46 3 orangel.1g001076m scaffold 53,5357 0,5176 0,009668315 411,8130769
ZjuHsp100-46 3 orangel.1g001244m scaffold 53,6917 0,4819 0,008975316 413,0130769
ZjuHsp100-46 3 orangel.1g011393m scaffold 53,8787 0,7031 0,013049684 414,4515385
ZjuHsp100-47 3 orangel.1g016044m scaffold 0,8745 0,0673 0,076958262 6,726923077
ZjuHsp100-47 3 orangel.1g004916m scaffold 54,4499 0,5401 0,00991921 418,8453846
ZjuHsp100-47 3 orangel.1g001150m scaffold 51,1596 0,4912 0,009601326 393,5353846
ZjuHsp100-47 3 orangel.1g001861m scaffold 0,1800 15,8617  88,12055556 1,384615385
ZjuHsp100-47 3 orangel.1g001862m scaffold 54,4507 0,5402 0,009920901 418,8515385
ZjuHsp100-47 3 orangel.1g000914m scaffold 54,4496 0,5401 0,009919265 418,8430769
ZjuHsp100-47 3 orangel.1g001031m scaffold 54,869 0,4571 0,008330751 422,0692308
ZjuHsp100-47 3 orangel.1g000858m scaffold 54,4489 0,5401 0,009919392 418,8376923
ZjuHsp100-47 3 orangel.1g001227m scaffold 0,1639 15,8653 96,79865772 1,260769231
ZjuHsp100-47 3 orangel.1g001309m scaffold 54,4448 0,5402 0,009921976 418,8061538
ZjuHsp100-47 3 orangel.1g000950m scaffold 54,4469 0,5402 0,009921593 418,8223077
ZjuHsp100-47 3 orangel.1g000925m scaffold 54,447 0,5402 0,009921575 418,8230769
ZjuHsp100-47 3 orangel.1g001746m scaffold 51,0944 0,5989 0,011721441 393,0338462
ZjuHsp100-47 3 orangel.1g003253m scaffold 51,6492 0,5672 0,010981777 397,3015385
ZjuHsp100-47 3 orangel.1g001735m scaffold 51,0904 0,5988 0,011720401 393,0030769
ZjuHsp100-47 3 orangel.1g001707m scaffold 24,6989 0,5747 0,023268243 189,9915385
ZjuHsp100-47 3 orangel.1g000978m scaffold 51,3605 0,5674 0,0110474  395,0807692
ZjuHsp100-47 3 orangel.1g000888m scaffold 51,2352 0,5674 0,011074418 394,1169231
ZjuHsp100-47 3 orangel.1g003231m scaffold 54,3565 0,6307 0,011603028 418,1269231
ZjuHsp100-47 3 orangel.1g000823m scaffold 53,6321 0,5584 0,010411675 412,5546154
ZjuHsp100-47 3 orangel.1g001076m scaffold 54,5956 0,4679 0,008570288 419,9661538
ZjuHsp100-47 3 orangel.1g001244m scaffold 55,2897 0,4298 0,0077736  425,3053846
ZjuHsp100-47 3 orangel.1g011393m scaffold 53,7300 0,6753 0,012568398 413,3076923
ZjuHsp100-48 3 orangel.1g016044m scaffold 0,8745 0,0673 0,076958262 6,726923077
ZjuHsp100-48 3 orangel.1g004916m scaffold 54,4444 0,5402 0,009922049 418,8030769
ZjuHsp100-48 3 orangel.1g001150m scaffold 52,0273 0,4912 0,009441197 400,21
ZjuHsp100-48 3 orangel.1g001861m scaffold 54,3939 0,4643 0,008535884 418,4146154
ZjuHsp100-48 3 orangel.1g001862m scaffold 54,4447 0,5402 0,009921994 418,8053846
ZjuHsp100-48 3 orangel.1g000914m scaffold 0,1678 15,8644  94,54350417 1,290769231
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ZjuHsp100-48 3 orange1.1g001031m scaffold 54,868 0,4571 0,008330903 422,0615385
ZjuHsp100-48 3 orangel.1g000858m scaffold 54,412 0,5422 0,009964714 418,5538462
ZjuHsp100-48 3 orangel.1g001227m scaffold 54,4481 0,5401 0,009919538 418,8315385
ZjuHsp100-48 3 orange1.1g001309m scaffold 54,4499 0,5401 0,00991921 418,8453846
ZjuHsp100-48 3 orange1.1g000950m scaffold 54,4498 0,5401 0,009919228 418,8446154
ZjuHsp100-48 3 orange1.1g000925m scaffold 54,4464 0,5403 0,009923521 418,8184615
ZjuHsp100-48 3 orangel.1g001746m scaffold 51,094 0,5988 0,011719576 393,0307692
ZjuHsp100-48 3 orangel.19003253m scaffold 52,3637 0,5673 0,010833841 402,7976923
ZjuHsp100-48 3 orange1.1g001735m scaffold 51,0928 0,5988 0,011719851 393,0215385
ZjuHsp100-48 3 orange1.1g001707m scaffold 24,4010 0,5748 0,023556412 187,7
ZjuHsp100-48 3 orange1.1g000978m scaffold 51,3799 0,5672 0,011039336 395,23
ZjuHsp100-48 3 orangel.1g000888m scaffold 52,0869 0,5672 0,010889494 400,6684615
ZjuHsp100-48 3 orange1.1g003231m scaffold 54,357 0,6307 0,011602921 418,1307692
ZjuHsp100-48 3 orangel.1g000823m scaffold 53,6376 0,5585 0,010412472 412,5969231
ZjuHsp100-48 3 orangel.1g001076m scaffold 54,5977 0,4678 0,008568126 419,9823077
ZjuHsp100-48 3 orangel.1g001244m scaffold 55,2911 0,4300 0,00777702 425,3161538
ZjuHsp100-48 3 orangel.1g011393m scaffold 53,7404 0,6743 0,012547357 413,3876923
ZjuHsp100-49 4 orangel.1g041423m scaffold 4,8417 0,2948 0,060887705 37,24384615
ZjuHsp100-49 4 orangel.1g011573m scaffold 7,33 0,2579 0,035184175 56,38461538
ZjuHsp100-49 4 orangel.1g037859m scaffold 2,5042 0,2675 0,106820541 19,26307692
ZjuHsp100-49 4 orangel.1g035603m scaffold 7,2779 0,2884 0,039626815 55,98384615
ZjuHsp100-49 4 orangel.1g011935m scaffold 11,8827 0,5420 0,045612529 91,40538462
ZjuHsp100-49 4 orangel.1g012016m scaffold 50,9084 0,5769 0,011332118 391,6030769
ZjuHsp100-49 4 orangel.1g011254m scaffold 32,6527 0,5817 0,01781476 251,1746154
ZjuHsp100-49 4 orangel.1g012846m scaffold 53,0495 0,6073 0,011447799 408,0730769
ZjuHsp100-49 4 orangel.1g009791m scaffold 23,9164 0,6648 0,027796826 183,9723077
ZjuHsp100-49 4 orangel.1g010133m scaffold 30,8362 0,6741 0,02186067 237,2015385
ZjuHsp100-49 4 orangel.1g013128m scaffold 51,3605 0,5862 0,01141344  395,0807692
ZjuHsp100-49 4 orangel.1g011286m scaffold 55,6817 0,5905 0,01060492 428,3207692
ZjuHsp100-49 4 orangel.1g011374m scaffold 55,0884 0,5953 0,010806268 423,7569231
ZjuHsp100-49 4 orangel.1g013083m scaffold 52,249 0,5831 0,011160022 401,9153846
ZjuHsp100-49 4 orangel.1g047029m scaffold 17,4773 0,6109 0,034953912 134,4407692
ZjuHsp100-49 4 orangel.1g009640m scaffold 52,5943 0,7156 0,013606037 404,5715385
ZjuHsp100-49 4 orangel.1g041382m scaffold 52,2723 0,6917 0,01323263 402,0946154
ZjuHsp100-49 4 orangel.1g040638m scaffold 53,7973 0,5946 0,011052599 413,8253846
ZjuHsp100-49 4 orangel.1g024550m scaffold 53,526 0,4268 0,007973695 411,7384615
ZjuHsp100-49 4 orangel.1g048683m scaffold 20,7317 0,5865 0,02829001 159,4746154
ZjuHsp100-49 4 orangel.1g011664m scaffold 51,8509 0,7897 0,015230208 398,8530769
ZjuHsp100-50 4 orangel.1g041423m scaffold 4,4339 0,2934 0,066171993 34,10692308
ZjuHsp100-50 4 orangel.1g011573m scaffold 7,164 0,2704 0,037744277 55,10769231
ZjuHsp100-50 4 orangel.1g037859m scaffold 2,9542 0,2685 0,09088755 22,72461538
ZjuHsp100-50 4 orangel.1g035603m scaffold 3,9496 0,3135 0,079375127 30,38153846
ZjuHsp100-50 4 orangel.1g012016m scaffold 48,4439 0,6064 0,012517572 372,6453846
ZjuHsp100-50 4 orangel.1g011935m scaffold 55,2842 0,5829 0,0105437  425,2630769
ZjuHsp100-50 4 orangel.1g009791m scaffold 15,5619 0,6442 0,041395973 119,7069231
ZjuHsp100-50 4 orangel.1g011254m scaffold 53,0577 0,6187 0,01166089 408,1361538
ZjuHsp100-50 4 orangel.1g012846m scaffold 50,0514 0,6227 0,01244121 385,0107692
ZjuHsp100-50 4 orangel.1g013128m scaffold 49,8386 0,6034 0,012107082 383,3738462
ZjuHsp100-50 4 orangel.1g013083m scaffold 49,6046 0,5981 0,01205735 381,5738462
ZjuHsp100-50 4 orangel.1g047029m scaffold 11,81 0,6103 0,051676545 90,84615385
ZjuHsp100-50 4 orangel.1g010133m scaffold 52,9918 0,6622 0,012496273 407,6292308
ZjuHsp100-50 4 orangel.1g011286m scaffold 55,2488 0,6065 0,010977614 424,9907692
ZjuHsp100-50 4 orangel.1g011374m scaffold 54,7463 0,6158 0,011248249 421,1253846
ZjuHsp100-50 4 orangel.1g041382m scaffold 53,3538 0,6545 0,012267167 410,4138462
ZjuHsp100-50 4 orangel.1g009640m scaffold 53,0505 0,6774 0,012768965 408,0807692
ZjuHsp100-50 4 orangel.1g040638m scaffold 53,3851 0,6073 0,011375833 410,6546154
ZjuHsp100-50 4 orangel.1g024550m scaffold 41,8229 0,4434 0,010601847 321,7146154
ZjuHsp100-51 4 orangel.1g005815m scaffold 1,3405 0,0931 0,069451697 10,31153846
ZjuHsp100-51 4 orangel.1g005480m scaffold 48,6381 0,2309 0,004747307 374,1392308
ZjuHsp100-51 4 orangel.1g005495m scaffold 48,6459 0,2311 0,004750657 374,1992308
ZjuHsp100-51 4 orangel.1g005479m scaffold 48,6368 0,2310 0,00474949 374,1292308
ZjuHsp100-51 4 orangel.1g005479m scaffold 48,6404 0,2312 0,00475325 374,1569231
ZjuHsp100-51 4 orangel.1g005003m scaffold 48,577 0,2386 0,00491179 373,6692308
ZjuHsp100-51 4 orangel.1g005304m scaffold 48,6405 0,2311 0,004751185 374,1576923
ZjuHsp100-51 4 orangel.1g007989m scaffold 48,9816 0,2251 0,004595603 376,7815385
ZjuHsp100-51 4 orangel.1g010809m scaffold 50,013 0,2497 0,004992702 384,7153846
ZjuHsp100-51 4 orangel.1g004921m scaffold 48,1977 0,4842 0,010046123 370,7515385
ZjuHsp100-51 4 orangel.1g007367m scaffold 47,9131 0,4712 0,009834471 368,5623077
ZjuHsp100-51 4 orangel.1g005661m scaffold 50,813 0,6625 0,013038002 390,8692308
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ZjuHsp100-51 4 orange1.1g005066m scaffold 49,879 0,6525 0,013081658 383,6846154
ZjuHsp100-51 4 orangel.1g009974m scaffold 52,9408 0,5030 0,009501179 407,2369231
ZjuHsp100-51 4 orangel.1g014798m scaffold 50,6329 0,3198 0,006316051 389,4838462
ZjuHsp100-51 4 orange1.1g007190m scaffold 51,9869 0,5805 0,011166275 399,8992308
ZjuHsp100-51 4 orangel.1g003696m scaffold 50,9626 0,6006 0,011785113 392,02
ZjuHsp100-51 4 orange1.1g005738m scaffold 28,276 0,5888 0,020823313 217,5076923
ZjuHsp100-51 4 orange1.1g003807m scaffold 51,1177 0,6098 0,011929332 393,2130769
ZjuHsp100-51 4 orangel.19047690m scaffold 51,9917 0,6008 0,011555691 399,9361538
ZjuHsp100-51 4 orange1.1g003806m scaffold 50,1005 0,6415 0,012804263 385,3884615
ZjuHsp100-51 4 orange1.1g003476m scaffold 49,7416 0,6464 0,012995159 382,6276923
ZjuHsp100-51 4 orangel.19003473m scaffold 50,0095 0,6542 0,013081515 384,6884615
ZjuHsp100-51 4 orangel.1g004770m scaffold 49,4185 0,5791 0,011718284 380,1423077
ZjuHsp100-51 4 orange1.1g006534m scaffold 50,1339 0,6013 0,01199388 385,6453846
ZjuHsp100-51 4 orangel.1g006535m scaffold 50,1339 0,6014 0,011995875 385,6453846
ZjuHsp100-51 4 orangel.1g005611m scaffold 49,5373 0,7182 0,014498166 381,0561538
ZjuHsp100-51 4 orange1.1g009263m scaffold 50,5463 0,6595 0,013047444 388,8176923
ZjuHsp100-51 4 orangel.1g002307m scaffold 49,9654 0,7118 0,014245858 384,3492308
ZjuHsp100-51 4 orangel.1g003619m scaffold 50,3621 0,6811 0,013524059 387,4007692
ZjuHsp100-51 4 orangel.1g007591m scaffold 51,1217 0,5587 0,010928823 393,2438462
ZjuHsp100-51 4 orangel.1g007575m scaffold 51,1898 0,5787 0,011304987 393,7676923
ZjuHsp100-51 4 orangel.1g043863m scaffold 0,1286 12,7303 98,99144635 0,989230769
ZjuHsp100-51 4 orangel.1g043051m scaffold 53,1074 0,7386 0,013907666 408,5184615
ZjuHsp100-52 4 orangel.1g011573m scaffold 2,3378 0,1754 0,075027804 17,98307692
ZjuHsp100-52 4 orangel.1g041423m scaffold 4,1049 0,2684 0,065385271 31,57615385
ZjuHsp100-52 4 orangel.1g037859m scaffold 4,5156 0,2642 0,058508282 34,73538462
ZjuHsp100-52 4 orangel.1g035603m scaffold 5,3354 0,3308 0,062000975 41,04153846
ZjuHsp100-52 4 orangel.1g011935m scaffold 7,0339 0,5732 0,081491065 54,10692308
ZjuHsp100-52 4 orangel.1g012016m scaffold 15,2093 0,6099 0,040100465 116,9946154
ZjuHsp100-52 4 orangel.1g011254m scaffold 7,2907 0,6035 0,082776688 56,08230769
ZjuHsp100-52 4 orangel.1g013128m scaffold 17,212 0,5642 0,032779456 132,4
ZjuHsp100-52 4 orangel.1g012846m scaffold 4,5536 0,6033 0,13248858 35,02769231
ZjuHsp100-52 4 orangel.1g009791m scaffold 6,7875 0,6416 0,094526703 52,21153846
ZjuHsp100-52 4 orangel.1g011374m scaffold 12,4122 0,6340 0,051078777 95,47846154
ZjuHsp100-52 4 orangel.1g011286m scaffold 12,9053 0,6290 0,048739665 99,27153846
ZjuHsp100-52 4 orangel.1g010133m scaffold 16,7168 0,6268 0,037495214 128,5907692
ZjuHsp100-52 4 orangel.1g009640m scaffold 28,4628 0,6403 0,02249603 218,9446154
ZjuHsp100-52 4 orangel.1g013083m scaffold 30,5423 0,5991 0,019615419 234,9407692
ZjuHsp100-52 4 orangel.1g047029m scaffold 17,2713 0,6084 0,035226069 132,8561538
ZjuHsp100-52 4 orangel.1g041382m scaffold 17,586 0,6408 0,036438076 135,2769231
ZjuHsp100-52 4 orangel.1g040638m scaffold 9,3485 0,6128 0,065550623 71,91153846
ZjuHsp100-52 4 orangel.1g024550m scaffold 52,7273 0,4409 0,008361892 405,5946154
ZjuHsp100-53 4 orangel.1g011573m scaffold 2,4488 0,2161 0,088247305 18,83692308
ZjuHsp100-53 4 orangel.1g041423m scaffold 9,5908 0,2628 0,02740126  73,77538462
ZjuHsp100-53 4 orangel.1g037859m scaffold 40,7744 0,2816 0,006906294 313,6492308
ZjuHsp100-53 4 orangel.1g035603m scaffold 5,4405 0,3514 0,064589652 41,85
ZjuHsp100-53 4 orangel.1g012016m scaffold 49,905 0,5688 0,011397656 383,8846154
ZjuHsp100-53 4 orangel.1g011935m scaffold 23,8401 0,5766 0,02418614 183,3853846
ZjuHsp100-53 4 orangel.1g011254m scaffold 9,0462 0,6175 0,068260706 69,58615385
ZjuHsp100-53 4 orangel.1g012846m scaffold 10,8949 0,5810 0,053327704 83,80692308
ZjuHsp100-53 4 orangel.1g013128m scaffold 50,6623 0,5725 0,011300316 389,71
ZjuHsp100-53 4 orangel.1g011374m scaffold 16,4912 0,5843 0,035431018 126,8553846
ZjuHsp100-53 4 orangel.1g011286m scaffold 18,4858 0,5931 0,032084086 142,1984615
ZjuHsp100-53 4 orangel.1g009791m scaffold 10,8971 0,6030 0,055335823 83,82384615
ZjuHsp100-53 4 orangel.1g010133m scaffold 28,6238 0,6297 0,021999176 220,1830769
ZjuHsp100-53 4 orangel.1g013083m scaffold 50,908 0,5628 0,011055237 391,6
ZjuHsp100-53 4 orangel.1g047029m scaffold 51,6437 0,6096 0,011803957 397,2592308
ZjuHsp100-53 4 orangel.1g009640m scaffold 52,3473 0,6395 0,012216485 402,6715385
ZjuHsp100-53 4 orangel.1g041382m scaffold 51,558 0,6527 0,012659529 396,6
ZjuHsp100-53 4 orangel.1g040638m scaffold 8,5374 0,6352 0,074402043 65,67230769
ZjuHsp100-53 4 orangel.19g024550m scaffold 53,3017 0,4521 0,008481906 410,0130769
ZjuHsp100-54 4 orangel.1g041423m scaffold 3,605 0,3448 0,095644938 27,73076923
ZjuHsp100-54 4 orangel.1g011573m scaffold 11,1013 0,3187 0,028708349 85,39461538
ZjuHsp100-54 4 orangel.1g037859m scaffold 17,6586 0,3729 0,021117189 135,8353846
ZjuHsp100-54 4 orangel.1g035603m scaffold 2,5568 0,3848 0,150500626 19,66769231
ZjuHsp100-54 4 orangel.1g012016m scaffold 14,9531 0,6018 0,040245835 115,0238462
ZjuHsp100-54 4 orangel.1g010133m scaffold 27,1393 0,6505 0,023968931 208,7638462
ZjuHsp100-54 4 orangel.1g013128m scaffold 40,0493 0,5801 0,014484648 308,0715385
ZjuHsp100-54 4 orangel.1g011935m scaffold 4,7519 0,6251 0,131547381 36,55307692
ZjuHsp100-54 4 orangel.1g047029m scaffold 50,023 0,6447 0,012888071 384,7923077
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ZjuHsp100-54 4 orangel.1g011374m scaffold 52,3569 0,6637 0,012676457 402,7453846
ZjuHsp100-54 4 orangel.19011286m scaffold 52,8442 0,6697 0,012673103 406,4938462
ZjuHsp100-54 4 orangel.1g011254m scaffold 52,7598 0,6668 0,01263841 405,8446154
ZjuHsp100-54 4 orange1.1g009640m scaffold 46,0229 0,6606 0,014353724 354,0223077
ZjuHsp100-54 4 orangel.1g013083m scaffold 51,1208 0,6285 0,012294409 393,2369231
ZjuHsp100-54 4 orange1.1g009791m scaffold 4,0237 0,7121 0,176976415 30,95153846
ZjuHsp100-54 4 orangel.1g012846m scaffold 5,4103 0,6410 0,118477718 41,61769231
ZjuHsp100-54 4 orangel.19041382m scaffold 51,9821 0,7016 0,013496954 399,8623077
ZjuHsp100-54 4 orangel.1g013823m scaffold 4,8037 0,6479 0,1348752  36,95153846
ZjuHsp100-54 4 orange1.1g024550m scaffold 54,3400 0,4760 0,008759661 418
ZjuHsp100-54 4 orangel.19040638m scaffold 54,5008 0,6482 0,011893403 419,2369231
ZjuHsp100-55 4 orangel.19011573m scaffold 8,4112 0,3203 0,038080179 64,70153846
ZjuHsp100-55 4 orangel.1g041423m scaffold 4,438 0,3441 0,077534926 34,13846154
ZjuHsp100-55 4 orangel.19037859m scaffold 2,6006 0,3083 0,118549565 20,00461538
ZjuHsp100-55 4 orangel.19035603m scaffold 6,1907 0,2991 0,048314407 47,62076923
ZjuHsp100-55 4 orange1.1g009791m scaffold 20,5362 0,6428 0,031300825 157,9707692
ZjuHsp100-55 4 orangel.1g012846m scaffold 40,9674 0,623 0,015207214 315,1338462
ZjuHsp100-55 4 orangel.1g011935m scaffold 54,8463 0,5765 0,010511192 421,8946154
ZjuHsp100-55 4 orangel.1g012016m scaffold 50,3032 0,5869 0,01166725 386,9476923
ZjuHsp100-55 4 orangel.1g011254m scaffold 34,2308 0,5916 0,017282681 263,3138462
ZjuHsp100-55 4 orangel.1g013128m scaffold 16,6892 0,6083 0,036448721 128,3784615
ZjuHsp100-55 4 orangel.1g047029m scaffold 7,1889 0,6049 0,08414361 55,29923077
ZjuHsp100-55 4 orangel.1g011286m scaffold 54,1353 0,5959 0,011007605 416,4253846
ZjuHsp100-55 4 orangel.1g011374m scaffold 54,1359 0,5858 0,010820916 416,43
ZjuHsp100-55 4 orangel.1g013083m scaffold 39,2948 0,6103 0,015531317 302,2676923
ZjuHsp100-55 4 orangel.1g010133m scaffold 55,4929 0,663 0,011947474 426,8684615
ZjuHsp100-55 4 orangel.1g041382m scaffold 52,6477 0,6385 0,012127785 404,9823077
ZjuHsp100-55 4 orangel.1g009640m scaffold 53,458 0,6843 0,012800703 411,2153846
ZjuHsp100-55 4 orangel.1g040638m scaffold 52,1328 0,6265 0,012017386 401,0215385
ZjuHsp100-55 4 orangel.19g024550m scaffold 17,9597 0,4335 0,024137374 138,1515385
ZjuHsp100-56 4 orangel.1g011573m scaffold 9,5916 0,3156 0,032903791 73,78153846
ZjuHsp100-56 4 orangel.1g041423m scaffold 6,2138 0,3414 0,054942225 47,79846154
ZjuHsp100-56 4 orangel.1g037859m scaffold 2,2043 0,3317 0,15047861 16,95615385
ZjuHsp100-56 4 orangel.1g035603m scaffold 2,8102 0,3198 0,11379973 21,61692308
ZjuHsp100-56 4 orange1.1g009791m scaffold 11,7622 0,6377 0,054216048 90,47846154
ZjuHsp100-56 4 orangel.1g013128m scaffold 31,6503 0,5993 0,01893505 243,4638462
ZjuHsp100-56 4 orangel.1g012016m scaffold 50,6337 0,6044 0,011936714 389,49
ZjuHsp100-56 4 orangel.1g012016m scaffold 50,635 0,6043 0,011934433 3895
ZjuHsp100-56 4 orangel.1g012846m scaffold 20,9101 0,638 0,030511571 160,8469231
ZjuHsp100-56 4 orangel.1g011254m scaffold 17,3175 0,6072 0,035062798 133,2115385
ZjuHsp100-56 4 orangel.1g011935m scaffold 53,5885 0,625 0,01166295 412,2192308
ZjuHsp100-56 4 orangel.1g013083m scaffold 49,6698 0,6019 0,012118027 382,0753846
ZjuHsp100-56 4 orangel.1g041382m scaffold 51,4814 0,6546 0,012715272 396,0107692
ZjuHsp100-56 4 orangel.1g047029m scaffold 9,7362 0,6193 0,063607978 74,89384615
ZjuHsp100-56 4 orangel.1g011286m scaffold 52,9252 0,6091 0,011508695 407,1169231
ZjuHsp100-56 4 orangel.1g011374m scaffold 52,2656 0,6215 0,011891187 402,0430769
ZjuHsp100-56 4 orangel.1g010133m scaffold 30,0926 0,6772 0,022503871 231,4815385
ZjuHsp100-56 4 orangel.1g009640m scaffold 50,6589 0,7453 0,014712124 389,6838462
ZjuHsp100-56 4 orangel.1g040638m scaffold 11,5079 0,6725 0,058438116 88,52230769
ZjuHsp100-56 4 orangel.1g024550m scaffold 29,5309 0,4217 0,014279958 227,1607692
ZjuHsp100-56 4 orangel.1g048683m scaffold 17,7881 0,5801 0,03261169 136,8315385
ZjuHsp100-57 4 orangel.1g002068m scaffold 0,9906 0,0736 0,074298405 7,62
ZjuHsp100-57 4 orange1.1g002012m scaffold 50,8432 0,2269 0,00446274 391,1015385
ZjuHsp100-57 4 orangel.1g006289m scaffold 0,8539 0,0355 0,041573955 6,568461538
ZjuHsp100-57 4 orangel.1g046258m scaffold 40,3009 0,4278 0,010615148 310,0069231
ZjuHsp100-57 4 orangel.1g003094m scaffold 53,7833 0,477 0,008868924 413,7176923
ZjuHsp100-57 4 orangel.1g005517m scaffold 54,6946 0,3871 0,007077481 420,7276923
ZjuHsp100-57 4 orangel.1g002623m scaffold 0,9867 0,0738 0,07479477 7,59
ZjuHsp100-57 4 orangel.1g005505m scaffold 54,7017 0,3872 0,007078391 420,7823077
ZjuHsp100-57 4 orangel.1g005511m scaffold 54,7003 0,3873 0,0070804  420,7715385
ZjuHsp100-57 4 orangel.1g005515m scaffold 54,6949 0,3873 0,007081099 420,73
ZjuHsp100-57 4 orangel.1g003088m scaffold 54,428 0,5861 0,010768355 418,6769231
ZjuHsp100-57 4 orangel.1g005179m scaffold 55,3858 0,6615 0,011943495 426,0446154
ZjuHsp100-57 4 orangel.1g004878m scaffold 55,0687 0,6318 0,011472942 423,6053846
ZjuHsp100-57 4 orangel.1g007723m scaffold 55,3168 0,6815 0,012319946 425,5138462
ZjuHsp100-57 4 orangel.1g047225m scaffold 48,4177 0,3633 0,007503454 372,4438462
ZjuHsp100-58 4 orangel.1g008664m scaffold 1,8476 0,2237 0,12107599 14,21230769
ZjuHsp100-59 4 orangel.1g043863m scaffold 0,9876 0,1817 0,183981369 7,596923077
ZjuHsp100-59 4 orangel.1g010809m scaffold 54,8852 0,6078 0,011074024 422,1938462
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ZjuHsp100-59 4 orangel.1g005815m scaffold 16,6334 0,5748 0,034556976 127,9492308
ZjuHsp100-59 4 orangel.1g007989m scaffold 54,5899 0,6284 0,011511287 419,9223077
ZjuHsp100-59 4 orange1.1g005480m scaffold 54,5416 0,6294 0,011539815 419,5507692
ZjuHsp100-59 4 orange1.1g005495m scaffold 54,5403 0,6293 0,011538257 419,5407692
ZjuHsp100-59 4 orangel.1g005479m scaffold 54,5407 0,6294 0,011540006 419,5438462
ZjuHsp100-59 4 orange1.1g007367m scaffold 12,906 0,6962 0,053943902 99,27692308
ZjuHsp100-59 4 orange1.1g005304m scaffold 54,59 0,6283 0,011509434 419,9230769
ZjuHsp100-59 4 orangel.1g005003m scaffold 55,2095 0,6525 0,011818618 424,6884615
ZjuHsp100-59 4 orange1.1g004921m scaffold 13,2451 0,6947 0,052449585 101,8853846
ZjuHsp100-59 4 orange1.1g007591m scaffold 55,6238 0,646 0,011613734 427,8753846
ZjuHsp100-59 4 orangel.19006534m scaffold 54,0694 0,6488 0,011999393 415,9184615
ZjuHsp100-59 4 orangel.1g006535m scaffold 55,2361 0,6486 0,011742321 424,8930769
ZjuHsp100-59 4 orangel.1g007575m scaffold 55,0805 0,6485 0,011773677 423,6961538
ZjuHsp100-59 4 orangel.1g004770m scaffold 31,2297 0,6585 0,021085697 240,2284615
ZjuHsp100-59 4 orangel.1g003806m scaffold 33,3498 0,6582 0,01973625 256,5369231
ZjuHsp100-59 4 orange1.1g003476m scaffold 37,4484 0,6518 0,017405283 288,0646154
ZjuHsp100-59 4 orangel.1g003473m scaffold 41,3015 0,6508 0,015757297 317,7038462
ZjuHsp100-59 4 orangel.1g047690m scaffold 21,3404 0,7444 0,034882195 164,1569231
ZjuHsp100-59 4 orangel.1g005738m scaffold 54,1482 0,6768 0,01249903 416,5246154
ZjuHsp100-59 4 orangel.1g005661m scaffold 51,5808 0,6762 0,013109529 396,7753846
ZjuHsp100-59 4 orangel.1g005066m scaffold 50,8179 0,7062 0,013896678 390,9069231
ZjuHsp100-59 4 orangel.1g009974m scaffold 53,6504 0,5724 0,010669072 412,6953846
ZjuHsp100-59 4 orangel.1g007190m scaffold 53,4235 0,6982 0,013069155 410,95
ZjuHsp100-59 4 orange1.1g003696m scaffold 52,5209 0,8166 0,015548096 404,0069231
ZjuHsp100-59 4 orangel.1g043051m scaffold 18,4943 0,7724 0,041764219 142,2638462
ZjuHsp100-59 4 orangel.1g003795m scaffold 11,6753 0,8387 0,071835413 89,81
ZjuHsp100-59 4 orangel.1g003807m scaffold 52,5206 0,8373 0,015942316 404,0046154
ZjuHsp100-59 4 orangel.1g003677m scaffold 11,7478 0,8388 0,071400603 90,36769231
ZjuHsp100-59 4 orangel.1g003669m scaffold 11,752 0,8387 0,071366576 90,4
ZjuHsp100-59 4 orangel.1g002754m scaffold 11,6663 0,8387 0,071890831 89,74076923
ZjuHsp100-59 4 orangel.1g003000m scaffold 58,3833 0,8330 0,014267779 449,1023077
ZjuHsp100-59 4 orangel.1g014798m scaffold 55,0387 0,6446 0,011711759 423,3746154
ZjuHsp100-59 4 orangel.1g003619m scaffold 8,6474 0,7909 0,091461017 66,51846154
ZjuHsp100-59 4 orangel.1g009263m scaffold 51,3104 0,554 0,010797031 394,6953846
ZjuHsp100-59 4 orangel.1g005611m scaffold 35,692 0,7061 0,019783145 274,5538462
ZjuHsp100-60 4 orange1.1g005003m scaffold 0,935 0,0500 0,053475936 7,192307692
ZjuHsp100-60 4 orangel.1g005480m scaffold 0,935 0,0500 0,053475936 7,192307692
ZjuHsp100-60 4 orangel.1g005495m scaffold 0,935 0,0500 0,053475936 7,192307692
ZjuHsp100-60 4 orangel.1g005479m scaffold 0,939 0,0506 0,053887114 7,223076923
ZjuHsp100-60 4 orangel.1g005304m scaffold 0,935 0,0500 0,053475936 7,192307692
ZjuHsp100-60 4 orangel.1g007989m scaffold 1,0578 0,0502 0,047456986 8,136923077
ZjuHsp100-60 4 orangel.1g005815m scaffold 50,2009 0,2254 0,004489959 386,1607692
ZjuHsp100-60 4 orangel.1g010809m scaffold 1,1108 0,0525 0,047263234 8,544615385
ZjuHsp100-60 4 orangel.1g014798m scaffold 1,2116 0,0950 0,078408716 9,32
ZjuHsp100-60 4 orangel.1g004921m scaffold 12,1893 0,4840 0,039706956 93,76384615
ZjuHsp100-60 4 orangel.1g007367m scaffold 8,264 0,4518 0,054670862 63,56923077
ZjuHsp100-60 4 orangel.1g009974m scaffold 51,7396 0,5119 0,009893776 397,9969231
ZjuHsp100-60 4 orangel.1g007190m scaffold 52,0394 0,5697 0,010947474 400,3030769
ZjuHsp100-60 4 orangel.1g005661m scaffold 49,6905 0,6614 0,013310391 382,2346154
ZjuHsp100-60 4 orangel.1g003696m scaffold 52,1321 0,6041 0,01158787 401,0161538
ZjuHsp100-60 4 orangel.1g005066m scaffold 50,2599 0,6291 0,012516937 386,6146154
ZjuHsp100-60 4 orangel.1g005738m scaffold 51,7777 0,5896 0,011387142 398,29
ZjuHsp100-60 4 orangel.1g003807m scaffold 52,2711 0,6170 0,011803846 402,0853846
ZjuHsp100-60 4 orangel.1g047690m scaffold 50,5075 0,6270 0,012413998 388,5192308
ZjuHsp100-60 4 orangel.1g003806m scaffold 19,8183 0,6385 0,032217698 152,4484615
ZjuHsp100-60 4 orangel.1g003473m scaffold 23,4025 0,6291 0,026881743 180,0192308
ZjuHsp100-60 4 orangel.1g003476m scaffold 21,9754 0,6327 0,028791285 169,0415385
ZjuHsp100-60 4 orangel.1g004770m scaffold 25,141 0,6019 0,023940973 193,3923077
ZjuHsp100-60 4 orangel.1g009263m scaffold 51,6506 0,6265 0,012129578 397,3123077
ZjuHsp100-60 4 orangel.1g005611m scaffold 51,6627 0,6204 0,012008664 397,4053846
ZjuHsp100-60 4 orangel.1g002307m scaffold 51,8675 0,7043 0,013578831 398,9807692
ZjuHsp100-60 4 orangel.1g003619m scaffold 52,7079 0,6547 0,012421288 405,4453846
ZjuHsp100-60 4 orangel.1g006534m scaffold 20,2113 0,5992 0,029646782 155,4715385
ZjuHsp100-60 4 orangel.1g006535m scaffold 20,2703 0,5992 0,02956049 155,9253846
ZjuHsp100-60 4 orangel.1g007591m scaffold 21,4657 0,5764 0,026852141 165,1207692
ZjuHsp100-60 4 orangel.1g007575m scaffold 19,8271 0,5814 0,029323502 152,5161538
ZjuHsp100-60 4 orangel.1g003000m scaffold 54,0917 0,7255 0,013412409 416,09
ZjuHsp100-60 4 orangel.1g002754m scaffold 54,5047 0,7253 0,013307109 419,2669231
ZjuHsp100-60 4 orangel.1g003795m scaffold 54,974 0,7051 0,012826063 422,8769231
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ZjuHsp100-60 4 orangel.1g043863m scaffold 52,7104 0,6196 0,011754796 405,4646154
ZjuHsp100-60 4 orangel.19003677m scaffold 55,9271 0,7039 0,012586027 430,2084615
ZjuHsp100-61 5 orange1.1g000978m scaffold 0,9034 0,0433 0,047930042 6,949230769
ZjuHsp100-61 5 orange1.1g001150m scaffold 0,9034 0,0433 0,047930042 6,949230769
ZjuHsp100-61 5 orangel.1g000888m scaffold 0,9034 0,0433 0,047930042 6,949230769
ZjuHsp100-61 5 orange1.1g000823m scaffold 0,9034 0,0433 0,047930042 6,949230769
ZjuHsp100-61 5 orange1.1g003253m scaffold 0,9034 0,0433 0,047930042 6,949230769
ZjuHsp100-61 5 orangel.19004916m scaffold 3,2383 0,1583 0,048883674 24,91
ZjuHsp100-61 5 orange1.1g001861m scaffold 3,2383 0,1583 0,048883674 24,91
ZjuHsp100-61 5 orange1.1g001862m scaffold 3,2383 0,1583 0,048883674 24,91
ZjuHsp100-61 5 orangel.1g001309m scaffold 3,2384 0,1583 0,048882164 24,91076923
ZjuHsp100-61 5 orangel.19001244m scaffold 3,2383 0,1583 0,048883674 24,91
ZjuHsp100-61 5 orangel.1g001227m scaffold 3,2384 0,1583 0,048882164 24,91076923
ZjuHsp100-61 5 orangel.1g000921m scaffold 3,2493 0,1510 0,046471548 24,99461538
ZjuHsp100-61 5 orangel.1g001076m scaffold 3,2382 0,1583 0,048885183 24,90923077
ZjuHsp100-61 5 orange1.1g001031m scaffold 3,2385 0,1583 0,048880655 24,91153846
ZjuHsp100-61 5 orangel.1g000914m scaffold 3,2383 0,1583 0,048883674 24,91
ZjuHsp100-61 5 orangel.1g000950m scaffold 3,2383 0,1583 0,048883674 24,91
ZjuHsp100-61 5 orangel.1g000925m scaffold 3,2384 0,1583 0,048882164 24,91076923
ZjuHsp100-61 5 orange1.1g000858m scaffold 3,2385 0,1583 0,048880655 24,91153846
ZjuHsp100-62 5 orangel.1g005285m scaffold 0,9205 0,0530 0,057577404 7,080769231
ZjuHsp100-62 5 orangel.1g005284m scaffold 0,9205 0,0530 0,057577404 7,080769231
ZjuHsp100-62 5 orangel.1g005643m scaffold 0,9264 0,0530 0,057210708 7,126153846
ZjuHsp100-62 5 orangel.1g007214m scaffold 0,9457 0,0574 0,060695781 7,274615385
ZjuHsp100-62 5 orangel.1g004921m scaffold 36,6559 0,7678 0,020946151 281,9684615
ZjuHsp100-62 5 orangel.1g035608m scaffold 0,851 0,2303 0,270622797 6,546153846
ZjuHsp100-62 5 orangel.1g007367m scaffold 53,900 0,7703 0,01429128 414,6153846
ZjuHsp100-62 5 orangel.1g005815m scaffold 37,0569 0,8071 0,021780019 285,0530769
ZjuHsp100-62 5 orangel.1g005480m scaffold 14,7443 0,8466 0,057418799 113,4176923
ZjuHsp100-62 5 orangel.1g005495m scaffold 14,7363 0,8466 0,05744997 113,3561538
ZjuHsp100-62 5 orangel.1g005479m scaffold 14,7324 0,8466 0,057465179 113,3261538
ZjuHsp100-62 5 orangel.1g005003m scaffold 14,0697 0,8389 0,059624583 108,2284615
ZjuHsp100-62 5 orangel.1g005304m scaffold 11,4711 0,8571 0,074718205 88,23923077
ZjuHsp100-62 5 orangel.1g007989m scaffold 17,7901 0,8264 0,046452802 136,8469231
ZjuHsp100-63 5 orangel.1g012655m scaffold 0,8881 0,0794 0,089404346 6,831538462
ZjuHsp100-63 5 orangel.1g014376m scaffold 1,0006 0,0860 0,085948431 7,696923077
ZjuHsp100-64 5 orangel.1g041423m scaffold 2,0731 0,1259 0,060730307 15,94692308
ZjuHsp100-64 5 orangel.1g011573m scaffold 10,4323 0,2438 0,023369727 80,24846154
ZjuHsp100-64 5 orangel.1g037859m scaffold 6,3133 0,3073 0,048675019 48,56384615
ZjuHsp100-64 5 orangel.1g035603m scaffold 5,6312 0,3068 0,054482171 43,31692308
ZjuHsp100-64 5 orangel.1g012016m scaffold 43,3035 0,4733 0,010929832 333,1038462
ZjuHsp100-64 5 orangel.1g010133m scaffold 60,6182 0,5551 0,009157316 466,2938462
ZjuHsp100-64 5 orangel.1g011935m scaffold 17,6492 0,4970 0,028159917 135,7630769
ZjuHsp100-64 5 orangel.1g009791m scaffold 15,5599 0,5437 0,034942384 119,6915385
ZjuHsp100-64 5 orangel.1g011254m scaffold 55,8694 0,5036 0,009013879 429,7646154
ZjuHsp100-64 5 orangel.1g009640m scaffold 55,6406 0,5568 0,010007081 428,0046154
ZjuHsp100-64 5 orangel.1g011374m scaffold 57,1041 0,5144 0,00900811 439,2623077
ZjuHsp100-64 5 orangel.1g012846m scaffold 54,1167 0,5340 0,009867564 416,2823077
ZjuHsp100-64 5 orangel.1g011286m scaffold 56,494 0,5327 0,00942932 434,5692308
ZjuHsp100-64 5 orangel.1g013128m scaffold 14,1655 0,5020 0,035438213 108,9653846
ZjuHsp100-64 5 orangel.1g047029m scaffold 9,2762 0,5283 0,0569522  71,35538462
ZjuHsp100-64 5 orangel.1g013083m scaffold 52,4534 0,5372 0,010241471 403,4876923
ZjuHsp100-64 5 orangel.1g041382m scaffold 20,9268 0,5654 0,027017987 160,9753846
ZjuHsp100-64 5 orangel.19g024550m scaffold 58,0906 0,4356 0,007498631 446,8507692
ZjuHsp100-64 5 orangel.1g040638m scaffold 59,5727 0,5211 0,008747295 458,2515385
ZjuHsp100-65 5 orangel.1g041423m scaffold 2,1463 0,2336 0,108838466 16,51
ZjuHsp100-65 5 orangel.1g011573m scaffold 6,8261 0,3197 0,046834942 52,50846154
ZjuHsp100-65 5 orangel.1g037859m scaffold 54,3314 0,3684 0,006780609 417,9338462
ZjuHsp100-65 5 orangel.1g035603m scaffold 3,8288 0,4061 0,106064563 29,45230769
ZjuHsp100-65 5 orangel.1g012016m scaffold 50,5043 0,5580 0,011048564 388,4946154
ZjuHsp100-65 5 orangel.1g011935m scaffold 56,0617 0,5901 0,010525903 431,2438462
ZjuHsp100-65 5 orangel.1g010133m scaffold 53,0107 0,6682 0,012605002 407,7746154
ZjuHsp100-65 5 orangel.1g011254m scaffold 40,741 0,6374 0,015645173 313,3923077
ZjuHsp100-65 5 orangel.1g011374m scaffold 53,8177 0,6096 0,011327128 413,9823077
ZjuHsp100-65 5 orangel.1g011286m scaffold 53,3703 0,6275 0,011757476 410,5407692
ZjuHsp100-65 5 orangel.1g013128m scaffold 52,4436 0,5689 0,010847844 403,4123077
ZjuHsp100-65 5 orangel.1g009640m scaffold 52,111 0,6657 0,012774654 400,8538462
ZjuHsp100-65 5 orangel.1g009791m scaffold 7,3011 0,6572 0,090013834 56,16230769
ZjuHsp100-65 5 orangel.1g012846m scaffold 53,0018 0,6351 0,011982612 407,7061538
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ZjuHsp100-65 5 orangel.1g047029m scaffold 8,8047 0,6151 0,069860415 67,72846154
ZjuHsp100-65 5 orangel.19013083m scaffold 53,0899 0,5670 0,010679998 408,3838462
ZjuHsp100-65 5 orangel.1g041382m scaffold 52,2129 0,6672 0,012778451 401,6376923
ZjuHsp100-65 5 orange1.1g040638m scaffold 54,1997 0,6357 0,011728847 416,9207692
ZjuHsp100-65 5 orangel.19024550m scaffold 25,8667 0,4685 0,01811209 198,9746154
ZjuHsp100-65 5 orangel.1g013823m scaffold 54,9186 0,6211 0,011309465 422,4507692
ZjuHsp100-66 5 orangel.1g041423m scaffold 2,1514 0,2338 0,108673422 16,54923077
ZjuHsp100-66 5 orangel.19011573m scaffold 6,826 0,3197 0,046835628 52,50769231
ZjuHsp100-66 5 orange1.1g037859m scaffold 54,079 0,3672 0,006790066 415,9923077
ZjuHsp100-66 5 orange1.1g035603m scaffold 3,8286 0,4061 0,106070104 29,45076923
ZjuHsp100-66 5 orangel.19012016m scaffold 50,5038 0,5580 0,011048674 388,4907692
ZjuHsp100-66 5 orangel.19011935m scaffold 56,131 0,5847 0,010416704 431,7769231
ZjuHsp100-66 5 orange1.1g010133m scaffold 53,1362 0,6749 0,012701322 408,74
ZjuHsp100-66 5 orangel.19011254m scaffold 40,9772 0,6374 0,015554992 315,2092308
ZjuHsp100-66 5 orangel.19011374m scaffold 53,8168 0,6097 0,011329176 413,9753846
ZjuHsp100-66 5 orangel.1g011286m scaffold 53,3788 0,6275 0,011755603 410,6061538
ZjuHsp100-66 5 orangel.1g013128m scaffold 52,442 0,5689 0,010848175 4034
ZjuHsp100-66 5 orangel.1g009640m scaffold 51,7331 0,6295 0,012168225 397,9469231
ZjuHsp100-66 5 orangel.1g009791m scaffold 7,2679 0,6597 0,090768998 55,90692308
ZjuHsp100-66 5 orangel.1g012846m scaffold 53,0065 0,6351 0,011981549 407,7423077
ZjuHsp100-66 5 orangel.1g047029m scaffold 8,8058 0,6151 0,069851689 67,73692308
ZjuHsp100-66 5 orangel.1g013083m scaffold 53,0935 0,5670 0,010679273 408,4115385
ZjuHsp100-66 5 orangel.1g041382m scaffold 52,2942 0,6605 0,012630464 402,2630769
ZjuHsp100-66 5 orangel.1g040638m scaffold 54,2016 0,6356 0,011726591 416,9353846
ZjuHsp100-66 5 orangel.1g024550m scaffold 26,4227 0,4684 0,017727182 203,2515385
ZjuHsp100-66 5 orangel.1g013823m scaffold 55,0043 0,6147 0,01117549 423,11
ZjuHsp100-67 5 orangel.1g041423m scaffold 2,7315 0,2296 0,084056379 21,01153846
ZjuHsp100-67 5 orangel.1g011573m scaffold 6,0298 0,2582 0,042820657 46,38307692
ZjuHsp100-67 5 orangel.1g035603m scaffold 7,4161 0,2785 0,037553431 57,04692308
ZjuHsp100-67 5 orangel.1g037859m scaffold 52,475 0,3179 0,006058123 403,6538462
ZjuHsp100-67 5 orangel.1g012016m scaffold 55,5095 0,4261 0,007676164 426,9961538
ZjuHsp100-67 5 orangel.1g011254m scaffold 57,0131 0,5107 0,00895759  438,5623077
ZjuHsp100-67 5 orangel.1g013128m scaffold 4,2926 0,4207 0,098005871 33,02
ZjuHsp100-67 5 orangel.1g011935m scaffold 50,7503 0,4779 0,009416693 390,3869231
ZjuHsp100-67 5 orangel.1g010133m scaffold 64,3211 0,5542 0,008616146 494,7776923
ZjuHsp100-67 5 orangel.1g012846m scaffold 29,6586 0,5172 0,01743845 228,1430769
ZjuHsp100-67 5 orangel.1g009640m scaffold 4,3344 0,6031 0,139142673 33,34153846
ZjuHsp100-67 5 orangel.1g013083m scaffold 5,7539 0,4764 0,082796017 44,26076923
ZjuHsp100-67 5 orangel.1g047029m scaffold 8,1104 0,4817 0,059392878 62,38769231
ZjuHsp100-67 5 orangel.1g009791m scaffold 30,3704 0,5697 0,018758396 233,6184615
ZjuHsp100-67 5 orangel.1g011374m scaffold 57,25 0,5082 0,008876856 440,3846154
ZjuHsp100-67 5 orangel.1g011286m scaffold 58,0013 0,5204 0,008972213 446,1638462
ZjuHsp100-67 5 orangel.1g024550m scaffold 49,4919 0,4489 0,009070171 380,7069231
ZjuHsp100-67 5 orangel.1g041382m scaffold 55,2772 0,6010 0,010872475 425,2092308
ZjuHsp100-67 5 orangel.1g040638m scaffold 8,263 0,4932 0,059687765 63,56153846
ZjuHsp100-68 5 orangel.1g041423m scaffold 2,8382 0,2389 0,084173067 21,83230769
ZjuHsp100-68 5 orangel.1g011573m scaffold 8,3201 0,3314 0,039831252 64,00076923
ZjuHsp100-68 5 orangel.1g037859m scaffold 60,3711 0,3620 0,005996247 464,3930769
ZjuHsp100-68 5 orangel.1g012016m scaffold 15,8759 0,5311 0,033453222 122,1223077
ZjuHsp100-68 5 orangel.1g011935m scaffold 12,8884 0,5528 0,042891282 99,14153846
ZjuHsp100-68 5 orangel.1g012846m scaffold 9,7894 0,5806 0,059309049 75,30307692
ZjuHsp100-68 5 orangel.1g011254m scaffold 18,3285 0,5963 0,032534032 140,9884615
ZjuHsp100-68 5 orangel.1g013128m scaffold 6,4764 0,5676 0,087641282 49,81846154
ZjuHsp100-68 5 orangel.1g011286m scaffold 56,1929 0,5961 0,010608102 432,2530769
ZjuHsp100-68 5 orangel.1g009791m scaffold 53,1865 0,6114 0,011495398 409,1269231
ZjuHsp100-68 5 orangel.1g011374m scaffold 56,2584 0,5822 0,010348677 432,7569231
ZjuHsp100-68 5 orangel.1g010133m scaffold 54,9067 0,6172 0,011240887 422,3592308
ZjuHsp100-68 5 orangel.1g013083m scaffold 4,7644 0,5842 0,122617748 36,64923077
ZjuHsp100-68 5 orange1.1g009640m scaffold 53,2114 0,6319 0,011875275 409,3184615
ZjuHsp100-68 5 orangel.1g047029m scaffold 7,9766 0,6155 0,077163202 61,35846154
ZjuHsp100-68 5 orangel.1g041382m scaffold 54,7087 0,6080 0,011113406 420,8361538
ZjuHsp100-68 5 orangel.1g040638m scaffold 20,0102 0,6069 0,030329532 153,9246154
ZjuHsp100-68 5 orangel.1g024550m scaffold 59,8708 0,4215 0,00704016  460,5446154
ZjuHsp100-70 5 orangel.1g046258m scaffold 1,5618 0,0548 0,035087719 12,01384615
ZjuHsp100-70 5 orangel.1g002068m scaffold 27,3193 0,4619 0,016907461 210,1484615
ZjuHsp100-70 5 orangel.1g002012m scaffold 54,0194 0,4947 0,009157821 415,5338462
ZjuHsp100-70 5 orangel.1g002623m scaffold 42,6509 0,4508 0,010569531 328,0838462
ZjuHsp100-70 5 orangel.1g006289m scaffold 22,5506 0,3576 0,015857671 173,4661538
ZjuHsp100-70 5 orangel.1g003094m scaffold 47,292 0,5269 0,011141419 363,7846154
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ZjuHsp100-70 5 orangel.1g005517m scaffold 45,6699 0,4639 0,010157675 351,3069231
ZjuHsp100-70 5 orangel.1g005505m scaffold 44,4585 0,4639 0,01043445 341,9884615
ZjuHsp100-70 5 orange1.1g005511m scaffold 44,1629 0,4640 0,010506556 339,7146154
ZjuHsp100-70 5 orange1.1g005515m scaffold 43,5557 0,4639 0,01065073  335,0438462
ZjuHsp100-70 5 orangel.1g003088m scaffold 51,0732 0,5503 0,010774731 392,8707692
ZjuHsp100-70 5 orange1.1g004878m scaffold 50,7045 0,5952 0,011738603 390,0346154
ZjuHsp100-70 5 orange1.1g005179m scaffold 51,0239 0,6209 0,012168807 392,4915385
ZjuHsp100-70 5 orangel.19047225m scaffold 50,3172 0,4794 0,009527557 387,0553846
ZjuHsp100-70 5 orange1.1g007723m scaffold 39,7067 0,6719 0,016921577 305,4361538
ZjuHsp100-71 5 orangel.1g046258m scaffold 1,5619 0,0548 0,035085473 12,01461538
ZjuHsp100-71 5 orange1.19002068m scaffold 27,2682 0,4619 0,016939145 209,7553846
ZjuHsp100-71 5 orangel.19002012m scaffold 54,0159 0,4945 0,009154712 415,5069231
ZjuHsp100-71 5 orange1.1g002623m scaffold 41,7086 0,4508 0,010808323 320,8353846
ZjuHsp100-71 5 orangel.19006289m scaffold 22,5597 0,3575 0,015846842 173,5361538
ZjuHsp100-71 5 orange1.1g003094m scaffold 50,3571 0,5268 0,010461285 387,3623077
ZjuHsp100-71 5 orange1.1g005517m scaffold 43,2466 0,4639 0,010726855 332,6661538
ZjuHsp100-71 5 orangel.1g005505m scaffold 43,2542 0,4640 0,010727282 332,7246154
ZjuHsp100-71 5 orangel.1g005511m scaffold 44,4299 0,4639 0,010441167 341,7684615
ZjuHsp100-71 5 orangel.1g005515m scaffold 43,6634 0,4638 0,010622169 335,8723077
ZjuHsp100-71 5 orangel.1g003088m scaffold 51,0711 0,5502 0,010773216 392,8546154
ZjuHsp100-71 5 orangel.1g004878m scaffold 50,7063 0,5951 0,011736214 390,0484615
ZjuHsp100-71 5 orangel.1g005179m scaffold 51,0223 0,6210 0,012171149 392,4792308
ZjuHsp100-71 5 orangel.1g047225m scaffold 50,3185 0,4794 0,009527311 387,0653846
ZjuHsp100-71 5 orangel.1g007723m scaffold 39,2573 0,6719 0,017115288 301,9792308
ZjuHsp100-72 6 orangel.1g004921m scaffold 1,5257 0,0583 0,038211968 11,73615385
ZjuHsp100-72 6 orangel.1g007367m scaffold 1,8769 0,0841 0,044807928 14,43769231
ZjuHsp100-72 6 orangel.1g005480m scaffold 48,801 0,4887 0,010014139 375,3923077
ZjuHsp100-72 6 orangel.1g005495m scaffold 48,8016 0,4887 0,010014016 375,3969231
ZjuHsp100-72 6 orangel.1g005479m scaffold 48,8023 0,4888 0,010015921 375,4023077
ZjuHsp100-72 6 orange1.1g005003m scaffold 48,5363 0,5089 0,010484936 373,3561538
ZjuHsp100-72 6 orangel.1g005304m scaffold 49,273 0,4918 0,009981126 379,0230769
ZjuHsp100-72 6 orangel.1g005815m scaffold 48,2521 0,4997 0,010356026 371,17
ZjuHsp100-72 6 orangel.1g007989m scaffold 49,018 0,4333 0,00883961 377,0615385
ZjuHsp100-72 6 orangel.1g010809m scaffold 50,2232 0,4250 0,008462225 386,3323077
ZjuHsp100-72 6 orangel.1g005661m scaffold 48,2771 0,6503 0,013470155 371,3623077
ZjuHsp100-72 6 orange1.1g005066m scaffold 48,2799 0,6688 0,013852556 371,3838462
ZjuHsp100-72 6 orangel.1g047690m scaffold 49,2655 0,5930 0,012036821 378,9653846
ZjuHsp100-72 6 orangel.1g009974m scaffold 50,1467 0,5399 0,010766411 385,7438462
ZjuHsp100-72 6 orangel.1g005738m scaffold 50,9655 0,6046 0,011862927 392,0423077
ZjuHsp100-72 6 orangel.1g007190m scaffold 49,6318 0,6261 0,012614896 381,7830769
ZjuHsp100-72 6 orange1.1g003696m scaffold 49,8154 0,6825 0,013700583 383,1953846
ZjuHsp100-72 6 orangel.1g003807m scaffold 49,9157 0,6977 0,013977566 383,9669231
ZjuHsp100-72 6 orangel.1g003806m scaffold 47,1703 0,6874 0,014572729 362,8484615
ZjuHsp100-72 6 orangel.1g003476m scaffold 46,9113 0,6707 0,014297195 360,8561538
ZjuHsp100-72 6 orangel.1g003473m scaffold 46,8054 0,6634 0,014173578 360,0415385
ZjuHsp100-72 6 orangel.1g004770m scaffold 47,2024 0,6381 0,01351838 363,0953846
ZjuHsp100-72 6 orangel.1g006534m scaffold 48,1031 0,6479 0,013468986 370,0238462
ZjuHsp100-72 6 orangel.1g006535m scaffold 48,1019 0,6479 0,013469322 370,0146154
ZjuHsp100-72 6 orangel.1g005611m scaffold 48,4682 0,7149 0,014749877 372,8323077
ZjuHsp100-72 6 orangel.1g007591m scaffold 48,3495 0,6138 0,012695064 371,9192308
ZjuHsp100-72 6 orangel.1g009263m scaffold 49,1496 0,6600 0,01342839 378,0738462
ZjuHsp100-72 6 orangel.1g002307m scaffold 49,5313 0,7508 0,015158092 381,01
ZjuHsp100-72 6 orangel.1g014798m scaffold 49,775 0,4440 0,008920141 382,8846154
ZjuHsp100-72 6 orangel.1g003619m scaffold 50,0254 0,7390 0,014772496 384,8107692
ZjuHsp100-72 6 orangel.1g007575m scaffold 48,5228 0,6352 0,013090753 373,2523077
ZjuHsp100-72 6 orangel.1g003000m scaffold 0,2091 16,4037  78,44906743 1,608461538
ZjuHsp100-72 6 orangel.1g002754m scaffold 51,2708 0,7481 0,014591151 394,3907692
ZjuHsp100-72 6 orangel.1g043863m scaffold 48,1839 0,6508 0,013506586 370,6453846
ZjuHsp100-72 6 orangel.1g043051m scaffold 51,0289 0,7279 0,014264466 392,53
ZjuHsp100-72 6 orangel.1g003795m scaffold 51,5582 0,7225 0,01401329 396,6015385
ZjuHsp100-72 6 orangel.1g003677m scaffold 52,1106 0,7303 0,014014423 400,8507692
ZjuHsp100-73 6 orangel.1g004921m scaffold 1,689 0,2506 0,148371818 12,99230769
ZjuHsp100-73 6 orangel.1g007367m scaffold 3,0942 0,4159 0,134412772 23,80153846
ZjuHsp100-73 6 orangel.1g026977m scaffold 1,9353 0,1725 0,089133468 14,88692308
ZjuHsp100-73 6 orangel.1g027564m scaffold 1,1538 0,1449 0,125585023 8,875384615
ZjuHsp100-73 6 orangel.1g028644m scaffold 1,1447 0,1277 0,111557613 8,805384615
ZjuHsp100-73 6 orangel.1g039983m scaffold 1,0077 0,2188 0,217128114 7,751538462
ZjuHsp100-73 6 orangel.1g027287m scaffold 3,3677 0,2351 0,069810256 25,90538462
ZjuHsp100-73 6 orangel.1g027662m scaffold 4,9902 0,2523 0,050559096 38,38615385
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ZjuHsp100-73 6 orangel.1g005815m scaffold 46,6077 0,6554 0,014062054 358,5207692
ZjuHsp100-73 6 orangel.1g005480m scaffold 48,3997 0,6653 0,013745953 372,3053846
ZjuHsp100-73 6 orange1.1g005495m scaffold 48,4001 0,6652 0,013743773 372,3084615
ZjuHsp100-73 6 orange1.1g005479m scaffold 48,3999 0,6653 0,013745896 372,3069231
ZjuHsp100-73 6 orangel.1g005003m scaffold 48,3154 0,6597 0,013654032 371,6569231
ZjuHsp100-73 6 orangel.1g027323m scaffold 5,9787 0,2600 0,043487715 45,99
ZjuHsp100-73 6 orangel.1g028138m scaffold 7,8478 0,2407 0,030671016 60,36769231
ZjuHsp100-73 6 orangel.1g005304m scaffold 48,9548 0,6693 0,013671795 376,5753846
ZjuHsp100-73 6 orange1.1g027869m scaffold 6,1787 0,3137 0,050771198 47,52846154
ZjuHsp100-73 6 orangel.1g027857m scaffold 6,1788 0,3137 0,050770376 47,52923077
ZjuHsp100-73 6 orange1.19029078m scaffold 5,0415 0,2284 0,045303977 38,78076923
ZjuHsp100-73 6 orangel.19028256m scaffold 45164 0,2506 0,055486671 34,74153846
ZjuHsp100-73 6 orange1.1g007989m scaffold 48,5616 0,6150 0,012664327 373,5507692
ZjuHsp100-73 6 orangel.19031213m scaffold 1,0028 0,1330 0,13262864 7,713846154
ZjuHsp100-73 6 orangel.19032051m scaffold 1,2128 0,1294 0,106695251 9,329230769
ZjuHsp100-73 6 orangel.1g044681m scaffold 1,0977 0,2533 0,230755215 8,443846154
ZjuHsp100-73 6 orangel.1g029797m scaffold 3,9154 0,3116 0,079583184 30,11846154
ZjuHsp100-73 6 orangel.1g045940m scaffold 2,7921 0,2810 0,100641095 21,47769231
ZjuHsp100-73 6 orangel.1g009974m scaffold 50,0634 0,6979 0,013940324 385,1030769
ZjuHsp100-73 6 orangel.1g007190m scaffold 0,1655 16,3810  98,97885196 1,273076923
ZjuHsp100-74 6 orangel.1g005066m scaffold 1,0196 0,0589 0,057767752 7,843076923
ZjuHsp100-74 6 orangel.1g005661m scaffold 1,0477 0,0555 0,052973179 8,059230769
ZjuHsp100-74 6 orange1.1g007190m scaffold 52,4721 0,3918 0,007466825 403,6315385
ZjuHsp100-74 6 orangel.1g003696m scaffold 53,4586 0,4371 0,008176421 411,22
ZjuHsp100-74 6 orangel.1g009974m scaffold 53,2618 0,3417 0,00641548 409,7061538
ZjuHsp100-74 6 orangel.1g003807m scaffold 53,4794 0,4459 0,00833779 411,38
ZjuHsp100-74 6 orangel.1g005815m scaffold 52,3678 0,6398 0,012217431 402,8292308
ZjuHsp100-74 6 orangel.1g004921m scaffold 49,6799 0,6758 0,013603087 382,1530769
ZjuHsp100-74 6 orangel.1g005480m scaffold 52,6075 0,6375 0,012118044 404,6730769
ZjuHsp100-74 6 orangel.1g005495m scaffold 52,6077 0,6374 0,012116097 404,6746154
ZjuHsp100-74 6 orangel.1g005479m scaffold 52,6069 0,6375 0,012118182 404,6684615
ZjuHsp100-74 6 orange1.1g005003m scaffold 52,5503 0,6349 0,012081758 404,2330769
ZjuHsp100-74 6 orangel.1g005304m scaffold 52,4879 0,6343 0,01208469 403,7530769
ZjuHsp100-74 6 orangel.1g007989m scaffold 53,0134 0,6107 0,011519729 407,7953846
ZjuHsp100-74 6 orangel.1g005738m scaffold 54,2642 0,7013 0,012923806 417,4169231
ZjuHsp100-74 6 orangel.1g047690m scaffold 52,8697 0,7256 0,013724307 406,69
ZjuHsp100-74 6 orangel.1g007367m scaffold 49,9618 0,6895 0,013800544 384,3215385
ZjuHsp100-74 6 orange1.1g003806m scaffold 50,9976 0,7048 0,013820258 392,2892308
ZjuHsp100-74 6 orangel.1g003476m scaffold 50,2202 0,7237 0,014410536 386,3092308
ZjuHsp100-74 6 orangel.1g003473m scaffold 49,9708 0,7335 0,014678572 384,3907692
ZjuHsp100-74 6 orangel.1g004770m scaffold 50,888 0,6847 0,013455039 391,4461538
ZjuHsp100-74 6 orangel.1g010809m scaffold 53,283 0,6430 0,012067639 409,8692308
ZjuHsp100-74 6 orangel.1g009263m scaffold 41,5996 0,6893 0,016569871 319,9969231
ZjuHsp100-74 6 orangel.1g005611m scaffold 23,545 0,7914 0,033612232 181,1153846
ZjuHsp100-74 6 orange1.1g002307m scaffold 21,3341 0,7912 0,037086167 164,1084615
ZjuHsp100-74 6 orangel.1g003619m scaffold 21,2031 0,7497 0,035358037 163,1007692
ZjuHsp100-74 6 orangel.1g006534m scaffold 52,1206 0,6709 0,01287207 400,9276923
ZjuHsp100-74 6 orangel.1g006535m scaffold 52,1231 0,6706 0,012865697 400,9469231
ZjuHsp100-74 6 orangel.1g003000m scaffold 54,4463 0,7778 0,014285636 418,8176923
ZjuHsp100-74 6 orangel.1g002754m scaffold 54,9686 0,7756 0,014109874 422,8353846
ZjuHsp100-74 6 orangel.1g007591m scaffold 51,9762 0,6527 0,012557671 399,8169231
ZjuHsp100-74 6 orangel.1g043863m scaffold 52,6375 0,6991 0,013281406 404,9038462
ZjuHsp100-75 6 orange1.1g005066m scaffold 1,0196 0,0589 0,057767752 7,843076923
ZjuHsp100-75 6 orangel.1g005661m scaffold 1,0477 0,0555 0,052973179 8,059230769
ZjuHsp100-75 6 orangel.1g007190m scaffold 52,4748 0,3918 0,007466441 403,6523077
ZjuHsp100-75 6 orangel.1g003696m scaffold 53,4575 0,4371 0,008176589 411,2115385
ZjuHsp100-75 6 orangel.1g009974m scaffold 53,2637 0,3416 0,006413373 409,7207692
ZjuHsp100-75 6 orangel.1g003807m scaffold 53,4792 0,4459 0,008337821 411,3784615
ZjuHsp100-75 6 orangel.1g005815m scaffold 52,3674 0,6398 0,012217525 402,8261538
ZjuHsp100-75 6 orangel.1g004921m scaffold 49,6793 0,6759 0,013605264 382,1484615
ZjuHsp100-75 6 orangel.1g005480m scaffold 52,6087 0,6374 0,012115867 404,6823077
ZjuHsp100-75 6 orangel.1g005495m scaffold 52,608 0,6375 0,012117929 404,6769231
ZjuHsp100-75 6 orangel.1g005479m scaffold 52,6092 0,6375 0,012117652 404,6861538
ZjuHsp100-75 6 orangel.1g005003m scaffold 52,5498 0,6350 0,012083776 404,2292308
ZjuHsp100-75 6 orangel.1g005304m scaffold 52,5064 0,6318 0,012032819 403,8953846
ZjuHsp100-75 6 orangel.1g007989m scaffold 53,0144 0,6108 0,011521398 407,8030769
ZjuHsp100-75 6 orangel.1g005738m scaffold 54,2645 0,7011 0,012920049 417,4192308
ZjuHsp100-75 6 orangel.1g047690m scaffold 52,8693 0,7256 0,013724411 406,6869231
ZjuHsp100-75 6 orangel.1g007367m scaffold 49,9194 0,6946 0,01391443  383,9953846
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ZjuHsp100-75 6 orange1.1g003806m scaffold 50,9994 0,7049 0,013821731 392,3030769
ZjuHsp100-75 6 orangel.19003476m scaffold 50,220 0,7236 0,014408602 386,3076923
ZjuHsp100-75 6 orange1.1g003473m scaffold 0,1929 16,5253  85,66770347 1,483846154
ZjuHsp100-75 6 orange1.1g004770m scaffold 50,8858 0,6848 0,013457585 391,4292308
ZjuHsp100-75 6 orangel.1g010809m scaffold 53,2828 0,6431 0,012069561 409,8676923
ZjuHsp100-75 6 orange1.1g009263m scaffold 41,3993 0,6893 0,01665004 318,4561538
ZjuHsp100-75 6 orangel.1g005611m scaffold 23,7753 0,7914 0,033286646 182,8869231
ZjuHsp100-75 6 orangel.19002307m scaffold 21,2473 0,7912 0,037237673 163,4407692
ZjuHsp100-75 6 orange1.1g003619m scaffold 21,2105 0,7497 0,035345701 163,1576923
ZjuHsp100-75 6 orange1.1g006534m scaffold 52,1222 0,6706 0,012865919 400,94
ZjuHsp100-75 6 orangel.1g006535m scaffold 52,1346 0,6704 0,012859023 401,0353846
ZjuHsp100-75 6 orange1.1g003000m scaffold 54,4441 0,7780 0,014289886 418,8007692
ZjuHsp100-75 6 orange1.1g002754m scaffold 54,9644 0,7762 0,014121868 422,8030769
ZjuHsp100-75 6 orangel.1g007591m scaffold 51,978 0,6526 0,012555312 399,8307692
ZjuHsp100-75 6 orangel.19043863m scaffold 52,6373 0,6989 0,013277657 404,9023077
ZjuHsp100-76 6 orange1.1g002012m scaffold 1,0203 0,0987 0,096736254 7,848461538
ZjuHsp100-76 6 orangel.1g002623m scaffold 35,0231 0,1971 0,005627714 269,4084615
ZjuHsp100-76 6 orangel.1g006289m scaffold 7,1961 0,0977 0,013576799 55,35461538
ZjuHsp100-76 6 orangel.1g046258m scaffold 9,2966 0,4142 0,044553923 71,51230769
ZjuHsp100-76 6 orange1.1g003094m scaffold 55,8062 0,4530 0,008117378 429,2784615
ZjuHsp100-76 6 orangel.1g005517m scaffold 55,9277 0,3563 0,006370725 430,2130769
ZjuHsp100-76 6 orangel.1g005505m scaffold 55,9317 0,3563 0,006370269 430,2438462
ZjuHsp100-76 6 orangel.1g005511m scaffold 55,9331 0,3564 0,006371898 430,2546154
ZjuHsp100-76 6 orangel.1g005515m scaffold 55,9295 0,3563 0,00637052  430,2269231
ZjuHsp100-76 6 orangel.1g007723m scaffold 21,7054 0,7201 0,033176076 166,9646154
ZjuHsp100-76 6 orangel.1g005179m scaffold 31,1249 0,7111 0,02284666 239,4223077
ZjuHsp100-76 6 orangel.1g004878m scaffold 54,2926 0,6748 0,01242895 417,6353846
ZjuHsp100-76 6 orangel.1g003088m scaffold 54,3337 0,6039 0,011114649 417,9515385
ZjuHsp100-76 6 orangel.1g047225m scaffold 47,7792 0,2367 0,004954039 367,5323077
ZjuHsp100-77 6 orangel.1g022768m scaffold 1,1185 0,0015 0,001341082 8,603846154
ZjuHsp100-77 6 orangel.1g026258m scaffold 1,3076 0,0158 0,012083206 10,05846154
ZjuHsp100-77 6 orangel.1g014743m scaffold 55,4653 0,5281 0,009521268 426,6561538
ZjuHsp100-77 6 orangel.1g015875m scaffold 58,3352 0,5380 0,009222562 448,7323077
ZjuHsp100-77 6 orangel.1g014332m scaffold 57,7756 0,5435 0,009407085 444,4276923
ZjuHsp100-77 6 orangel.1g013285m scaffold 8,9164 0,5548 0,062222422 68,58769231
ZjuHsp100-77 6 orangel.1g013269m scaffold 7,9928 0,5563 0,06960014 61,48307692
ZjuHsp100-77 6 orangel.1g013281m scaffold 8,9149 0,5548 0,062232891 68,57615385
ZjuHsp100-77 6 orangel.1g017300m scaffold 55,9098 0,5278 0,009440205 430,0753846
ZjuHsp100-77 6 orangel.1g011553m scaffold 8,912 0,5548 0,062253142 68,55384615
ZjuHsp100-77 6 orangel.1g039866m scaffold 54,0291 0,5454 0,01009456 415,6084615
ZjuHsp100-77 6 orangel.1g014525m scaffold 51,5537 0,5423 0,010519129 396,5669231
ZjuHsp100-77 6 orangel.19024249m scaffold 13,4421 0,4076 0,030322643 103,4007692
ZjuHsp100-77 6 orangel.1g017161m scaffold 58,012 0,5566 0,009594567 446,2461538
ZjuHsp100-77 6 orangel.1g014665m scaffold 58,6729 0,6194 0,010556833 451,33
ZjuHsp100-77 6 orangel.1g014712m scaffold 58,6763 0,6195 0,010557925 451,3561538
ZjuHsp100-77 6 orangel.1g007053m scaffold 7,3081 0,7659 0,104801522 56,21615385
ZjuHsp100-77 6 orangel.1g003691m scaffold 54,5765 0,7815 0,01431935 419,8192308
ZjuHsp100-77 6 orangel.1g003499m scaffold 54,9192 0,7786 0,014177191 422,4553846
ZjuHsp100-77 6 orangel.1g003503m scaffold 54,7922 0,7787 0,014211877 421,4784615
ZjuHsp100-77 6 orangel.1g003493m scaffold 54,9244 0,7786 0,014175849 422,4953846
ZjuHsp100-77 6 orangel.1g005015m scaffold 12,8385 0,7957 0,061977645 98,75769231
ZjuHsp100-77 6 orangel.1g005014m scaffold 12,8427 0,7957 0,061957377 98,79
ZjuHsp100-77 6 orangel.1g003525m scaffold 54,5766 0,7815 0,014319324 419,82
ZjuHsp100-77 6 orangel.1g003623m scaffold 12,8443 0,7957 0,061949659 98,80230769
ZjuHsp100-77 6 orangel.1g004384m scaffold 27,312 0,7871 0,028818834 210,0923077
ZjuHsp100-77 6 orangel.1g004267m scaffold 21,7975 0,7892 0,036205987 167,6730769
ZjuHsp100-77 6 orangel.1g003620m scaffold 27,3201 0,7870 0,02880663 210,1546154
ZjuHsp100-78 6 orangel.1g016800m scaffold 1,0308 0,0644 0,062475747 7,929230769
ZjuHsp100-78 6 orangel.1g019145m scaffold 1,2203 0,1026 0,084077686 9,386923077
ZjuHsp100-78 6 orangel.1g022641m scaffold 1,173 0,0777 0,066240409 9,023076923
ZjuHsp100-78 6 orangel.1g025762m scaffold 2,6658 0,1730 0,064896091 20,50615385
ZjuHsp100-78 6 orangel.1g021660m scaffold 51,4616 0,6106 0,011865158 395,8584615
ZjuHsp100-78 6 orangel.1g021937m scaffold 51,9245 0,5869 0,011302949 399,4192308
ZjuHsp100-78 6 orangel.1g021959m scaffold 51,9253 0,5868 0,011300849 399,4253846
ZjuHsp100-78 6 orangel.1g017884m scaffold 52,1316 0,6417 0,012309233 401,0123077
ZjuHsp100-78 6 orangel.1g020071m scaffold 55,404 0,6857 0,012376363 426,1846154
ZjuHsp100-79 6 orangel.1g016800m scaffold 1,0711 0,0727 0,067874148 8,239230769
ZjuHsp100-79 6 orangel.1g019145m scaffold 1,2363 0,1008 0,081533608 9,51
ZjuHsp100-79 6 orangel.1g022641m scaffold 1,173 0,0777 0,066240409 9,023076923
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ZjuHsp100-79 6 orangel.1g025762m scaffold 2,6658 0,1730 0,064896091 20,50615385
ZjuHsp100-79 6 orange1.19020071m scaffold 54,3347 0,6698 0,012327297 417,9592308
ZjuHsp100-79 6 orangel.1g017884m scaffold 52,4362 0,6802 0,012971954 403,3553846
ZjuHsp100-79 6 orangel.1g021660m scaffold 51,28 0,6202 0,012094384 394,4615385
ZjuHsp100-79 6 orangel.19021937m scaffold 51,9245 0,5868 0,011301024 399,4192308
ZjuHsp100-79 6 orange1.1g021959m scaffold 51,9227 0,5868 0,011301415 399,4053846
ZjuHsp100-80 7 orange1.1g001395m scaffold 1,0600 0,2504 0,236226415 8,153846154
ZjuHsp100-80 7 orangel.1g002088m scaffold 1,0569 0,2625 0,248367868 8,13
ZjuHsp100-80 7 orange1.1g005015m scaffold 57,5437 0,2636 0,004580866 442,6438462
ZjuHsp100-80 7 orange1.1g005014m scaffold 57,5428 0,6226 0,010819772 442,6369231
ZjuHsp100-80 7 orangel.19004384m scaffold 56,0693 0,6614 0,011796117 431,3023077
ZjuHsp100-80 7 orangel.19003623m scaffold 58,1069 0,6530 0,011237908 446,9761538
ZjuHsp100-80 7 orange1.1g003620m scaffold 55,9232 0,6678 0,011941377 430,1784615
ZjuHsp100-80 7 orangel.19004267m scaffold 55,6412 0,6750 0,012131298 428,0092308
ZjuHsp100-80 7 orange1.1g003499m scaffold 13,6928 0,6892 0,050333022 105,3292308
ZjuHsp100-80 7 orange1.1g003503m scaffold 12,7941 0,6896 0,053899844 98,41615385
ZjuHsp100-80 7 orangel.1g003493m scaffold 14,0255 0,6890 0,049124808 107,8884615
ZjuHsp100-80 7 orangel.1g003691m scaffold 14,5418 0,6800 0,046761749 111,86
ZjuHsp100-80 7 orangel.1g003525m scaffold 13,0796 0,6866 0,05249396 100,6123077
ZjuHsp100-80 7 orangel.1g042193m scaffold 55,3281 0,6720 0,012145727 425,6007692
ZjuHsp100-80 7 orangel.1g045279m scaffold 13,9906 0,6352 0,045401913 107,62
ZjuHsp100-80 7 orangel.1g007053m scaffold 8,1886 0,6951 0,084886305 62,98923077
ZjuHsp100-80 7 orangel.1g007255m scaffold 16,5199 0,6238 0,037760519 127,0761538
ZjuHsp100-80 7 orangel.1g044198m scaffold 8,6977 0,6907 0,079411799 66,90538462
ZjuHsp100-80 7 orangel.1g003743m scaffold 22,1236 0,8376 0,037860023 170,1815385
ZjuHsp100-80 7 orangel.1g001162m scaffold 58,1017 0,8876 0,015276661 446,9361538
ZjuHsp100-81 7 orange1.1g000973m scaffold 1,0188 0,1057 0,10375 7,836923
ZjuHsp100-81 7 orangel.1g000974m scaffold 1,0188 0,1057 0,10375 7,836923
ZjuHsp100-81 7 orangel.1g002045m scaffold 0,9753 0,0844 0,086537 7,502308
ZjuHsp100-81 7 orangel.1g003859m scaffold 1,1367 0,1285 0,113047 8,743846
ZjuHsp100-81 7 orangel.1g001066m scaffold 58,3536 0,7823 0,013406 448,8738
ZjuHsp100-81 7 orangel.1g007764m scaffold 22,107 0,7866 0,035581 170,0538
ZjuHsp100-81 7 orangel.1g004384m scaffold 14,6578 0,8525 0,05816 112,7523
ZjuHsp100-81 7 orangel.1g004267m scaffold 30,461 0,8436 0,027694 234,3154
ZjuHsp100-81 7 orangel.1g003620m scaffold 18,7945 0,8621 0,04587 1445731
ZjuHsp100-81 7 orangel.1g005015m scaffold 12,8164 0,8347 0,065127 98,58769
ZjuHsp100-81 7 orangel.1g005014m scaffold 12,8179 0,8347 0,06512 98,59923
ZjuHsp100-81 7 orangel.1g003623m scaffold 13,7473 0,8579 0,062405 105,7485
ZjuHsp100-81 7 orangel.1g003691m scaffold 11,2177 0,8565 0,076353 86,29
ZjuHsp100-81 7 orangel.1g042193m scaffold 53,8162 0,8436 0,015676 413,9708
ZjuHsp100-81 7 orange1.1g003499m scaffold 10,9187 0,8979 0,082235 83,99
ZjuHsp100-81 7 orange1.1g003503m scaffold 10,9095 0,8975 0,082268 83,91923
ZjuHsp100-81 7 orangel.1g003493m scaffold 11,3598 0,8971 0,078971 87,38308
ZjuHsp100-81 7 orangel.1g003525m scaffold 12,6763 0,8888 0,070115 97,51
ZjuHsp100-81 7 orangel.1g044198m scaffold 12,4748 0,8656 0,069388 95,96
ZjuHsp100-82 7 orangel.1g000973m scaffold 1,0172 0,1052 0,103421 7,824615
ZjuHsp100-82 7 orangel.1g000974m scaffold 1,0172 0,1052 0,103421 7,824615
ZjuHsp100-82 7 orangel.1g002045m scaffold 0,9736 0,0839 0,086175 7,489231
ZjuHsp100-82 7 orangel.1g003859m scaffold 1,1356 0,1286 0,113244 8,735385
ZjuHsp100-82 7 orange1.1g001066m scaffold 58,4355 0,7801 0,01335 449,5038
ZjuHsp100-82 7 orangel.1g007764m scaffold 22,2166 0,7865 0,035401 170,8969
ZjuHsp100-82 7 orangel.1g004384m scaffold 14,2418 0,8549 0,060028 109,5523
ZjuHsp100-82 7 orangel.1g004267m scaffold 50,8607 4,1547 0,081688 391,2362
ZjuHsp100-82 7 orangel.1g003620m scaffold 18,8115 0,8634 0,045897 144,7038
ZjuHsp100-82 7 orangel.1g005015m scaffold 13,6803 0,8404 0,061431 105,2331
ZjuHsp100-82 7 orangel.1g005014m scaffold 13,6803 0,8404 0,061431 105,2331
ZjuHsp100-82 7 orangel.1g003623m scaffold 13,7473 0,8579 0,062405 105,7485
ZjuHsp100-82 7 orangel.1g003691m scaffold 11,375 0,8688 0,076378 87,5
ZjuHsp100-82 7 orangel.1g042193m scaffold 54,0721 0,8391 0,015518 415,9392
ZjuHsp100-82 7 orangel.1g003499m scaffold 12,151 0,893 0,073492 93,46923
ZjuHsp100-82 7 orangel.1g003503m scaffold 12,1166 0,8926 0,073668 93,20462
ZjuHsp100-82 7 orangel.1g003493m scaffold 12,7295 0,8921 0,070081 97,91923
ZjuHsp100-82 7 orangel.1g003525m scaffold 14,7496 0,8846 0,059975 113,4585
ZjuHsp100-82 7 orangel.1g044198m scaffold 11,2209 0,8629 0,076901 86,31462
ZjuHsp100-83 7 orangel.1g002241m scaffold 0,9506 0,2073 0,218073 7,312308
ZjuHsp100-84 7 orangel.1g002241m scaffold 54,3743 1,1848 0,02179 418,2638
ZjuHsp100-85 7 orangel.1g003088m scaffold 1,1017 0,2035 0,184715 8,474615
ZjuHsp100-85 7 orangel.1g004878m scaffold 1,0586 0,2239 0,211506 8,143077
ZjuHsp100-85 7 orangel.1g005179m scaffold 1,1361 0,2483 0,218555 8,739231
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ZjuHsp100-85 7 orangel.1g007723m scaffold 11211 0,258 0,230131 8,623846
ZjuHsp100-85 7 orangel.1g003094m scaffold 53,5669 0,4605 0,008597 412,0531
ZjuHsp100-85 7 orangel.1g005517m scaffold 54,9969 0,4089 0,007435 423,0531
ZjuHsp100-85 7 orangel.1g005505m scaffold 54,9669 0,409 0,007441 422,8223
ZjuHsp100-85 7 orangel.1g005511m scaffold 54,968 0,4091 0,007443 422,8308
ZjuHsp100-85 7 orangel.1g005515m scaffold 54,9696 0,409 0,00744 422,8431
ZjuHsp100-85 7 orangel.1g002068m scaffold 53,3066 0,5939 0,011141 410,0508
ZjuHsp100-85 7 orangel.1g002012m scaffold 47,0367 0,604 0,012841 361,8208
ZjuHsp100-85 7 orangel.1g046258m scaffold 0,2054 16,3562 79,63096 1,58
ZjuHsp100-85 7 orangel.1g002623m scaffold 53,9798 0,5892 0,010915 415,2292
ZjuHsp100-85 7 orangel.19002623m scaffold 53,9797 0,589 0,010912 415,2285
ZjuHsp100-85 7 orangel.1g006289m scaffold 56,0706 0,4584 0,008175 431,3123
ZjuHsp100-85 7 orangel.1g047225m scaffold 51,3208 0,3815 0,007434 394,7754
ZjuHsp100-86 8 orangel.1g011393m scaffold 0,8995 0,1363 0,151529 6,919231
ZjuHsp100-86 8 orangel.1g012000m scaffold 0,9144 0,14 0,153106 7,033846
ZjuHsp100-86 8 orangel.1g011305m scaffold 53,2136 0,6913 0,012991 409,3354
ZjuHsp100-86 8 orangel.1g011400m scaffold 53,4843 0,6873 0,012851 411,4177
ZjuHsp100-86 8 orangel.1g010888m scaffold 53,5855 0,6887 0,012852 412,1962
ZjuHsp100-86 8 orangel.1g010975m scaffold 53,7239 0,688 0,012806 413,2608
ZjuHsp100-86 8 orangel.1g042771m scaffold 51,9676 0,7606 0,014636 399,7508
ZjuHsp100-86 8 orangel.1g009911m scaffold 54,6793 0,7315 0,013378 420,61
ZjuHsp100-86 8 orangel.1g001746m scaffold 53,1653 0,7619 0,014331 408,9638
ZjuHsp100-86 8 orangel.1g001735m scaffold 53,1658 0,7617 0,014327 408,9677
ZjuHsp100-86 8 orangel.1g001707m scaffold 53,2528 0,759 0,014253 409,6369
ZjuHsp100-86 8 orangel.1g004916m scaffold 9,7798 0,789 0,080676 75,22923
ZjuHsp100-86 8 orangel.1g001861m scaffold 10,1599 0,7851 0,077274 78,15308
ZjuHsp100-86 8 orangel.1g001862m scaffold 10,1578 0,7851 0,07729 78,13692
ZjuHsp100-86 8 orangel.1g001227m scaffold 0,1663 15,9303 95,79254 1,279231
ZjuHsp100-86 8 orangel.1g001309m scaffold 10,206 0,7821 0,076631 78,50769
ZjuHsp100-86 8 orange1.1g000914m scaffold 10,1577 0,7851 0,077291 78,13615
ZjuHsp100-86 8 orangel.1g000950m scaffold 10,158 0,7851 0,077289 78,13846
ZjuHsp100-86 8 orangel.1g000858m scaffold 10,1608 0,7851 0,077268 78,16
ZjuHsp100-86 8 orangel.1g000925m scaffold 10,1599 0,7851 0,077274 78,15308
ZjuHsp100-86 8 orangel.1g006411m scaffold 55,1845 0,714 0,012938 424,4962
ZjuHsp100-86 8 orangel.1g016911m scaffold 52,3471 0,6398 0,012222 402,67
ZjuHsp100-86 8 orangel.1g016044m scaffold 54,3954 0,7114 0,013078 418,4262
ZjuHsp100-86 8 orangel.1g003231m scaffold 50,1065 0,7837 0,015641 385,4346
ZjuHsp100-87 8 orangel.1g005762m scaffold 1,1243 0,1856 0,16508 8,648462
ZjuHsp100-87 8 orangel.1g005667m scaffold 52,4407 0,3321 0,006333 403,39
ZjuHsp100-87 8 orangel.1g005663m scaffold 52,401 0,3337 0,006368 403,0846
ZjuHsp100-87 8 orangel.1g005670m scaffold 52,4401 0,3336 0,006362 403,3854
ZjuHsp100-87 8 orangel.1g005637m scaffold 52,571 0,3321 0,006317 404,3923
ZjuHsp100-87 8 orangel.1g038067m scaffold 2,8203 0,2598 0,092118 21,69462
ZjuHsp100-87 8 orangel.1g007362m scaffold 1,1742 0,1943 0,165474 9,032308
ZjuHsp100-87 8 orangel.1g008014m scaffold 52,0797 0,3774 0,007247 400,6131
ZjuHsp100-87 8 orangel.1g008176m scaffold 52,1324 0,3662 0,007024 401,0185
ZjuHsp100-87 8 orangel.1g008723m scaffold 1,1634 0,2123 0,182482 8,949231
ZjuHsp100-87 8 orangel.1g008329m scaffold 54,0776 0,3071 0,005679 415,9815
ZjuHsp100-87 8 orangel.1g012525m scaffold 1,4779 0,306 0,207051 11,36846
ZjuHsp100-88 8 orangel.1g019702m scaffold 1,0284 0,1321 0,128452 7,910769
ZjuHsp100-88 8 orangel.1g017797m scaffold 1,0671 0,1582 0,148252 8,208462
ZjuHsp100-88 8 orangel.1g025371m scaffold 0,9494 0,1111 0,117021 7,303077
ZjuHsp100-88 8 orangel.1g027392m scaffold 0,9318 0,1163 0,124812 7,167692
ZjuHsp100-88 8 orangel.1g027390m scaffold 0,9318 0,1163 0,124812 7,167692
ZjuHsp100-88 8 orangel.19026207m scaffold 1,2875 0,1984 0,154097 9,903846
ZjuHsp100-88 8 orangel.1g005344m scaffold 55,371 0,4787 0,008645 425,9308
ZjuHsp100-88 8 orangel.1g038101m scaffold 55,1118 0,5424 0,009842 423,9369
ZjuHsp100-89 8 orangel.1g006700m scaffold 1,0667 0,1351 0,126652 8,205385
ZjuHsp100-89 8 orangel.1g009856m scaffold 1,0492 0,1239 0,11809 8,070769
ZjuHsp100-89 8 orangel.1g006458m scaffold 7,8436 0,2367 0,030177 60,33538
ZjuHsp100-89 8 orangel.1g010366m scaffold 49,7542 0,2245 0,004512 382,7246
ZjuHsp100-89 8 orangel.1g012305m scaffold 0,9746 0,1561 0,160168 7,496923
ZjuHsp100-89 8 orangel.1g014938m scaffold 0,9585 0,1693 0,17663 7,373077
ZjuHsp100-89 8 orangel.1g012671m scaffold 1,1032 0,227 0,205765 8,486154
ZjuHsp100-90 8 orangel.1g012016m scaffold 3,384 0,233 0,068853 26,03077
ZjuHsp100-90 8 orangel.1g012846m scaffold 4,2778 0,3487 0,081514 32,90615
ZjuHsp100-90 8 orangel.1g011254m scaffold 21,1126 0,3805 0,018022 162,4046
ZjuHsp100-90 8 orangel.1g013128m scaffold 21,6228 0,3335 0,015424 166,3292
ZjuHsp100-90 8 orangel.1g011935m scaffold 17,4213 0,3808 0,021858 134,01
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ZjuHsp100-90 8 orangel.1g011374m scaffold 49,5582 0,4053 0,008178 381,2169
ZjuHsp100-90 8 orangel.1g013083m scaffold 7,2077 0,3517 0,048795 55,44385
ZjuHsp100-90 8 orangel.1g011286m scaffold 49,8975 0,4048 0,008113 383,8269
ZjuHsp100-90 8 orangel.1g009791m scaffold 8,5689 0,4409 0,051454 65,91462
ZjuHsp100-90 8 orangel.1g047029m scaffold 23,2534 0,4198 0,018053 178,8723
ZjuHsp100-90 8 orangel.1g013823m scaffold 3,7389 0,4101 0,109685 28,76077
ZjuHsp100-90 8 orangel.1g040638m scaffold 6,2621 0,4177 0,066703 48,17
ZjuHsp100-90 8 orangel.1g041382m scaffold 52,2693 0,5106 0,009769 402,0715
ZjuHsp100-90 8 orangel.1g048683m scaffold 26,1604 0,4032 0,015413 201,2338
ZjuHsp100-90 8 orangel.1g041423m scaffold 50,2364 0,59 0,011744 386,4338
ZjuHsp100-90 8 orangel.19024550m scaffold 7,09 0,2719 0,03835 54,53846
ZjuHsp100-90 8 orangel.1g011573m scaffold 42,4196 0,604 0,014239 326,3046
ZjuHsp100-90 8 orangel.1g010133m scaffold 51,4683 0,6358 0,012353 395,91
ZjuHsp100-90 8 orangel.1g009640m scaffold 27,14 0,7027 0,025892 208,7692
ZjuHsp100-90 8 orangel.1g037859m scaffold 52,3306 0,6069 0,011597 402,5431
ZjuHsp100-90 8 orangel.1g035603m scaffold 53,0999 0,5586 0,01052 408,4608
ZjuHsp100-90 8 orangel.1g009791m scaffold 3,0227 0,2932 0,096999 23,25154
ZjuHsp100-91 8 orangel.1g011935m scaffold 4,0319 0,2879 0,071406 31,01462
ZjuHsp100-91 8 orangel.1g012016m scaffold 4,1143 0,3937 0,095691 31,64846
ZjuHsp100-91 8 orangel.1g011254m scaffold 8,5289 0,4385 0,051413 65,60692
ZjuHsp100-91 8 orangel.1g047029m scaffold 11,3893 0,3737 0,032811 87,61
ZjuHsp100-91 8 orangel.1g013823m scaffold 2,8878 0,3091 0,107036 22,21385
ZjuHsp100-91 8 orangel.1g012846m scaffold 4,5215 0,4031 0,089152 34,78077
ZjuHsp100-91 8 orangel.1g011374m scaffold 8,5899 0,4281 0,049838 66,07615
ZjuHsp100-91 8 orangel.1g011286m scaffold 9,6147 0,4305 0,044775 73,95923
ZjuHsp100-91 8 orangel.1g013128m scaffold 8,6268 0,4082 0,047318 66,36
ZjuHsp100-91 8 orangel.1g013083m scaffold 14,3534 0,4203 0,029282 110,4108
ZjuHsp100-91 8 orangel.1g041423m scaffold 46,276 0,5981 0,012925 355,9692
ZjuHsp100-91 8 orangel.1g041382m scaffold 5,3095 0,5626 0,105961 40,84231
ZjuHsp100-91 8 orangel.1g040638m scaffold 7,4159 0,4264 0,057498 57,04538
ZjuHsp100-91 8 orangel.1g011573m scaffold 19,1544 0,5748 0,030009 147,3415
ZjuHsp100-91 8 orangel.19024550m scaffold 5,9423 0,3132 0,052707 45,71
ZjuHsp100-91 8 orangel.1g010133m scaffold 54,8068 0,6821 0,012446 421,5908
ZjuHsp100-91 8 orangel.1g009640m scaffold 52,8669 0,6289 0,011896 406,6685
ZjuHsp100-91 8 orangel.1g048683m scaffold 10,8186 0,4692 0,04337 83,22
ZjuHsp100-91 8 orangel.1g037859m scaffold 54,724 0,6243 0,011408 420,9538
ZjuHsp100-92 8 orangel.1g011935m scaffold 2,6638 0,2169 0,081425 20,49077
ZjuHsp100-92 8 orangel.1g013823m scaffold 2,8276 0,235 0,083109 21,75077
ZjuHsp100-92 8 orangel.1g047029m scaffold 29,386 0,3459 0,011771 226,0462
ZjuHsp100-92 8 orangel.1g009791m scaffold 4,7882 0,3664 0,076521 36,83231
ZjuHsp100-92 8 orangel.1g012016m scaffold 14,3426 0,4007 0,027938 110,3277
ZjuHsp100-92 8 orangel.1g012846m scaffold 53,5729 0,3973 0,007416 412,0992
ZjuHsp100-92 8 orangel.1g011254m scaffold 34,614 0,4251 0,012281 266,2615
ZjuHsp100-92 8 orangel.1g011374m scaffold 52,1664 0,4205 0,008061 401,28
ZjuHsp100-92 8 orangel.1g011286m scaffold 53,2396 0,4168 0,007829 409,5354
ZjuHsp100-92 8 orangel.1g013083m scaffold 9,1194 0,4144 0,045442 70,14923
ZjuHsp100-92 8 orangel.1g013128m scaffold 16,559 0,4326 0,026125 127,3769
ZjuHsp100-92 8 orangel.1g041423m scaffold 51,2736 0,5949 0,011602 394,4123
ZjuHsp100-92 8 orangel.1g040638m scaffold 53,2169 0,4292 0,008065 409,3608
ZjuHsp100-92 8 orangel.1g041382m scaffold 51,1603 0,5906 0,011544 393,5408
ZjuHsp100-92 8 orangel.1g011573m scaffold 50,0799 0,5963 0,011907 385,23
ZjuHsp100-92 8 orangel.1g010133m scaffold 55,6201 0,6244 0,011226 427,8469
ZjuHsp100-92 8 orangel.1g024550m scaffold 54,4197 0,2686 0,004936 418,6131
ZjuHsp100-92 8 orangel.1g045456m scaffold 53,5243 0,3952 0,007384 411,7254
ZjuHsp100-92 8 orangel.1g048683m scaffold 35,3028 0,4752 0,013461 271,56
ZjuHsp100-92 8 orangel.1g037859m scaffold 53,1656 0,6015 0,011314 408,9662
ZjuHsp100-92 8 orangel.1g009640m scaffold 4,5604 0,6717 0,14729 35,08
ZjuHsp100-93 8 orangel.1g011935m scaffold 2,6941 0,2505 0,092981 20,72385
ZjuHsp100-93 8 orangel.1g009791m scaffold 75767 0,3632 0,047936 58,28231
ZjuHsp100-93 8 orangel.1g013823m scaffold 2,7058 0,3663 0,135376 20,81385
ZjuHsp100-93 8 orangel.1g012846m scaffold 53,7983 0,4451 0,008273 413,8331
ZjuHsp100-93 8 orangel.1g047029m scaffold 55,3106 0,3731 0,006746 425,4662
ZjuHsp100-93 8 orangel.1g011254m scaffold 52,5713 0,4941 0,009399 404,3946
ZjuHsp100-93 8 orangel.1g012016m scaffold 9,7806 0,4473 0,045733 75,23538
ZjuHsp100-93 8 orangel.1g013083m scaffold 3,5989 0,4768 0,132485 27,68385
ZjuHsp100-93 8 orangel.1g045456m scaffold 52,6787 0,3916 0,007434 405,2208
ZjuHsp100-93 8 orangel.1g011286m scaffold 52,703 0,4869 0,009239 405,4077
ZjuHsp100-93 8 orangel.1g013128m scaffold 19,583 0,5033 0,025701 150,6385
ZjuHsp100-93 8 orangel.1g040638m scaffold 54,0622 0,5302 0,009807 415,8631
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ZjuHsp100-93 8 orangel.1g011374m scaffold 52,3849 0,4843 0,009245 402,9608
ZjuHsp100-93 8 orangel.19041423m scaffold 6,1632 0,6758 0,109651 47,40923
ZjuHsp100-93 8 orangel.1g010133m scaffold 57,9438 0,6279 0,010836 445,7215
ZjuHsp100-93 8 orangel.1g041382m scaffold 9,2077 0,6225 0,067606 70,82846
ZjuHsp100-93 8 orangel.1g048683m scaffold 33,8236 0,5849 0,017293 260,1815
ZjuHsp100-93 8 orangel.1g035959m scaffold 53,7923 0,5474 0,010176 413,7869
ZjuHsp100-93 8 orangel.1g011573m scaffold 52,8108 0,643 0,012176 406,2369
ZjuHsp100-93 8 orangel.1g011573m scaffold 52,812 0,643 0,012175 406,2462
ZjuHsp100-93 8 orangel.1g035959m scaffold 53,7912 0,5473 0,010175 413,7785
ZjuHsp100-93 8 orangel.1g009640m scaffold 58,655 0,6508 0,011095 451,1923
ZjuHsp100-94 8 orangel.1g001162m scaffold 0,8603 0,1948 0,226433 6,617692
ZjuHsp100-94 8 orangel.1g001491m scaffold 0,9485 0,2306 0,243121 7,296154
ZjuHsp100-94 8 orangel.1g001811m scaffold 0,9581 0,2249 0,234735 7,37
ZjuHsp100-94 8 orangel.1g003743m scaffold 0,8185 0,1722 0,210385 6,296154
ZjuHsp100-94 8 orangel.1g001560m scaffold 0,9581 0,2249 0,234735 7,37
ZjuHsp100-94 8 orangel.1g001808m scaffold 0,9581 0,2249 0,234735 7,37
ZjuHsp100-94 8 orangel.1g005015m scaffold 54,2096 0,8437 0,015564 416,9969
ZjuHsp100-94 8 orangel.1g002386m scaffold 0,9252 0,2317 0,250432 7,116923
ZjuHsp100-94 8 orangel.1g005014m scaffold 54,2109 0,8437 0,015563 417,0069
ZjuHsp100-94 8 orangel.1g003623m scaffold 54,5801 0,8647 0,015843 419,8469
ZjuHsp100-94 8 orangel.1g004267m scaffold 52,7157 0,8839 0,016767 405,5054
ZjuHsp100-94 8 orangel.1g003691m scaffold 42,2348 0,8589 0,020336 324,8831
ZjuHsp100-94 8 orangel.1g004384m scaffold 54,0767 0,8571 0,01585 415,9746
ZjuHsp100-94 8 orangel.1g003620m scaffold 53,5756 0,8759 0,016349 412,12
ZjuHsp100-94 8 orangel.1g003499m scaffold 45,3481 0,8725 0,01924 348,8315
ZjuHsp100-94 8 orangel.1g003525m scaffold 48,1251 0,8689 0,018055 370,1931
ZjuHsp100-94 8 orangel.1g003493m scaffold 47,885 0,8724 0,018219 368,3462
ZjuHsp100-94 8 orangel.1g003503m scaffold 46,8267 0,8723 0,018628 360,2054
ZjuHsp100-94 8 orangel.1g044198m scaffold 55,032 0,852 0,015482 423,3231
ZjuHsp100-94 8 orangel.1g042193m scaffold 0,1638 16,0879 98,21673 1,26
ZjuHsp100-95 8 orangel.1g001491m scaffold 0,8881 0,2322 0,261457 6,831538
ZjuHsp100-95 8 orangel.1g001162m scaffold 0,8264 0,2021 0,244555 6,356923
ZjuHsp100-95 8 orangel.1g001808m scaffold 0,895 0,2273 0,253966 6,884615
ZjuHsp100-95 8 orangel.1g001811m scaffold 0,895 0,2274 0,254078 6,884615
ZjuHsp100-95 8 orangel.1g002386m scaffold 0,8684 0,233 0,26831 6,68
ZjuHsp100-95 8 orangel.1g001560m scaffold 0,895 0,2273 0,253966 6,884615
ZjuHsp100-95 8 orangel.1g005015m scaffold 54,2151 0,8411 0,015514 417,0392
ZjuHsp100-95 8 orangel.1g003743m scaffold 0,8185 0,1722 0,210385 6,296154
ZjuHsp100-95 8 orangel.1g003623m scaffold 54,5801 0,8648 0,015845 419,8469
ZjuHsp100-95 8 orangel.1g005014m scaffold 54,2143 0,841 0,015513 417,0331
ZjuHsp100-95 8 orangel.1g003691m scaffold 43,2927 0,8556 0,019763 333,0208
ZjuHsp100-95 8 orangel.1g004267m scaffold 52,7176 0,8839 0,016767 405,52
ZjuHsp100-95 8 orangel.1g003525m scaffold 48,9778 0,8656 0,017673 376,7523
ZjuHsp100-95 8 orangel.1g004384m scaffold 54,1578 0,8565 0,015815 416,5985
ZjuHsp100-95 8 orangel.1g003503m scaffold 47,2126 0,8691 0,018408 363,1738
ZjuHsp100-95 8 orangel.1g003499m scaffold 46,8474 0,8693 0,018556 360,3646
ZjuHsp100-95 8 orangel.1g003499m scaffold 45,3481 0,8725 0,01924 348,8315
ZjuHsp100-96 8 orangel.1g043051m scaffold 0,9528 0,0617 0,064757 7,329231
ZjuHsp100-97 8 orangel.1g043051m scaffold 0,9528 0,0617 0,064757 7,329231
ZjuHsp100-98 8 orangel.1g005762m scaffold 2,6263 0,3339 0,127137 20,20231
ZjuHsp100-98 8 orangel.1g038067m scaffold 1,215 0,2608 0,21465 9,346154
ZjuHsp100-98 8 orangel.1g005667m scaffold 6,8748 0,4101 0,059653 52,88308
ZjuHsp100-98 8 orangel.1g005663m scaffold 6,8898 0,4116 0,05974 52,99846
ZjuHsp100-98 8 orangel.1g005670m scaffold 7,0149 0,4116 0,058675 53,96077
ZjuHsp100-98 8 orangel.1g005637m scaffold 8,0319 0,4076 0,050748 61,78385
ZjuHsp100-98 8 orangel.1g007362m scaffold 2,4627 0,329 0,133593 18,94385
ZjuHsp100-98 8 orangel.1g008176m scaffold 50,6558 0,4448 0,008781 389,66
ZjuHsp100-98 8 orangel.1g008723m scaffold 2,7465 0,3696 0,134571 21,12692
ZjuHsp100-98 8 orangel.1g008014m scaffold 15,4891 0,4582 0,029582 119,1469
ZjuHsp100-98 8 orangel.1g012525m scaffold 53,0166 0,4144 0,007816 407,82
ZjuHsp100-98 8 orangel.1g008329m scaffold 51,522 0,4726 0,009173 396,3231
ZjuHsp100-99 9 orangel.1g000950m scaffold 1,1496 0,1698 0,147704 8,843077
ZjuHsp100-99 9 orangel.1g000858m scaffold 1,1482 0,1743 0,151803 8,832308
ZjuHsp100-99 9 orangel.1g000925m scaffold 1,1445 0,1718 0,150109 8,803846
ZjuHsp100-99 9 orangel.1g000914m scaffold 1,1361 0,1754 0,154388 8,739231
ZjuHsp100-99 9 orangel.1g001309m scaffold 1,1212 0,1416 0,126293 8,624615
ZjuHsp100-99 9 orangel.1g001227m scaffold 1,1199 0,1482 0,132333 8,614615
ZjuHsp100-99 9 orangel.1g000921m scaffold 1,1479 0,1797 0,156547 8,83
ZjuHsp100-99 9 orangel.1g001031m scaffold 1,1458 0,1823 0,159103 8,813846
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ZjuHsp100-99 9 orangel.1g001076m scaffold 1,1292 0,1868 0,165427 8,686154
ZjuHsp100-99 9 orangel.1g001862m scaffold 1,1295 0,1219 0,107924 8,688462
ZjuHsp100-99 9 orangel.1g001861m scaffold 1,1295 0,1219 0,107924 8,688462
ZjuHsp100-99 9 orangel.1g000888m scaffold 4,4148 0,3184 0,072121 33,96
ZjuHsp100-99 9 orangel.1g001244m scaffold 1,1517 0,19 0,164974 8,859231
ZjuHsp100-99 9 orangel.1g000978m scaffold 4,3165 0,3245 0,075177 33,20385
ZjuHsp100-99 9 orangel.1g000823m scaffold 4,3991 0,319 0,072515 33,83923
ZjuHsp100-99 9 orangel.1g003253m scaffold 3,4226 0,2052 0,059954 26,32769
ZjuHsp100-99 9 orangel.1g004916m scaffold 1,0418 0,1145 0,109906 8,013846
ZjuHsp100-99 9 orangel.1g003126m scaffold 1,2659 0,2484 0,196224 9,737692
ZjuHsp100-99 9 orangel.1g001150m scaffold 5,2659 0,3419 0,064927 40,50692
ZjuHsp100-99 9 orangel.1g001746m scaffold 50,1184 0,6286 0,012542 385,5262
ZjuHsp100-99 9 orangel.1g004011m scaffold 1,3406 0,2622 0,195584 10,31231
ZjuHsp100-99 9 orangel.1g001735m scaffold 57,6229 0,6303 0,010938 443,2531
ZjuHsp100-99 9 orangel.1g003231m scaffold 54,2085 0,5454 0,010061 416,9885
ZjuHsp100-99 9 orangel.1g001707m scaffold 61,2994 0,6349 0,010357 471,5338
ZjuHsp100-99 9 orangel.1g016044m scaffold 55,7796 0,5746 0,010301 429,0738

ZjuHsp100-100 9 orangel.1g001227m scaffold 1,2795 0,1799 0,140602 9,842308
ZjuHsp100-100 9 orangel.1g000858m scaffold 1,1721 0,1613 0,137616 9,016154
ZjuHsp100-100 9 orangel.1g001309m scaffold 1,2705 0,1722 0,135537 9,773077
ZjuHsp100-100 9 orangel.1g000950m scaffold 1,1778 0,1588 0,134828 9,06
ZjuHsp100-100 9 orangel.1g001862m scaffold 1,1295 0,1219 0,107924 8,688462
ZjuHsp100-100 9 orangel.1g001861m scaffold 1,1295 0,1219 0,107924 8,688462
ZjuHsp100-100 9 orangel.1g000925m scaffold 1,1687 0,1583 0,13545 8,99
ZjuHsp100-100 9 orangel.1g000914m scaffold 1,1593 0,1622 0,139912 8,917692
ZjuHsp100-100 9 orangel.1g001031m scaffold 1,171 0,169 0,144321 9,007692
ZjuHsp100-100 9 orangel.1g000921m scaffold 1,1722 0,1667 0,142211 9,016923
ZjuHsp100-100 9 orangel.1g001244m scaffold 1,1794 0,1763 0,149483 9,072308
ZjuHsp100-100 9 orangel.1g001076m scaffold 1,1529 0,1736 0,150577 8,868462
ZjuHsp100-100 9 orangel.1g000888m scaffold 5,0126 0,3162 0,063081 38,55846
ZjuHsp100-100 9 orangel.1g004916m scaffold 1,0418 0,1145 0,109906 8,013846
ZjuHsp100-100 9 orangel.1g004916m scaffold 4,8475 0,3226 0,06655 37,28846
ZjuHsp100-100 9 orangel.1g000823m scaffold 4,9955 0,3168 0,063417 38,42692
ZjuHsp100-100 9 orangel.1g001150m scaffold 6,0163 0,3412 0,056713 46,27923
ZjuHsp100-100 9 orangel.1g003253m scaffold 3,4226 0,2052 0,059954 26,32769
ZjuHsp100-100 9 orangel.1g004011m scaffold 1,4429 0,2496 0,172985 11,09923
ZjuHsp100-100 9 orangel.1g003126m scaffold 1,3335 0,2355 0,176603 10,25769
ZjuHsp100-100 9 orangel.1g003126m scaffold 61,272 0,6356 0,010373 471,3231
ZjuHsp100-100 9 orangel.1g001735m scaffold 61,1683 0,6324 0,010339 470,5254
ZjuHsp100-100 9 orangel.1g003231m scaffold 54,2079 0,5456 0,010065 416,9838
ZjuHsp100-100 9 orangel.1g001707m scaffold 61,3629 0,6403 0,010435 472,0223
ZjuHsp100-100 9 orangel.1g016044m scaffold 55,8712 0,5688 0,010181 429,7785
ZjuHsp100-101 9 orangel.1g002159m scaffold 0,8855 0,1727 0,195031 6,811538
ZjuHsp100-101 9 orangel.1g004267m scaffold 53,036 0,8131 0,015331 407,9692
ZjuHsp100-101 9 orangel.1g002337m scaffold 0,8874 0,178 0,200586 6,826154
ZjuHsp100-101 9 orangel.1g004384m scaffold 54,8636 0,7837 0,014285 422,0277
ZjuHsp100-101 9 orangel.1g042193m scaffold 54,1298 0,7614 0,014066 416,3831
ZjuHsp100-101 9 orangel.1g005015m scaffold 56,3311 0,7599 0,01349 433,3162
ZjuHsp100-101 9 orangel.1g003620m scaffold 53,5598 0,8144 0,015205 411,9985
ZjuHsp100-101 9 orangel.1g003623m scaffold 54,6455 0,8077 0,014781 420,35
ZjuHsp100-101 9 orangel.1g005014m scaffold 56,33 0,7599 0,01349 433,3077
ZjuHsp100-101 9 orangel.1g003499m scaffold 14,4532 0,8272 0,057233 111,1785
ZjuHsp100-101 9 orangel.1g003691m scaffold 15,9304 0,8177 0,05133 122,5415
ZjuHsp100-101 9 orangel.1g003493m scaffold 14,9747 0,8269 0,05522 115,19
ZjuHsp100-101 9 orangel.1g003503m scaffold 13,6431 0,8276 0,060661 104,9469
ZjuHsp100-101 9 orangel.1g007053m scaffold 33,061 0,8116 0,024549 254,3154
ZjuHsp100-101 9 orangel.1g003525m scaffold 14,7428 0,822 0,055756 113,4062
ZjuHsp100-101 9 orangel.1g045279m scaffold 54,8972 0,8578 0,015626 422,2862
ZjuHsp100-101 9 orangel.1g044198m scaffold 56,2564 0,8336 0,014818 432,7415
ZjuHsp100-101 9 orangel.1g003743m scaffold 56,8126 0,8113 0,01428 437,02
ZjuHsp100-101 9 orangel.1g002169m scaffold 52,3985 0,8468 0,016161 403,0654
ZjuHsp100-101 9 orangel.1g002088m scaffold 52,4706 0,8337 0,015889 403,62
ZjuHsp100-102 9 orangel.1g013269m scaffold 1,5214 0,0089 0,00585 11,70308
ZjuHsp100-102 9 orangel.1g013285m scaffold 1,5209 0,009 0,005918 11,69923
ZjuHsp100-102 9 orangel.1g011553m scaffold 1,521 0,009 0,005917 11,7
ZjuHsp100-102 9 orangel.1g013281m scaffold 1,5209 0,009 0,005918 11,69923
ZjuHsp100-102 9 orangel.1g014525m scaffold 51,8833 0,5202 0,010026 399,1023
ZjuHsp100-102 9 orangel.1g014743m scaffold 53,3501 0,5343 0,010015 410,3854
ZjuHsp100-102 9 orangel.1g024249m scaffold 55,0694 0,3315 0,00602 423,6108
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ZjuHsp100-102 9 orangel.1g039866m scaffold 51,2438 0,5274 0,010292 394,1831
ZjuHsp100-102 9 orangel.19014332m scaffold 35,6223 0,5654 0,015872 274,0177
ZjuHsp100-102 9 orangel.1g015875m scaffold 37,9236 0,5903 0,015566 291,72
ZjuHsp100-102 9 orangel.1g022768m scaffold 7,8018 0,4186 0,053654 60,01385
ZjuHsp100-102 9 orangel.1g017300m scaffold 53,1919 0,5502 0,010344 409,1685
ZjuHsp100-102 9 orangel.1g014665m scaffold 54,8372 0,6116 0,011153 421,8246
ZjuHsp100-102 9 orangel.1g017161m scaffold 53,2781 0,566 0,010624 409,8315
ZjuHsp100-102 9 orangel.19026258m scaffold 7,908 0,3922 0,049595 60,83077
ZjuHsp100-102 9 orangel.1g014712m scaffold 54,8368 0,6116 0,011153 421,8215
ZjuHsp100-102 9 orangel.1g044198m scaffold 20,7318 0,6997 0,03375 159,4754
ZjuHsp100-102 9 orangel.1g007764m scaffold 53,6619 0,7682 0,014316 412,7838
ZjuHsp100-102 9 orangel.1g005014m scaffold 54,3949 0,6923 0,012727 418,4223
ZjuHsp100-102 9 orangel.1g005015m scaffold 54,3918 0,6922 0,012726 418,3985
ZjuHsp100-102 9 orangel.1g004384m scaffold 54,1027 0,7084 0,013094 416,1746
ZjuHsp100-102 9 orangel.1g004267m scaffold 54,4752 0,7512 0,01379 419,04
ZjuHsp100-102 9 orangel.1g003620m scaffold 54,4785 0,7512 0,013789 419,0654
ZjuHsp100-102 9 orangel.1g003623m scaffold 53,6612 0,7682 0,014316 412,7785
ZjuHsp100-102 9 orangel.1g042193m scaffold 51,0594 0,7208 0,014117 392,7646
ZjuHsp100-103 9 orangel.1g006411m scaffold 1,079 0,2083 0,193049 8,3
ZjuHsp100-103 9 orangel.1g011393m scaffold 57,5857 0,6308 0,010954 442,9669
ZjuHsp100-103 9 orangel.1g012000m scaffold 57,3043 0,6584 0,01149 440,8023
ZjuHsp100-103 9 orangel.1g009911m scaffold 54,6627 0,765 0,013995 420,4823
ZjuHsp100-103 9 orangel.1g048683m scaffold 2,3809 0,4589 0,192742 18,31462
ZjuHsp100-104 10 orangel.19g012846m scaffold 3,071 0,5067 0,164995 23,62308
ZjuHsp100-104 10 orangel.1g013083m scaffold 1,6526 0,3616 0,218807 12,71231
ZjuHsp100-104 10 orangel.1g013128m scaffold 1,9863 0,3238 0,163017 15,27923
ZjuHsp100-104 10 orangel.1g013823m scaffold 9,5868 0,5663 0,059071 73,74462
ZjuHsp100-104 10 orangel.1g012016m scaffold 1,9768 0,5153 0,260674 15,20615
ZjuHsp100-104 10 orangel.1g047029m scaffold 3,2242 0,5547 0,172043 24,80154
ZjuHsp100-104 10 orangel.19011935m scaffold 9,1341 0,5222 0,05717 70,26231
ZjuHsp100-104 10 orangel.1g011254m scaffold 18,807 0,5787 0,03077 144,6692
ZjuHsp100-104 10 orangel.1g011374m scaffold 11,323 0,5541 0,048936 87,1
ZjuHsp100-104 10 orangel.1g011286m scaffold 9,134 0,5614 0,061463 70,26154
ZjuHsp100-104 10 orangel.1g041382m scaffold 13,2706 0,5796 0,043675 102,0815
ZjuHsp100-105 10 orangel.1g002754m scaffold 1,185 0,151 0,127426 9,115385
ZjuHsp100-105 10 orangel.1g003000m scaffold 1,1619 0,147 0,126517 8,937692
ZjuHsp100-105 10 orangel.1g003795m scaffold 1,2864 0,1435 0,111552 9,895385
ZjuHsp100-105 10 orangel.1g002961m scaffold 1,1669 0,1561 0,133773 8,976154
ZjuHsp100-105 10 orangel.1g003669m scaffold 1,5266 0,1867 0,122298 11,74308
ZjuHsp100-105 10 orangel.1g003677m scaffold 1,5266 0,1867 0,122298 11,74308
ZjuHsp100-105 10 orangel.1g005815m scaffold 52,4893 0,7833 0,014923 403,7638
ZjuHsp100-105 10 orangel.1g004921m scaffold 50,7068 0,763 0,015047 390,0523
ZjuHsp100-105 10 orangel.1g007989m scaffold 55,7633 0,7035 0,012616 428,9485
ZjuHsp100-105 10 orangel.1g007367m scaffold 45,2681 0,7429 0,016411 348,2162
ZjuHsp100-105 10 orangel.1g005495m scaffold 54,6395 0,7454 0,013642 420,3038
ZjuHsp100-105 10 orangel.1g005480m scaffold 54,6398 0,7453 0,01364 420,3062
ZjuHsp100-105 10 orangel.1g005003m scaffold 54,6852 0,7631 0,013954 420,6554
ZjuHsp100-105 10 orangel.1g005479m scaffold 54,6418 0,7453 0,01364 420,3215
ZjuHsp100-105 10 orangel.1g005304m scaffold 54,2759 0,7483 0,013787 417,5069
ZjuHsp100-105 10 orangel.1g005003m scaffold 54,6846 0,763 0,013953 420,6508
ZjuHsp100-105 10 orangel.1g007190m scaffold 55,335 0,7536 0,013619 425,6538
ZjuHsp100-105 10 orangel.1g009974m scaffold 55,2992 0,7203 0,013026 425,3785
ZjuHsp100-105 10 orangel.1g004770m scaffold 52,7233 0,8197 0,015547 405,5638
ZjuHsp100-105 10 orangel.1g003696m scaffold 54,6914 0,8776 0,016046 420,7031
ZjuHsp100-105 10 orangel.1g010809m scaffold 57,2872 0,6726 0,011741 440,6708
ZjuHsp100-105 10 orangel.1g003806m scaffold 53,101 0,8527 0,016058 408,4692
ZjuHsp100-105 10 orangel.1g003473m scaffold 52,4613 0,8375 0,015964 403,5485
ZjuHsp100-105 10 orangel.1g003476m scaffold 52,3675 0,8263 0,015779 402,8269
ZjuHsp100-105 10 orangel.1g005661m scaffold 54,2049 0,7659 0,01413 416,9608
ZjuHsp100-105 10 orangel.1g005738m scaffold 54,8972 0,7658 0,01395 422,2862
ZjuHsp100-105 10 orangel.1g005066m scaffold 53,3589 0,7643 0,014324 410,4531
ZjuHsp100-105 10 orangel.1g003807m scaffold 54,7379 0,8798 0,016073 421,0608
ZjuHsp100-105 10 orangel.1g009263m scaffold 52,6298 0,7595 0,014431 404,8446
ZjuHsp100-105 10 orangel.1g047690m scaffold 0,136 13,462 98,98529 1,046154
ZjuHsp100-105 10 orangel.1g006534m scaffold 53,3847 0,7925 0,014845 410,6515
ZjuHsp100-105 10 orangel.1g043863m scaffold 53,7417 0,8219 0,015294 413,3977
ZjuHsp100-105 10 orangel.1g003619m scaffold 14,1768 0,8939 0,063054 109,0523
ZjuHsp100-105 10 orangel.1g006535m scaffold 53,3854 0,7925 0,014845 410,6569
ZjuHsp100-105 10 orangel.1g007575m scaffold 52,9802 0,7814 0,014749 407,54
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ZjuHsp100-105 10 orangel.1g005611m scaffold 19,5879 0,8336 0,042557 150,6762
ZjuHsp100-105 10 orangel.1g007591m scaffold 53,5731 0,7834 0,014623 412,1008
ZjuHsp100-105 10 orangel.1g002307m scaffold 17,5202 0,9265 0,052882 134,7708
ZjuHsp100-106 10 orangel.1g013506m scaffold 1,1022 0,1552 0,140809 8,478462
ZjuHsp100-106 10 orangel.1g007255m scaffold 1,0721 0,1315 0,122656 8,246923
ZjuHsp100-106 10 orangel.1g005014m scaffold 54,4555 0,5836 0,010717 418,8885
ZjuHsp100-106 10 orangel.1g005015m scaffold 54,4538 0,5835 0,010716 418,8754
ZjuHsp100-106 10 orangel.1g004384m scaffold 53,2874 0,5922 0,011113 409,9031
ZjuHsp100-106 10 orangel.1g003623m scaffold 54,4522 0,5836 0,010718 418,8631
ZjuHsp100-106 10 orangel.1g003620m scaffold 53,2866 0,5922 0,011113 409,8969
ZjuHsp100-106 10 orangel.1g004267m scaffold 53,0863 0,5986 0,011276 408,3562
ZjuHsp100-106 10 orangel.1g003691m scaffold 53,8021 0,5924 0,011011 413,8623
ZjuHsp100-106 10 orangel.1g042193m scaffold 52,4608 0,5915 0,011275 403,5446
ZjuHsp100-106 10 orangel.1g003503m scaffold 53,9026 0,5885 0,010918 414,6354
ZjuHsp100-106 10 orangel.1g003499m scaffold 53,9763 0,5885 0,010903 415,2023
ZjuHsp100-106 10 orangel.1g003525m scaffold 53,8024 0,5923 0,011009 413,8646
ZjuHsp100-106 10 orangel.1g003493m scaffold 53,9719 0,5886 0,010906 415,1685
ZjuHsp100-106 10 orangel.1g007764m scaffold 55,1976 0,5634 0,010207 424,5969
ZjuHsp100-106 10 orangel.1g044198m scaffold 52,6029 0,5935 0,011283 404,6377
ZjuHsp100-106 10 orangel.1g007053m scaffold 54,1748 0,7212 0,013312 416,7292
ZjuHsp100-106 10 orangel.1g045279m scaffold 33,9791 0,6233 0,018344 261,3777
ZjuHsp100-106 10 orangel.1g001162m scaffold 56,274 0,7739 0,013752 432,8769
ZjuHsp100-106 10 orangel.1g003743m scaffold 56,2738 0,7738 0,013751 432,8754
ZjuHsp100-106 10 orangel.1g001395m scaffold 18,4415 0,6302 0,034173 141,8577
ZjuHsp100-106 10 orangel.1g002169m scaffold 23,7796 0,6267 0,026355 182,92
ZjuHsp100-106 10 orangel.1g002088m scaffold 18,3638 0,6302 0,034318 141,26
ZjuHsp100-107 10 orangel.1g007255m scaffold 1,105 0,1377 0,124615 8,5
ZjuHsp100-107 10 orangel.1g013506m scaffold 1,1397 0,1678 0,147232 8,766923
ZjuHsp100-107 10 orangel.1g003691m scaffold 53,1489 0,618 0,011628 408,8377
ZjuHsp100-107 10 orangel.1g004267m scaffold 52,7563 0,6241 0,01183 405,8177
ZjuHsp100-107 10 orangel.1g003503m scaffold 53,0892 0,6141 0,011567 408,3785
ZjuHsp100-107 10 orangel.1g003499m scaffold 53,1665 0,6142 0,011552 408,9731
ZjuHsp100-107 10 orangel.1g003525m scaffold 53,1458 0,6181 0,01163 408,8138
ZjuHsp100-107 10 orangel.1g003493m scaffold 53,2808 0,614 0,011524 409,8523
ZjuHsp100-107 10 orangel.1g044198m scaffold 52,607 0,6126 0,011645 404,6692
ZjuHsp100-107 10 orangel.1g005015m scaffold 54,0605 0,6071 0,01123 415,85
ZjuHsp100-107 10 orangel.1g042193m scaffold 52,0401 0,6105 0,011731 400,3085
ZjuHsp100-107 10 orangel.1g005014m scaffold 54,0578 0,6073 0,011234 415,8292
ZjuHsp100-107 10 orangel.1g004384m scaffold 52,9537 0,617 0,011652 407,3362
ZjuHsp100-107 10 orangel.1g003623m scaffold 54,0578 0,6074 0,011236 415,8292
ZjuHsp100-107 10 orangel.1g007764m scaffold 54,4472 0,6358 0,011677 418,8246
ZjuHsp100-107 10 orangel.1g003620m scaffold 52,9519 0,617 0,011652 407,3223
ZjuHsp100-108 10 orangel.1g013506m scaffold 1,1336 0,1666 0,146965 8,72
ZjuHsp100-108 10 orangel.1g007255m scaffold 1,0892 0,1375 0,126239 8,378462
ZjuHsp100-108 10 orangel.1g005014m scaffold 53,563 0,5843 0,010909 412,0231
ZjuHsp100-108 10 orangel.1g005015m scaffold 53,5634 0,5845 0,010912 412,0262
ZjuHsp100-108 10 orangel.1g004384m scaffold 52,7953 0,5915 0,011204 406,1177
ZjuHsp100-108 10 orangel.1g003623m scaffold 53,5608 0,5845 0,010913 412,0062
ZjuHsp100-108 10 orangel.1g003620m scaffold 52,7925 0,5914 0,011202 406,0962
ZjuHsp100-108 10 orangel.1g004267m scaffold 52,5776 0,5986 0,011385 404,4431
ZjuHsp100-108 10 orangel.1g003525m scaffold 53,0724 0,5893 0,011104 408,2492
ZjuHsp100-108 10 orangel.1g003691m scaffold 53,0716 0,5895 0,011108 408,2431
ZjuHsp100-108 10 orangel.1g003503m scaffold 53,17 0,5853 0,011008 409
ZjuHsp100-108 10 orangel.1g003499 scaffold 53,2544 0,5853 0,010991 409,6492
ZjuHsp100-108 10 orangel.1g042193m scaffold 51,8917 0,5925 0,011418 399,1669
ZjuHsp100-108 10 orangel.1g003493m scaffold 53,2527 0,5853 0,010991 409,6362
ZjuHsp100-108 10 orangel.1g007764m scaffold 53,9242 0,5642 0,010463 414,8015
ZjuHsp100-108 10 orangel.1g044198m scaffold 51,3418 0,5956 0,011601 394,9369
ZjuHsp100-108 10 orangel.1g007053m scaffold 52,6249 0,7348 0,013963 404,8069
ZjuHsp100-108 10 orangel.1g045279m scaffold 36,1344 0,6227 0,017233 277,9569
ZjuHsp100-108 10 orangel.1g002088m scaffold 19,133 0,6283 0,032839 147,1769
ZjuHsp100-108 10 orangel.1g002169m scaffold 26,7066 0,6265 0,023459 205,4354
ZjuHsp100-108 10 orangel.1g001395m scaffold 19,1676 0,6283 0,032779 147,4431
ZjuHsp100-109 10 orangel.1g001735m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-109 10 orangel.1g001746m scaffold 0,974 0,1338 0,137372 7,492308
ZjuHsp100-109 10 orangel.1g004916m scaffold 59,6998 0,566 0,009481 459,2292
ZjuHsp100-109 10 orangel.1g001707m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-109 10 orangel.1g001861m scaffold 60,8124 0,6323 0,010398 467,7877
ZjuHsp100-109 10 orangel.1g001862m scaffold 60,8105 0,6324 0,0104 467,7731
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ZjuHsp100-109 10 orangel.1g001227m scaffold 61,0298 0,6201 0,010161 469,46
ZjuHsp100-109 10 orangel.1g001309m scaffold 61,0352 0,6215 0,010183 469,5015
ZjuHsp100-109 10 orangel.1g000950m scaffold 60,9452 0,6195 0,010165 468,8092
ZjuHsp100-109 10 orangel.1g000914m scaffold 60,6659 0,6151 0,010139 466,6608
ZjuHsp100-109 10 orangel.1g000858m scaffold 61,005 0,6208 0,010176 469,2692
ZjuHsp100-109 10 orangel.1g000925m scaffold 61,9435 0,6033 0,00974 476,4885
ZjuHsp100-109 10 orangel.1g000925m scaffold 61,9435 0,6033 0,00974 476,4885
ZjuHsp100-109 10 orangel.1g000888m scaffold 20,7459 0,6564 0,03164 159,5838
ZjuHsp100-109 10 orangel.1g003253m scaffold 18,2936 0,5826 0,031847 140,72
ZjuHsp100-109 10 orangel.1g000978m scaffold 15,7135 0,6489 0,041296 120,8731
ZjuHsp100-109 10 orangel.1g001150m scaffold 16,5334 0,6553 0,039635 127,18
ZjuHsp100-109 10 orangel.1g000823m scaffold 20,7902 0,6564 0,031573 159,9246
ZjuHsp100-109 10 orangel.1g000921m scaffold 61,3732 0,6404 0,010435 472,1015
ZjuHsp100-109 10 orangel.1g001031m scaffold 60,9022 0,6301 0,010346 468,4785
ZjuHsp100-109 10 orangel.1g001076m scaffold 61,0628 0,6425 0,010522 469,7138
ZjuHsp100-109 10 orangel.1g001244m scaffold 61,2207 0,6554 0,010706 470,9285
ZjuHsp100-109 10 orangel.1g016044m scaffold 55,0495 0,5898 0,010714 423,4577
ZjuHsp100-109 10 orangel.1g011393m scaffold 55,3494 0,7034 0,012708 425,7646
ZjuHsp100-110 10 orangel.1g001746m scaffold 0,974 0,1338 0,137372 7,492308
ZjuHsp100-110 10 orangel.1g001735m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-110 10 orangel.1g004916m scaffold 60,0725 0,5697 0,009484 462,0962
ZjuHsp100-110 10 orangel.1g001707m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-110 10 orangel.1g001862m scaffold 60,8258 0,6383 0,010494 467,8908
ZjuHsp100-110 10 orangel.1g001861m scaffold 58,3847 0,6387 0,01094 449,1131
ZjuHsp100-110 10 orangel.1g001227m scaffold 61,0431 0,626 0,010255 469,5623
ZjuHsp100-110 10 orangel.1g001309m scaffold 61,0486 0,6276 0,01028 469,6046
ZjuHsp100-110 10 orangel.1g000914m scaffold 60,8413 0,6171 0,010143 468,01
ZjuHsp100-110 10 orangel.1g000858m scaffold 61,2548 0,6242 0,01019 471,1908
ZjuHsp100-110 10 orangel.1g000925m scaffold 62,2156 0,6066 0,00975 478,5815
ZjuHsp100-110 10 orangel.1g000950m scaffold 61,1909 0,6226 0,010175 470,6992
ZjuHsp100-110 10 orangel.1g000978m scaffold 17,1268 0,6397 0,037351 131,7446
ZjuHsp100-110 10 orangel.1g003253m scaffold 18,6025 0,5827 0,031324 143,0962
ZjuHsp100-110 10 orangel.1g000823m scaffold 22,7186 0,6473 0,028492 174,7585
ZjuHsp100-110 10 orangel.1g000888m scaffold 22,8681 0,6473 0,028306 175,9085
ZjuHsp100-110 10 orangel.1g001031m scaffold 61,126 0,6348 0,010385 470,2
ZjuHsp100-110 10 orangel.1g001150m scaffold 16,4562 0,6559 0,039857 126,5862
ZjuHsp100-110 10 orangel.1g001076m scaffold 61,2967 0,6476 0,010565 471,5131
ZjuHsp100-110 10 orangel.1g000921m scaffold 61,658 0,6433 0,010433 474,2923
ZjuHsp100-110 10 orangel.1g001244m scaffold 61,626 0,6597 0,010705 474,0462
ZjuHsp100-110 10 orangel.1g003231m scaffold 18,6637 0,6414 0,034366 143,5669
ZjuHsp100-110 10 orangel.1g011393m scaffold 55,4317 0,7053 0,012724 426,3977
ZjuHsp100-110 10 orangel.1g016044m scaffold 50,816 3,9006 0,076759 390,8923
ZjuHsp100-111 10 orangel.1g001746m scaffold 0,974 0,1338 0,137372 7,492308
ZjuHsp100-111 10 orangel.1g001735m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-111 10 orangel.1g004916m scaffold 60,0725 0,5697 0,009484 462,0962
ZjuHsp100-111 10 orangel.1g001707m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-111 10 orangel.1g001861m scaffold 60,8124 0,6323 0,010398 467,7877
ZjuHsp100-111 10 orangel.1g001862m scaffold 60,8105 0,6324 0,0104 467,7731
ZjuHsp100-111 10 orangel.1g001309m scaffold 61,0352 0,6215 0,010183 469,5015
ZjuHsp100-111 10 orangel.1g001227m scaffold 61,0431 0,626 0,010255 469,5623
ZjuHsp100-111 10 orangel.1g000858m scaffold 61,2548 0,6242 0,01019 471,1908
ZjuHsp100-111 10 orangel.1g000950m scaffold 61,1909 0,6226 0,010175 470,6992
ZjuHsp100-111 10 orangel.1g000914m scaffold 60,6659 0,6171 0,010172 466,6608
ZjuHsp100-111 10 orangel.1g000925m scaffold 62,2156 0,6066 0,00975 478,5815
ZjuHsp100-111 10 orangel.1g000978m scaffold 15,7135 0,6397 0,04071 120,8731
ZjuHsp100-111 10 orangel.1g003253m scaffold 18,6025 0,5827 0,031324 143,0962
ZjuHsp100-111 10 orangel.1g000823m scaffold 22,7186 0,6473 0,028492 174,7585
ZjuHsp100-111 10 orangel.1g000888m scaffold 20,7459 0,6564 0,03164 159,5838
ZjuHsp100-111 10 orangel.1g001150m scaffold 16,4562 0,6559 0,039857 126,5862
ZjuHsp100-111 10 orangel.1g001031m scaffold 61,126 0,6348 0,010385 470,2
ZjuHsp100-111 10 orangel.1g000921m scaffold 61,658 0,6433 0,010433 474,2923
ZjuHsp100-111 10 orangel.1g001076m scaffold 61,2967 0,6476 0,010565 4715131
ZjuHsp100-111 10 orangel.1g003231m scaffold 18,6637 0,6414 0,034366 143,5669
ZjuHsp100-111 10 orangel.1g001244m scaffold 61,626 0,6597 0,010705 474,0462
ZjuHsp100-111 10 orangel.1g011393m scaffold 55,4317 0,7053 0,012724 426,3977
ZjuHsp100-111 10 orangel.1g016044m scaffold 50,816 0,6597 0,012982 390,8923
ZjuHsp100-112 10 orangel.1g001746m scaffold 0,974 0,1338 0,137372 7,492308
ZjuHsp100-112 10 orangel.1g001735m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-112 10 orangel.1g004916m scaffold 60,0725 0,5697 0,009484 462,0962
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ZjuHsp100-112 10 orangel.1g001707m scaffold 0,9764 0,1343 0,137546 7,510769
ZjuHsp100-112 10 orangel.1g001862m scaffold 60,8105 0,6324 0,0104 467,7731
ZjuHsp100-112 10 orangel.1g001861m scaffold 60,8124 0,6323 0,010398 467,7877
ZjuHsp100-112 10 orangel.1g001227m scaffold 61,0431 0,626 0,010255 469,5623
ZjuHsp100-112 10 orangel.1g001309m scaffold 61,0352 0,6215 0,010183 469,5015
ZjuHsp100-112 10 orangel.1g001227m scaffold 61,0431 0,626 0,010255 469,5623
ZjuHsp100-112 10 orangel.1g000950m scaffold 61,1909 0,6226 0,010175 470,6992
ZjuHsp100-112 10 orangel.1g000914m scaffold 60,6659 0,6171 0,010172 466,6608
ZjuHsp100-112 10 orangel.1g000858m scaffold 61,2548 0,6242 0,01019 471,1908
ZjuHsp100-112 10 orangel.1g000978m scaffold 15,7135 0,6397 0,04071 120,8731
ZjuHsp100-112 10 orangel.1g003253m scaffold 18,6025 0,5827 0,031324 143,0962
ZjuHsp100-112 10 orangel.1g000823m scaffold 22,7186 0,6473 0,028492 174,7585
ZjuHsp100-112 10 orangel.1g000888m scaffold 20,7459 0,6564 0,03164 159,5838
ZjuHsp100-112 10 orangel.1g001031m scaffold 61,126 0,6348 0,010385 470,2
ZjuHsp100-112 10 orangel.1g001150m scaffold 16,4562 0,6559 0,039857 126,5862
ZjuHsp100-112 10 orangel.1g001076m scaffold 61,2967 0,6476 0,010565 4715131
ZjuHsp100-112 10 orangel.1g000921m scaffold 61,658 0,6433 0,010433 474,2923
ZjuHsp100-112 10 orangel.1g001244m scaffold 61,626 0,6597 0,010705 474,0462
ZjuHsp100-112 10 orangel.1g003231m scaffold 18,6637 0,6414 0,034366 143,5669
ZjuHsp100-112 10 orangel.1g011393m scaffold 55,4317 0,7053 0,012724 426,3977
ZjuHsp100-112 10 orangel.1g016044m scaffold 50,816 0,6597 0,012982 390,8923
ZjuHsp100-113 10 orangel.1g020787m scaffold 1,2551 0,0497 0,039598 9,654615
ZjuHsp100-113 10 orangel.1g019334m scaffold 11711 0,0565 0,048245 9,008462
ZjuHsp100-113 10 orangel.1g013704m scaffold 52,1605 0,5543 0,010627 401,2346
ZjuHsp100-113 10 orangel.1g011983m scaffold 52,4607 0,5477 0,01044 403,5438
ZjuHsp100-113 10 orangel.19017204m scaffold 51,7126 0,4344 0,0084 397,7892
ZjuHsp100-113 10 orangel.1g011914m scaffold 52,3479 0,5536 0,010575 402,6762
ZjuHsp100-113 10 orangel.1g014243m scaffold 54,6519 0,5107 0,009345 420,3992
ZjuHsp100-113 10 orangel.1g014244m scaffold 54,646 0,5109 0,009349 420,3538
ZjuHsp100-113 10 orangel.1g012383m scaffold 54,6477 0,5109 0,009349 420,3669
ZjuHsp100-113 10 orangel.1g017204m scaffold 51,714 0,4344 0,0084 397,8
ZjuHsp100-113 10 orangel.19014243m scaffold 54,6436 0,5109 0,00935 420,3354
ZjuHsp100-113 10 orangel.1g014244m scaffold 54,6432 0,5108 0,009348 420,3323
ZjuHsp100-113 10 orangel.1g012383m scaffold 54,6506 0,5107 0,009345 420,3892
ZjuHsp100-113 10 orangel.1g014246m scaffold 54,6529 0,5108 0,009346 420,4069
ZjuHsp100-113 10 orangel.1g012418m scaffold 52,4095 0,5645 0,010771 403,15
ZjuHsp100-113 10 orangel.1g019694m scaffold 52,1266 0,3879 0,007441 400,9738
ZjuHsp100-113 10 orangel.1g022739m scaffold 51,9419 0,4295 0,008269 399,5531
ZjuHsp100-113 10 orangel.1g018745m scaffold 57,3521 0,5148 0,008976 441,17
ZjuHsp100-113 10 orangel.1g022707m scaffold 51,9512 0,4294 0,008265 399,6246
ZjuHsp100-114 11 orangel.1g005015m scaffold 58,0371 0,6528 0,011248 446,4392
ZjuHsp100-114 11 orangel.1g045279m scaffold 1,849 0,3253 0,175933 14,22308
ZjuHsp100-114 11 orangel.1g004384m scaffold 21,7102 0,6776 0,031211 167,0015
ZjuHsp100-114 11 orangel.1g005014m scaffold 58,0366 0,6528 0,011248 446,4354
ZjuHsp100-114 11 orangel.1g003623m scaffold 58,0396 0,6548 0,011282 446,4585
ZjuHsp100-114 11 orangel.1g004267m scaffold 56,6423 0,6498 0,011472 435,71
ZjuHsp100-114 11 orangel.1g003499m scaffold 57,1621 0,6369 0,011142 439,7085
ZjuHsp100-114 11 orangel.1g003620m scaffold 21,4261 0,6777 0,03163 164,8162
ZjuHsp100-114 11 orangel.1g003493m scaffold 57,1645 0,6371 0,011145 439,7269
ZjuHsp100-114 11 orangel.1g003503m scaffold 57,0803 0,6369 0,011158 439,0792
ZjuHsp100-114 11 orangel.1g003525m scaffold 57,0888 0,6393 0,011198 439,1446
ZjuHsp100-114 11 orangel.1g003691m scaffold 57,0921 0,6392 0,011196 439,17
ZjuHsp100-114 11 orangel.1g044198m scaffold 56,4377 0,6424 0,011382 434,1362
ZjuHsp100-114 11 orangel.1g042193m scaffold 55,8638 0,6527 0,011684 429,7215
ZjuHsp100-114 11 orangel.1g007255m scaffold 55,4986 0,6867 0,012373 426,9123
ZjuHsp100-114 11 orangel.1g007764m scaffold 60,4107 0,5844 0,009674 464,6977
ZjuHsp100-114 11 orangel.1g013506m scaffold 56,223 0,6934 0,012333 432,4846
ZjuHsp100-114 11 orangel.1g002159m scaffold 50,1554 0,8187 0,016323 385,8108
ZjuHsp100-115 11 orangel.1g003619m scaffold 0,9321 0,1365 0,146444 7,17
ZjuHsp100-115 11 orangel.1g002307m scaffold 0,9539 0,1229 0,12884 7,337692
ZjuHsp100-115 11 orangel.1g009263m scaffold 1,0528 0,0864 0,082067 8,098462
ZjuHsp100-115 11 orangel.1g005611m scaffold 0,8986 0,078 0,086802 6,912308
ZjuHsp100-115 11 orangel.1g005495m scaffold 52,4067 0,7208 0,013754 403,1285
ZjuHsp100-115 11 orangel.1g005480m scaffold 52,4067 0,7208 0,013754 403,1285
ZjuHsp100-115 11 orangel.1g005815m scaffold 51,9708 0,7403 0,014245 399,7754
ZjuHsp100-115 11 orangel.1g005479m scaffold 52,4094 0,7208 0,013753 403,1492
ZjuHsp100-115 11 orangel.1g007989m scaffold 53,6048 0,6764 0,012618 412,3446
ZjuHsp100-115 11 orangel.1g005003m scaffold 51,6998 0,6974 0,013489 397,6908
ZjuHsp100-115 11 orangel.1g004921m scaffold 50,3114 0,7484 0,014875 387,0108
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ZjuHsp100-115 11 orangel.1g005304m scaffold 52,4691 0,7316 0,013943 403,6085
ZjuHsp100-116 11 orangel.1g020071m scaffold 0,8587 0,0654 0,076162 6,605385
ZjuHsp100-116 11 orangel.1g021959m scaffold 53,4926 0,6512 0,012174 411,4815
ZjuHsp100-116 11 orangel.1g021937m scaffold 53,4915 0,6512 0,012174 411,4731
ZjuHsp100-116 11 orangel.1g017884m scaffold 53,4878 0,6392 0,01195 411,4446
ZjuHsp100-116 11 orangel.1g021660m scaffold 53,3781 0,6487 0,012153 410,6008
ZjuHsp100-119 11 orangel.1g007208m scaffold 1,2054 0,1892 0,15696 9,272308
ZjuHsp100-119 11 orangel.1g003231m scaffold 1,6475 0,1541 0,093536 12,67308
ZjuHsp100-119 11 orangel.1g001861m scaffold 20,2298 0,5483 0,027104 155,6138
ZjuHsp100-119 11 orangel.1g004916m scaffold 23,6047 0,52 0,02203 181,5746
ZjuHsp100-119 11 orangel.1g001309m scaffold 19,5335 0,5467 0,027988 150,2577
ZjuHsp100-119 11 orangel.1g001862m scaffold 20,2505 0,5483 0,027076 155,7731
ZjuHsp100-119 11 orangel.1g000914m scaffold 456,608 0,5507 1,21E-06 351,2369
ZjuHsp100-119 11 orangel.1g001227m scaffold 19,5309 0,5467 0,027992 150,2377
ZjuHsp100-119 11 orangel.1g000950m scaffold 19,4372 0,5467 0,028126 149,5169
ZjuHsp100-119 11 orangel.1g000925m scaffold 52,3506 0,5566 0,010632 402,6969
ZjuHsp100-119 11 orangel.1g003253m scaffold 43,7838 0,4876 0,011137 336,7985
ZjuHsp100-119 11 orangel.1g000858m scaffold 20,1379 0,5467 0,027148 154,9069
ZjuHsp100-119 11 orangel.1g000888m scaffold 24,5068 0,5212 0,021268 188,5138
ZjuHsp100-119 11 orangel.1g000978m scaffold 21,6681 0,5208 0,024035 166,6777
ZjuHsp100-119 11 orangel.1g001031m scaffold 24,2524 0,55 0,022678 186,5569
ZjuHsp100-119 11 orangel.1g000823m scaffold 19,9091 0,5091 0,025571 153,1469
ZjuHsp100-119 11 orangel.1g001150m scaffold 40,3534 0,5216 0,012926 310,4108
ZjuHsp100-119 11 orangel.1g000921m scaffold 17,4448 0,563 0,032273 134,1908
ZjuHsp100-119 11 orangel.1g001746m scaffold 7,0469 0,6401 0,090834 54,20692
ZjuHsp100-119 11 orangel.1g001076m scaffold 41,4682 0,554 0,01336 318,9862
ZjuHsp100-119 11 orangel.1g001707m scaffold 6,0888 0,6462 0,106129 46,83692
ZjuHsp100-119 11 orangel.1g001735m scaffold 6,1908 0,6405 0,10346 47,62154
ZjuHsp100-119 11 orangel.1g016044m scaffold 53,0636 0,6197 0,011678 408,1815
ZjuHsp100-119 11 orangel.1g001244m scaffold 52,451 0,5626 0,010726 403,4692
ZjuHsp100-120 11 orangel.1g004834m scaffold 0,7925 0,0365 0,046057 6,096154
ZjuHsp100-120 11 orangel.1g003349m scaffold 0,9536 0,0623 0,065331 7,335385
ZjuHsp100-120 11 orangel.1g005548m scaffold 55,3659 0,6712 0,012123 425,8915
ZjuHsp100-121 11 orangel.1g011914m scaffold 1,3383 0,0998 0,074572 10,29462
ZjuHsp100-121 11 orangel.1g013704m scaffold 1,3432 0,1024 0,076236 10,33231
ZjuHsp100-121 11 orangel.19014244m scaffold 1,3038 0,1379 0,105768 10,02923
ZjuHsp100-121 11 orangel.1g011983m scaffold 1,2976 0,0988 0,076141 9,981538
ZjuHsp100-121 11 orangel.1g014243m scaffold 1,3038 0,1379 0,105768 10,02923
ZjuHsp100-121 11 orangel.1g012383m scaffold 1,3038 0,1379 0,105768 10,02923
ZjuHsp100-121 11 orangel.1g014246m scaffold 1,3038 0,1379 0,105768 10,02923
ZjuHsp100-121 11 orangel.1g017204m scaffold 1,2479 0,0987 0,079093 9,599231
ZjuHsp100-121 11 orangel.1g012418m scaffold 1,3288 0,1001 0,075331 10,22154
ZjuHsp100-121 11 orangel.1g018745m scaffold 1,7333 0,1614 0,093117 13,33308
ZjuHsp100-121 11 orangel.1g019694m scaffold 1,0937 0,0898 0,082107 8,413077
ZjuHsp100-121 11 orangel.19g022707m scaffold 1,1023 0,0987 0,08954 8,479231
ZjuHsp100-121 11 orangel.1g022739m scaffold 1,1023 0,0987 0,08954 8,479231
ZjuHsp100-121 11 orangel.1g019334m scaffold 20,2744 4,798 0,236653 155,9569
ZjuHsp100-121 11 orangel.1g019334m scaffold 20,3408 0,4798 0,023588 156,4677
ZjuHsp100-122 11 orangel.1g015875m scaffold 0,7786 0,0154 0,019779 5,989231
ZjuHsp100-122 11 orangel.19014332m scaffold 0,8001 0,0113 0,014123 6,154615
ZjuHsp100-122 11 orangel.1g014665m scaffold 1,2468 0,0797 0,063924 9,590769
ZjuHsp100-122 11 orangel.1g017161m scaffold 0,8803 0,0127 0,014427 6,771538
ZjuHsp100-122 11 orangel.1g014743m scaffold 56,5967 0,4976 0,008792 435,3592
ZjuHsp100-122 11 orangel.19014712m scaffold 1,2468 0,0797 0,063924 9,590769
ZjuHsp100-122 11 orangel.1g022768m scaffold 17,3995 0,4099 0,023558 133,8423
ZjuHsp100-122 11 orangel.19024249m scaffold 21,7084 0,3498 0,016114 166,9877
ZjuHsp100-122 11 orangel.1g017300m scaffold 40,9328 0,491 0,011995 314,8677
ZjuHsp100-122 11 orangel.1g014525m scaffold 55,6676 0,5337 0,009587 428,2123
ZjuHsp100-122 11 orangel.1g013269m scaffold 56,5849 0,5531 0,009775 435,2685
ZjuHsp100-122 11 orangel.1g013285m scaffold 56,6422 0,5527 0,009758 435,7092
ZjuHsp100-122 11 orangel.1g039866m scaffold 53,6933 0,5209 0,009701 413,0254
ZjuHsp100-122 11 orangel.1g013281m scaffold 56,6416 0,5527 0,009758 435,7046
ZjuHsp100-123 11 orangel.1g042193m scaffold 52,2501 0,618 0,011828 401,9238
ZjuHsp100-123 11 orangel.1g045279m scaffold 1,7785 0,1559 0,087658 13,68077
ZjuHsp100-123 11 orangel.1g003691m scaffold 54,5617 0,6208 0,011378 419,7054
ZjuHsp100-123 11 orangel.1g003525m scaffold 54,8065 0,5846 0,010667 421,5885
ZjuHsp100-123 11 orangel.1g003503m scaffold 54,5542 0,5944 0,010896 419,6477
ZjuHsp100-123 11 orangel.1g003499m scaffold 54,5997 0,5943 0,010885 419,9977
ZjuHsp100-123 11 orangel.1g005015m scaffold 48,9494 0,5621 0,011483 376,5338
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ZjuHsp100-123 11 orangel.1g003493m scaffold 54,5999 0,5943 0,010885 419,9992
ZjuHsp100-123 11 orangel.1g003623m scaffold 53,6971 0,5994 0,011163 413,0546
ZjuHsp100-123 11 orangel.1g005014m scaffold 0,177 16,1234 91,09266 1,361538
ZjuHsp100-123 11 orangel.1g003620m scaffold 53,1118 0,6084 0,011455 408,5523
ZjuHsp100-123 11 orangel.1g004384m scaffold 53,5438 0,5892 0,011004 411,8754
ZjuHsp100-123 11 orangel.1g044198m scaffold 53,7481 0,6118 0,011383 413,4469
ZjuHsp100-123 11 orangel.1g004267m scaffold 53,0541 0,6055 0,011413 408,1085
ZjuHsp100-123 11 orangel.1g007255m scaffold 52,8096 0,6263 0,01186 406,2277
ZjuHsp100-123 11 orangel.1g007764m scaffold 53,3575 0,5846 0,010956 410,4423
ZjuHsp100-123 11 orangel.1g007053m scaffold 27,0138 0,698 0,025839 207,7985
ZjuHsp100-123 11 orangel.1g013506m scaffold 53,156 0,6455 0,012144 408,8923
ZjuHsp100-123 11 orangel.1g003743m scaffold 44,1563 0,7978 0,018068 339,6638
ZjuHsp100-123 11 orangel.1g002159m scaffold 52,7807 0,8609 0,016311 406,0054
ZjuHsp100-123 11 orangel.1g001491m scaffold 22,0442 0,914 0,041462 169,5708
ZjuHsp100-123 11 orangel.1g001162m scaffold 39,2225 0,8738 0,022278 301,7115
ZjuHsp100-123 11 orangel.1g002088m scaffold 52,7658 0,7111 0,013477 405,8908
ZjuHsp100-123 11 orangel.1g002169m scaffold 53,1118 0,711 0,013387 408,5523
ZjuHsp100-123 11 orangel.1g001395m scaffold 53,2064 0,7073 0,013294 409,28
ZjuHsp100-124 11 orangel.1g038067m scaffold 1,148 0,2181 0,189983 8,830769
ZjuHsp100-124 11 orangel.1g005762m scaffold 2,2199 0,2288 0,103068 17,07615
ZjuHsp100-124 11 orangel.1g005663m scaffold 5,9851 0,294 0,049122 46,03923
ZjuHsp100-124 11 orangel.1g005667m scaffold 59,868 0,2926 0,004887 460,5231
ZjuHsp100-124 11 orangel.1g005670m scaffold 6,044 0,294 0,048643 46,49231
ZjuHsp100-124 11 orangel.1g005637m scaffold 6,0983 0,2901 0,047571 46,91
ZjuHsp100-124 11 orangel.1g008176m scaffold 7,3945 0,2981 0,040314 56,88077
ZjuHsp100-124 11 orangel.1g007362m scaffold 2,0682 0,2097 0,101393 15,90923
ZjuHsp100-124 11 orangel.1g008723m scaffold 2,3979 0,2333 0,097293 18,44538
ZjuHsp100-124 11 orangel.1g008014m scaffold 6,8073 0,3128 0,045951 52,36385
ZjuHsp100-124 11 orangel.19012525m scaffold 53,2282 0,3422 0,006429 409,4477
ZjuHsp100-124 11 orangel.1g008329m scaffold 12,2977 0,3226 0,026233 94,59769
ZjuHsp100-125 12 orangel.1g013706m scaffold 0,9601 0,0783 0,081554 7,385385
ZjuHsp100-125 12 orangel.1g011578m scaffold 0,8846 0,0762 0,086141 6,804615
ZjuHsp100-125 12 orangel.19021192m scaffold 0,8294 0,1184 0,142754 6,38
ZjuHsp100-125 12 orangel.1g013316m scaffold 0,9099 0,0728 0,080009 6,999231
ZjuHsp100-126 12 orangel.1g003503m scaffold 7,71857 0,0633 0,00813 59,89
ZjuHsp100-126 12 orangel.1g003620m scaffold 2,0649 0,0298 0,014432 15,88385
ZjuHsp100-126 12 orangel.1g004384m scaffold 2,0856 0,023 0,011028 16,04308
ZjuHsp100-126 12 orangel.1g003691m scaffold 8,085 0,0637 0,007879 62,19231
ZjuHsp100-126 12 orangel.1g003503m scaffold 7,7838 0,0633 0,008132 59,87538
ZjuHsp100-126 12 orangel.1g003499m scaffold 7,3836 0,0632 0,00856 56,79692
ZjuHsp100-126 12 orangel.1g003525m scaffold 7,8819 0,0634 0,008044 60,63
ZjuHsp100-126 12 orangel.1g003493m scaffold 7,4209 0,0632 0,008516 57,08385
ZjuHsp100-126 12 orangel.1g042193m scaffold 6,0352 0,0767 0,012709 46,42462
ZjuHsp100-126 12 orangel.1g004267m scaffold 6,0344 0,0767 0,01271 46,41846
ZjuHsp100-126 12 orangel.1g005014m scaffold 2,0961 0,0382 0,018224 16,12385
ZjuHsp100-126 12 orangel.1g005015m scaffold 1,1615 0,0203 0,017477 8,934615
ZjuHsp100-126 12 orangel.1g007764m scaffold 1,1968 0,0188 0,015709 9,206154
ZjuHsp100-126 12 orangel.1g044198m scaffold 3,7493 0,1327 0,035393 28,84077
ZjuHsp100-126 12 orangel.1g045279m scaffold 53,0208 0,5761 0,010866 407,8523
ZjuHsp100-126 12 orangel.1g007053m scaffold 1,1679 0,0264 0,022605 8,983846
ZjuHsp100-127 12 orangel.1g003769m scaffold 1,8006 0,3853 0,213984 13,85077
ZjuHsp100-127 12 orangel.1g003038m scaffold 1,3609 0,149 0,109486 10,46846
ZjuHsp100-128 12 orangel.1g017300m scaffold 0,8051 0,0222 0,027574 6,193077
ZjuHsp100-128 12 orangel.1g014743m scaffold 0,8235 0,0196 0,023801 6,334615
ZjuHsp100-128 12 orangel.1g015875m scaffold 55,0787 0,4751 0,008626 423,6823
ZjuHsp100-128 12 orangel.1g024249m scaffold 0,8023 0,0065 0,008102 6,171538
ZjuHsp100-128 12 orangel.1g013285m scaffold 54,0201 0,5175 0,00958 415,5392
ZjuHsp100-128 12 orangel.1g014332m scaffold 55,551 0,4933 0,00888 427,3154
ZjuHsp100-128 12 orangel.1g013281m scaffold 54,0184 0,5175 0,00958 415,5262
ZjuHsp100-128 12 orangel.1g013269m scaffold 53,9639 0,5179 0,009597 415,1069
ZjuHsp100-128 12 orangel.1g014525m scaffold 21,7912 0,5297 0,024308 167,6246
ZjuHsp100-128 12 orangel.1g011553m scaffold 54,0237 0,5175 0,009579 415,5669
ZjuHsp100-128 12 orangel.1g039866m scaffold 25,4477 0,5206 0,020458 195,7515
ZjuHsp100-129 12 orangel.1g003859m scaffold 20,1138 0,7257 0,03608 154,7215
ZjuHsp100-129 12 orangel.1g001066m scaffold 1,1648 0,2371 0,203554 8,96
ZjuHsp100-129 12 orangel.1g000973m scaffold 39,7033 0,8458 0,021303 305,41
ZjuHsp100-129 12 orangel.1g002045m scaffold 33,2906 0,7735 0,023235 256,0815
ZjuHsp100-129 12 orangel.1g000974m scaffold 37,8117 0,846 0,022374 290,8592
ZjuHsp100-130 12 orangel.1g003859m scaffold 20,1138 0,7257 0,03608 154,7215
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ZjuHsp100-130 12 orangel.1g001066m scaffold 1,1648 0,2371 0,203554 8,96
ZjuHsp100-130 12 orangel.1g000973m scaffold 39,7033 0,8458 0,021303 305,41
ZjuHsp100-130 12 orangel.1g002045m scaffold 33,2906 0,7735 0,023235 256,0815
ZjuHsp100-130 12 orangel.1g000974m scaffold 37,8117 0,846 0,022374 290,8592
ZjuHsp100-131 12 orangel.1g005344m scaffold 38,5339 3,3744 0,08757 296,4146
ZjuHsp100-131 12 orangel.1g038101m scaffold 3,9104 4,1392 1,058511 30,08
ZjuHsp100-131 12 orangel.1g017797m scaffold 3,1351 4,2627 1,35967 24,11615
ZjuHsp100-131 12 orangel.1g019702m scaffold 4,1902 3,6508 0,871271 32,23231
ZjuHsp100-131 12 orangel.1g027392m scaffold 0,5683 9,9452 17,49991 4,371538
ZjuHsp100-131 12 orangel.1g025371m scaffold 4,145 2,9173 0,703812 31,88462
ZjuHsp100-131 12 orangel.19026207m scaffold 0,1649 16,3247 98,99757 1,268462
ZjuHsp100-131 12 orangel.1g027390m scaffold 0,1653 16,3642 98,99698 1,271538
ZjuHsp100-132 scaffold orangel.1g003038m scaffold 8,5825 0,597 0,06956 66,01923
ZjuHsp100-132 scaffold orangel.1g001788m scaffold 1,3269 0,1562 0,117718 10,20692
ZjuHsp100-132 scaffold orangel.1g003769m scaffold 10,3028 0,654 0,063478 79,25231
ZjuHsp100-133 scaffold orangel.1g003000m scaffold 1,0396 0,1133 0,108984 7,996923
ZjuHsp100-133 scaffold orangel.1g002754m scaffold 1,0335 0,1038 0,100435 7,95
ZjuHsp100-133 scaffold orangel.1g003795m scaffold 1,1271 0,0876 0,077722 8,67
ZjuHsp100-133 scaffold orangel.1g002961m scaffold 0,9999 0,1084 0,108411 7,691538
ZjuHsp100-133 scaffold orangel.1g003669m scaffold 1,4438 0,1425 0,098698 11,10615
ZjuHsp100-133 scaffold orangel.1g003677m scaffold 1,4438 0,1425 0,098698 11,10615
ZjuHsp100-133 scaffold orangel.1g005815m scaffold 52,0148 0,8116 0,015603 400,1138
ZjuHsp100-133 scaffold orangel.1g004921m scaffold 52,0148 0,8116 0,015603 400,1138
ZjuHsp100-133 scaffold orangel.1g007367m scaffold 52,9992 0,7923 0,014949 407,6862
ZjuHsp100-133 scaffold orangel.1g007989m scaffold 55,7212 0,7051 0,012654 428,6246
ZjuHsp100-133 scaffold orangel.1g005495m scaffold 54,3383 0,7505 0,013812 417,9869
ZjuHsp100-133 scaffold orangel.1g005480m scaffold 54,4322 0,7492 0,013764 418,7092
ZjuHsp100-133 scaffold orangel.1g005003m scaffold 54,2509 0,7558 0,013932 417,3146
ZjuHsp100-133 scaffold orangel.1g005479m scaffold 54,4345 0,7492 0,013763 418,7269
ZjuHsp100-133 scaffold orangel.1g009974m scaffold 55,1671 0,7481 0,013561 424,3623
ZjuHsp100-133 scaffold orangel.1g005304m scaffold 54,0714 0,7523 0,013913 415,9338
ZjuHsp100-133 scaffold orangel.1g003696m scaffold 52,1566 0,8108 0,015545 401,2046
ZjuHsp100-133 scaffold orangel.1g007190m scaffold 55,439 0,7907 0,014263 426,4538
ZjuHsp100-133 scaffold orangel.1g003806m scaffold 23,9898 0,816 0,034014 184,5369
ZjuHsp100-133 scaffold orangel.1g004770m scaffold 44,0667 0,774 0,017564 338,9746
ZjuHsp100-133 scaffold orangel.1g003473m scaffold 34,3299 0,7999 0,0233 264,0762
ZjuHsp100-133 scaffold orangel.1g010809m scaffold 57,2228 0,6741 0,01178 440,1754
ZjuHsp100-133 scaffold orangel.1g003476m scaffold 22,7401 0,7981 0,035097 174,9238
ZjuHsp100-133 scaffold orangel.1g003807m scaffold 50,6442 0,812 0,016033 389,5708
ZjuHsp100-133 scaffold orangel.1g005738m scaffold 55,1104 0,7995 0,014507 423,9262
ZjuHsp100-134 scaffold orangel.1g004834m scaffold 53,9142 0,6127 0,011364 414,7246
ZjuHsp100-134 scaffold orangel.1g005548m scaffold 1,0894 0,0927 0,085093 8,38
ZjuHsp100-134 scaffold orangel.1g003349m scaffold 53,0289 0,6606 0,012457 407,9146
ZjuHsp100-135 scaffold orangel.1g013083m scaffold 2,0072 0,2929 0,145925 15,44
ZjuHsp100-135 scaffold orangel.1g013128m scaffold 2,1339 0,2829 0,132574 16,41462
ZjuHsp100-135 scaffold orangel.1g012846m scaffold 3,3477 0,4103 0,122562 25,75154
ZjuHsp100-135 scaffold orangel.1g012016m scaffold 2,6219 0,4231 0,161372 20,16846
ZjuHsp100-135 scaffold orangel.1g011935m scaffold 54,8808 0,4272 0,007784 422,16
ZjuHsp100-135 scaffold orangel.1g047029m scaffold 4,6163 0,4217 0,09135 35,51
ZjuHsp100-135 scaffold orangel.1g009791m scaffold 4,3025 0,4725 0,10982 33,09615
ZjuHsp100-135 scaffold orangel.1g011254m scaffold 51,814 0,4504 0,008693 398,5692
ZjuHsp100-135 scaffold orangel.1g041382m scaffold 24,3479 0,4405 0,018092 187,2915
ZjuHsp100-135 scaffold orangel.1g048683m scaffold 2,0961 0,3436 0,163923 16,12385
ZjuHsp100-135 scaffold orangel.1g011374m scaffold 20,5645 0,48 0,023341 158,1885
ZjuHsp100-135 scaffold orangel.1g011286m scaffold 19,0347 0,4706 0,024723 146,4208
ZjuHsp100-135 scaffold orangel.1g013823m scaffold 54,0852 0,4387 0,008111 416,04
ZjuHsp100-136 scaffold orangel.1g013128m scaffold 2,1339 0,2829 0,132574 16,41462
ZjuHsp100-136 scaffold orangel.1g012846m scaffold 3,3477 0,4103 0,122562 25,75154
ZjuHsp100-136 scaffold orangel.1g012016m scaffold 2,6219 0,4231 0,161372 20,16846
ZjuHsp100-136 scaffold orangel.1g011935m scaffold 54,8808 0,4272 0,007784 422,16
ZjuHsp100-136 scaffold orangel.1g047029m scaffold 4,6163 0,4217 0,09135 35,51
ZjuHsp100-136 scaffold orangel.1g009791m scaffold 4,3025 0,4725 0,10982 33,09615
ZjuHsp100-136 scaffold orangel.1g011254m scaffold 51,814 0,4504 0,008693 398,5692
ZjuHsp100-136 scaffold orangel.1g041382m scaffold 24,3479 0,4405 0,018092 187,2915
ZjuHsp100-136 scaffold orangel.1g048683m scaffold 2,0961 0,3436 0,163923 16,12385
ZjuHsp100-136 scaffold orangel.1g011374m scaffold 20,5645 0,48 0,023341 158,1885
ZjuHsp100-136 scaffold orangel.1g011286m scaffold 19,0347 0,4706 0,024723 146,4208
ZjuHsp100-136 scaffold orangel.1g013823m scaffold 54,0852 0,4387 0,008111 416,04
ZjuHsp100-137 scaffold orangel.1g014376m scaffold 1,0237 0,1129 0,110286 7,874615
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ZjuHsp100-137 scaffold orangel.1g012655m scaffold 0,9185 0,1056 0,11497 7,065385
ZjuHsp100-138 scaffold orangel.1g002088m scaffold 1,4569 0,2189 0,150251 11,20692
ZjuHsp100-138 scaffold orangel.1g002169m scaffold 1,4521 0,2211 0,152262 11,17
ZjuHsp100-138 scaffold orangel.1g001395m scaffold 1,4521 0,2211 0,152262 11,17
ZjuHsp100-139 scaffold orangel.1g019145m scaffold 1,2294 0,0992 0,08069 9,456923
ZjuHsp100-139 scaffold orangel.1g016800m scaffold 1,0696 0,0698 0,065258 8,227692
ZjuHsp100-139 scaffold orangel.1g025762m scaffold 14,1118 0,1691 0,011983 108,5523
ZjuHsp100-139 scaffold orangel.19022641m scaffold 1,1901 0,0778 0,065373 9,154615
ZjuHsp100-139 scaffold orangel.1g017884m scaffold 52,5255 0,6758 0,012866 404,0423
ZjuHsp100-139 scaffold orangel.1g020071m scaffold 54,6036 0,6699 0,012268 420,0277
ZjuHsp100-139 scaffold orangel.1g021937m scaffold 51,7772 0,5872 0,011341 398,2862
ZjuHsp100-139 scaffold orangel.1g021660m scaffold 51,3329 0,6114 0,01191 394,8685
ZjuHsp100-139 scaffold orangel.1g021959m scaffold 51,7777 0,5874 0,011345 398,29
ZjuHsp100-140 scaffold orangel.1g019145m scaffold 1,2294 0,0992 0,08069 9,456923
ZjuHsp100-140 scaffold orangel.1g016800m scaffold 1,0696 0,0698 0,065258 8,227692
ZjuHsp100-140 scaffold orangel.1g025762m scaffold 14,1118 0,1691 0,011983 108,5523
ZjuHsp100-140 scaffold orangel.1g022641m scaffold 1,1901 0,0778 0,065373 9,154615
ZjuHsp100-140 scaffold orangel.1g021937m scaffold 51,7772 0,5872 0,011341 398,2862
ZjuHsp100-140 scaffold orangel.1g021660m scaffold 51,3329 0,6114 0,01191 394,8685
ZjuHsp100-140 scaffold orangel.1g020071m scaffold 54,6036 0,6699 0,012268 420,0277
ZjuHsp100-140 scaffold orangel.1g021937m scaffold 51,7772 0,5872 0,011341 398,2862
ZjuHsp100-140 scaffold orangel.1g017884m scaffold 52,5255 0,6758 0,012866 404,0423
ZjuHsp100-141 scaffold orangel.1g013128m scaffold 2,1339 0,2829 0,132574 16,41462
ZjuHsp100-141 scaffold orangel.1g012846m scaffold 3,3477 0,4103 0,122562 25,75154
ZjuHsp100-141 scaffold orangel.1g012016m scaffold 2,6219 0,4231 0,161372 20,16846
ZjuHsp100-141 scaffold orangel.1g011935m scaffold 54,8808 0,4272 0,007784 422,16
ZjuHsp100-141 scaffold orangel.1g047029m scaffold 4,6163 0,4217 0,09135 35,51
ZjuHsp100-141 scaffold orangel.1g009791m scaffold 4,3025 0,4725 0,10982 33,09615
ZjuHsp100-141 scaffold orangel.1g011254m scaffold 51,814 0,4504 0,008693 398,5692
ZjuHsp100-141 scaffold orangel.1g041382m scaffold 24,3479 0,4405 0,018092 187,2915
ZjuHsp100-141 scaffold orangel.1g048683m scaffold 2,0961 0,3436 0,163923 16,12385
ZjuHsp100-141 scaffold orangel.1g011374m scaffold 20,5645 0,48 0,023341 158,1885
ZjuHsp100-141 scaffold orangel.1g011286m scaffold 19,0347 0,4706 0,024723 146,4208
ZjuHsp100-141 scaffold orangel.1g013823m scaffold 54,0852 0,4387 0,008111 416,04
ZjuHsp100-142 scaffold orangel.1g014376m scaffold 1,0118 0,1099 0,108618 7,783077
ZjuHsp100-142 scaffold orangel.1g012655m scaffold 0,9093 0,1017 0,111844 6,994615
ZjuHsp100-143 scaffold orangel.1g009911m scaffold 42,4234 05777 0,013617 326,3338
ZjuHsp100-143 scaffold orangel.1g042771m scaffold 1,5421 0,0865 0,056092 11,86231
ZjuHsp100-143 scaffold orangel.1g011305m scaffold 55,7387 0,6784 0,012171 428,7592
ZjuHsp100-143 scaffold orangel.1g011400m scaffold 55,9983 0,6751 0,012056 430,7562
ZjuHsp100-143 scaffold orangel.1g010888m scaffold 28,6927 0,6733 0,023466 220,7131
ZjuHsp100-143 scaffold orangel.1g010975m scaffold 26,9567 0,6615 0,024539 207,3592
ZjuHsp100-143 scaffold orangel.1g016911m scaffold 14,9305 0,6127 0,041037 114,85
ZjuHsp100-143 scaffold orangel.1g011393m scaffold 58,1896 0,639 0,010981 447,6123
ZjuHsp100-143 scaffold orangel.1g012000m scaffold 57,923 0,6553 0,011313 4455615
ZjuHsp100-144 scaffold orangel.1g012016m scaffold 3,384 0,233 0,068853 26,03077
ZjuHsp100-144 scaffold orangel.1g012846m scaffold 4,2778 0,3487 0,081514 32,90615
ZjuHsp100-144 scaffold orangel.1g011254m scaffold 21,1126 0,3805 0,018022 162,4046
ZjuHsp100-144 scaffold orangel.1g013128m scaffold 21,6228 0,3335 0,015424 166,3292
ZjuHsp100-144 scaffold orangel.1g011935m scaffold 17,4213 0,3808 0,021858 134,01
ZjuHsp100-144 scaffold orangel.1g011374m scaffold 49,5582 0,4053 0,008178 381,2169
ZjuHsp100-144 scaffold orangel.1g013083m scaffold 7,2077 0,3517 0,048795 55,44385
ZjuHsp100-144 scaffold orangel.1g011286m scaffold 49,8975 0,4048 0,008113 383,8269
ZjuHsp100-144 scaffold orangel.1g009791m scaffold 8,5689 0,4409 0,051454 65,91462
ZjuHsp100-144 scaffold orangel.1g047029m scaffold 23,2534 0,4198 0,018053 178,8723
ZjuHsp100-144 scaffold orangel.1g013823m scaffold 3,7389 0,4101 0,109685 28,76077
ZjuHsp100-144 scaffold orangel.1g040638m scaffold 6,2621 0,4177 0,066703 48,17
ZjuHsp100-144 scaffold orangel.1g041382m scaffold 52,2693 0,5106 0,009769 402,0715
ZjuHsp100-144 scaffold orangel.1g048683m scaffold 26,1604 0,4032 0,015413 201,2338
ZjuHsp100-144 scaffold orangel.1g041423m scaffold 50,2364 0,59 0,011744 386,4338
ZjuHsp100-144 scaffold orangel.1g024550m scaffold 7,09 0,2719 0,03835 54,53846
ZjuHsp100-144 scaffold orangel.1g011573m scaffold 42,4196 0,604 0,014239 326,3046
ZjuHsp100-144 scaffold orangel.1g010133m scaffold 51,4683 0,6358 0,012353 395,91
ZjuHsp100-144 scaffold orangel.1g009640m scaffold 27,14 0,7027 0,025892 208,7692
ZjuHsp100-144 scaffold orangel.1g037859m scaffold 52,3306 0,6069 0,011597 402,5431
ZjuHsp100-144 scaffold orangel.1g035603m scaffold 53,0999 0,5586 0,01052 408,4608
ZjuHsp100-144 scaffold orangel.1g009791m scaffold 3,0227 0,2932 0,096999 23,25154
ZjuHsp100-145 scaffold orangel.1g005480m scaffold 48,8463 0,2317 0,004743 375,7408
ZjuHsp100-145 scaffold orangel.1g005815m scaffold 1,3351 0,0938 0,070257 10,27
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ZjuHsp100-145 scaffold orangel.1g005479m scaffold 48,844 0,2318 0,004746 375,7231
ZjuHsp100-145 scaffold orangel.1g005495m scaffold 48,8393 0,2316 0,004742 375,6869
ZjuHsp100-145 scaffold orangel.1g005304m scaffold 48,8443 0,2316 0,004742 375,7254
ZjuHsp100-145 scaffold orangel.1g005003m scaffold 48,7647 0,2392 0,004905 375,1131
ZjuHsp100-145 scaffold orangel.1g010809m scaffold 50,3104 0,2504 0,004977 387,0031
ZjuHsp100-145 scaffold orangel.1g007989m scaffold 49,2334 0,2262 0,004594 378,7185
ZjuHsp100-145 scaffold orangel.1g007367m scaffold 48,0183 0,4709 0,009807 369,3715
ZjuHsp100-145 scaffold orangel.1g004921m scaffold 48,2844 0,4838 0,01002 371,4185
ZjuHsp100-145 scaffold orangel.1g005066m scaffold 49,9402 0,6559 0,013134 384,1554
ZjuHsp100-145 scaffold orangel.1g005661m scaffold 50,5429 0,6441 0,012744 388,7915
ZjuHsp100-145 scaffold orangel.1g014798m scaffold 50,9962 0,3222 0,006318 392,2785
ZjuHsp100-145 scaffold orangel.1g009974m scaffold 52,9428 0,5029 0,009499 407,2523
ZjuHsp100-145 scaffold orangel.1g003696m scaffold 51,0535 0,5829 0,011417 392,7192
ZjuHsp100-145 scaffold orangel.1g007190m scaffold 51,811 0,5791 0,011177 398,5462
ZjuHsp100-145 scaffold orangel.1g003476m scaffold 50,326 0,6416 0,012749 387,1231
ZjuHsp100-145 scaffold orangel.1g003473m scaffold 50,6089 0,6497 0,012838 389,2992
ZjuHsp100-145 scaffold orangel.1g006534m scaffold 51,0263 0,5985 0,011729 392,51
ZjuHsp100-145 scaffold orangel.1g004770m scaffold 50,2055 0,5765 0,011483 386,1962
ZjuHsp100-145 scaffold orangel.1g002307m scaffold 49,92 0,7178 0,014379 384
ZjuHsp100-145 scaffold orangel.1g009263m scaffold 50,6081 0,6559 0,01296 389,2931
ZjuHsp100-145 scaffold orangel.1g003619m scaffold 34,5266 0,6853 0,019848 265,5892
ZjuHsp100-145 scaffold orangel.1g007575m scaffold 52,0404 0,572 0,010991 400,3108
ZjuHsp100-145 scaffold orangel.1g007591m scaffold 52,1584 0,5558 0,010656 401,2185
ZjuHsp100-145 scaffold orangel.1g043051m scaffold 52,2847 0,7449 0,014247 402,19
ZjuHsp100-145 scaffold orangel.1g043863m scaffold 41,0381 0,6123 0,01492 315,6777
ZjuHsp100-146 scaffold orangel.1g005517m scaffold 1,0437 0,0137 0,013126 8,028462
ZjuHsp100-146 scaffold orangel.1g003094m scaffold 1,0213 0,0434 0,042495 7,856154
ZjuHsp100-146 scaffold orangel.1g005505m scaffold 1,0437 0,0137 0,013126 8,028462
ZjuHsp100-146 scaffold orangel.1g047225m scaffold 5,7757 0,2622 0,045397 44,42846
ZjuHsp100-146 scaffold orangel.1g005515m scaffold 1,0437 0,0137 0,013126 8,028462
ZjuHsp100-146 scaffold orangel.1g003088m scaffold 52,5604 0,4137 0,007871 404,3108
ZjuHsp100-146 scaffold orangel.1g002012m scaffold 33,9678 0,4939 0,01454 261,2908
ZjuHsp100-146 scaffold orangel.1g002623m scaffold 18,5501 0,4987 0,026884 142,6931
ZjuHsp100-146 scaffold orangel.1g002068m scaffold 21,9667 0,4994 0,022734 168,9746
ZjuHsp100-146 scaffold orangel.1g046258m scaffold 50,1316 0,5106 0,010185 385,6277
ZjuHsp100-146 scaffold orangel.1g006289m scaffold 32,9955 0,3176 0,009626 253,8115
ZjuHsp100-146 scaffold orangel.1g005179m scaffold 52,1464 0,4975 0,00954 401,1262
ZjuHsp100-146 scaffold orangel.1g007723m scaffold 53,1633 0,5814 0,010936 408,9485
ZjuHsp100-146 scaffold orangel.1g004878m scaffold 52,4272 0,455 0,008679 403,2862
ZjuHsp100-147 scaffold orangel.1g004834m scaffold 0,9319 0,0455 0,048825 7,168462
ZjuHsp100-147 scaffold orangel.1g003349m scaffold 0,9304 0,0574 0,061694 7,156923
ZjuHsp100-147 scaffold orangel.1g005548m scaffold 56,4779 0,6272 0,011105 434,4454
ZjuHsp100-148 scaffold orangel.1g000823m scaffold 0,7925 0,1115 0,140694 6,096154
ZjuHsp100-148 scaffold orangel.1g000888m scaffold 0,7927 0,1111 0,140154 6,097692
ZjuHsp100-148 scaffold orangel.1g003253m scaffold 0,8338 0,0635 0,076157 6,413846
ZjuHsp100-148 scaffold orangel.1g000978m scaffold 0,8306 0,1098 0,132194 6,389231
ZjuHsp100-148 scaffold orangel.1g001227m scaffold 3,4898 0,2876 0,082412 26,84462
ZjuHsp100-148 scaffold orangel.1g000950m scaffold 3,8048 0,3054 0,080267 29,26769
ZjuHsp100-148 scaffold orangel.1g000921m scaffold 4,0816 0,3198 0,078352 31,39692
ZjuHsp100-148 scaffold orangel.1g001309m scaffold 3,5367 0,2798 0,079113 27,20538
ZjuHsp100-148 scaffold orangel.1g001862m scaffold 3,2955 0,2589 0,078562 25,35
ZjuHsp100-148 scaffold orangel.1g001861m scaffold 3,2956 0,2589 0,078559 25,35077
ZjuHsp100-148 scaffold orangel.1g003126m scaffold 7,6574 0,4703 0,061418 58,90308
ZjuHsp100-148 scaffold orangel.1g001076m scaffold 4,0946 0,3294 0,080447 31,49692
ZjuHsp100-148 scaffold orangel.1g001707m scaffold 20,4144 0,6149 0,030121 157,0338
ZjuHsp100-148 scaffold orangel.1g011393m scaffold 57,1463 0,744 0,013019 439,5869
ZjuHsp100-148 scaffold orangel.1g016044m scaffold 54,4511 0,5464 0,010035 418,8546
ZjuHsp100-148 scaffold orangel.1g009911m scaffold 53,5185 0,8191 0,015305 411,6808
ZjuHsp100-149 scaffold orangel.1g000823m scaffold 0,7925 0,1115 0,140694 6,096154
ZjuHsp100-149 scaffold orangel.1g000888m scaffold 0,7927 0,1111 0,140154 6,097692
ZjuHsp100-149 scaffold orangel.1g003253m scaffold 0,8338 0,0635 0,076157 6,413846
ZjuHsp100-149 scaffold orangel.1g000978m scaffold 0,8306 0,1098 0,132194 6,389231
ZjuHsp100-149 scaffold orangel.1g001227m scaffold 3,4898 0,2876 0,082412 26,84462
ZjuHsp100-149 scaffold orangel.1g000950m scaffold 3,8048 0,3054 0,080267 29,26769
ZjuHsp100-149 scaffold orangel.1g000921m scaffold 4,0816 0,3198 0,078352 31,39692
ZjuHsp100-149 scaffold orangel.1g001309m scaffold 3,5367 0,2798 0,079113 27,20538
ZjuHsp100-149 scaffold orangel.1g001862m scaffold 3,2955 0,2589 0,078562 25,35
ZjuHsp100-149 scaffold orangel.1g001861m scaffold 3,2956 0,2589 0,078559 25,35077
ZjuHsp100-149 scaffold orangel.1g003126m scaffold 7,6574 0,4703 0,061418 58,90308
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ZjuHsp100-149 scaffold orangel.1g001076m scaffold 4,0946 0,3294 0,080447 31,49692
ZjuHsp100-149 scaffold orangel.1g001707m scaffold 20,4144 0,6149 0,030121 157,0338
ZjuHsp100-149 scaffold orangel.1g011393m scaffold 57,1463 0,744 0,013019 439,5869
ZjuHsp100-149 scaffold orangel.1g016044m scaffold 54,4511 0,5464 0,010035 418,8546
ZjuHsp100-149 scaffold orangel.1g009911m scaffold 53,5185 0,8191 0,015305 411,6808
ZjuHsp100-150 scaffold orangel.1g035603m scaffold 3,4362 0,4004 0,116524 26,43231
ZjuHsp100-150 scaffold orangel.1g037859m scaffold 54,7357 0,3715 0,006787 421,0438
ZjuHsp100-150 scaffold orangel.1g011573m scaffold 6,8494 0,3209 0,046851 52,68769
ZjuHsp100-150 scaffold orangel.1g041423m scaffold 2,1568 0,2364 0,109607 16,59077
ZjuHsp100-150 scaffold orangel.1g011254m scaffold 47,7736 0,6363 0,013319 367,4892
ZjuHsp100-150 scaffold orangel.1g010133m scaffold 53,1846 0,6815 0,012814 409,1123
ZjuHsp100-150 scaffold orangel.1g011935m scaffold 55,6439 0,5878 0,010564 428,03
ZjuHsp100-150 scaffold orangel.1g012016m scaffold 50,3936 0,5554 0,011021 387,6431
ZjuHsp100-150 scaffold orangel.1g009640m scaffold 52,7176 0,6368 0,012079 405,52
ZjuHsp100-150 scaffold orangel.1g013128m scaffold 52,4107 0,5702 0,010879 403,1592
ZjuHsp100-150 scaffold orangel.1g011286m scaffold 53,766 0,6275 0,011671 413,5846
ZjuHsp100-150 scaffold orangel.1g011374m scaffold 53,9053 0,6141 0,011392 414,6562
ZjuHsp100-150 scaffold orangel.1g013083m scaffold 53,0714 0,5674 0,010691 408,2415
ZjuHsp100-150 scaffold orangel.1g047029m scaffold 8,8748 0,6194 0,069793 68,26769
ZjuHsp100-150 scaffold orangel.1g012846m scaffold 53,0725 0,6318 0,011904 408,25
ZjuHsp100-150 scaffold orangel.1g009791m scaffold 7,2952 0,6572 0,090087 56,11692
ZjuHsp100-150 scaffold orangel.1g013823m scaffold 54,6146 0,6177 0,01131 420,1123
ZjuHsp100-150 scaffold orangel.1g024550m scaffold 24,569 0,4678 0,01904 188,9923
ZjuHsp100-150 scaffold orangel.1g040638m scaffold 54,346 0,6405 0,011786 418,0462
ZjuHsp100-150 scaffold orangel.1g041382m scaffold 52,5061 0,6553 0,01248 403,8931
ZjuHsp100-151 scaffold orangel.1g011305m scaffold 0,8726 0,1179 0,135113 6,712308
ZjuHsp100-151 scaffold orangel.1g011400m scaffold 0,8726 0,1179 0,135113 6,712308
ZjuHsp100-151 scaffold orangel.1g010888m scaffold 0,8876 0,1156 0,130239 6,827692
ZjuHsp100-151 scaffold orangel.1g010975m scaffold 0,8876 0,1156 0,130239 6,827692
ZjuHsp100-151 scaffold orangel.1g042771m scaffold 52,903 0,6212 0,011742 406,9462
ZjuHsp100-151 scaffold orangel.1g009911m scaffold 55,9331 0,6233 0,011144 430,2546
ZjuHsp100-151 scaffold orangel.1g016911m scaffold 0,8349 0,1461 0,174991 6,422308
ZjuHsp100-151 scaffold orangel.1g001746m scaffold 39,8375 0,7538 0,018922 306,4423
ZjuHsp100-151 scaffold orangel.1g001735m scaffold 53,0306 0,7532 0,014203 407,9277
ZjuHsp100-151 scaffold orangel.1g003231m scaffold 50,9162 0,7611 0,014948 391,6631
ZjuHsp100-151 scaffold orangel.1g012000m scaffold 54,4946 0,6467 0,011867 419,1892
ZjuHsp100-151 scaffold orangel.1g001150m scaffold 54,9176 0,6873 0,012515 422,4431
ZjuHsp100-151 scaffold orangel.1g001707m scaffold 45,3545 0,749 0,016514 348,8808
ZjuHsp100-152 scaffold orangel.1g011305m scaffold 0,8726 0,1179 0,135113 6,712308
ZjuHsp100-152 scaffold orangel.1g011400m scaffold 0,8726 0,1179 0,135113 6,712308
ZjuHsp100-152 scaffold orangel.1g010888m scaffold 0,8876 0,1156 0,130239 6,827692
ZjuHsp100-152 scaffold orangel.1g010975m scaffold 0,8876 0,1156 0,130239 6,827692
ZjuHsp100-152 scaffold orangel.1g042771m scaffold 52,903 0,6212 0,011742 406,9462
ZjuHsp100-152 scaffold orangel.1g009911m scaffold 55,9331 0,6233 0,011144 430,2546
ZjuHsp100-152 scaffold orangel.1g016911m scaffold 0,8349 0,1461 0,174991 6,422308
ZjuHsp100-152 scaffold orangel.1g001746m scaffold 39,8375 0,7538 0,018922 306,4423
ZjuHsp100-152 scaffold orangel.1g001735m scaffold 53,0306 0,7532 0,014203 407,9277
ZjuHsp100-152 scaffold orangel.1g003231m scaffold 50,9162 0,7611 0,014948 391,6631
ZjuHsp100-152 scaffold orangel.1g012000m scaffold 54,4946 0,6467 0,011867 419,1892
ZjuHsp100-152 scaffold orangel.1g001150m scaffold 54,9176 0,6873 0,012515 422,4431
ZjuHsp100-152 scaffold orangel.1g001707m scaffold 45,3545 0,749 0,016514 348,8808
ZjuHsp100-153 scaffold orangel.1g009974m scaffold 0,96 0,0328 0,034167 7,384615
ZjuHsp100-153 scaffold orangel.1g007190m scaffold 0,9937 0,0555 0,055852 7,643846
ZjuHsp100-153 scaffold orangel.1g003807m scaffold 1,2426 0,1311 0,105505 9,558462
ZjuHsp100-153 scaffold orangel.1g003696m scaffold 1,2231 0,1298 0,106124 9,408462
ZjuHsp100-153 scaffold orangel.1g005495m scaffold 50,3729 0,5979 0,011869 387,4838
ZjuHsp100-153 scaffold orangel.1g005480m scaffold 49,4164 0,598 0,012101 380,1262
ZjuHsp100-153 scaffold orangel.1g005066m scaffold 44,2101 0,4444 0,010052 340,0777
ZjuHsp100-153 scaffold orangel.1g005661m scaffold 50,3841 0,4337 0,008608 387,57
ZjuHsp100-153 scaffold orangel.1g007989m scaffold 44,2216 0,5557 0,012566 340,1662
ZjuHsp100-153 scaffold orangel.1g005304m scaffold 47,7114 0,5588 0,011712 367,0108
ZjuHsp100-153 scaffold orangel.1g005003m scaffold 53,3735 0,5687 0,010655 410,5654
ZjuHsp100-153 scaffold orangel.1g005479m scaffold 50,5383 0,5978 0,011829 388,7562
ZjuHsp100-153 scaffold orangel.1g007367m scaffold 49,3333 0,6418 0,013009 379,4869
ZjuHsp100-153 scaffold orangel.1g005738m scaffold 55,5664 0,663 0,011932 427,4338
ZjuHsp100-153 scaffold orangel.1g005815m scaffold 53,7961 0,6141 0,011415 413,8162
ZjuHsp100-153 scaffold orangel.1g004921m scaffold 16,3447 0,6329 0,038722 125,7285
ZjuHsp100-153 scaffold orangel.1g003476m scaffold 53,965 0,7546 0,013983 415,1154
ZjuHsp100-153 scaffold orangel.1g003806m scaffold 54,6533 0,7542 0,0138 420,41
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ZjuHsp100-153 scaffold orangel.1g004770m scaffold 54,5113 0,7279 0,013353 419,3177
ZjuHsp100-153 scaffold orangel.1g047690m scaffold 55,6698 0,6958 0,012499 428,2292
ZjuHsp100-153 scaffold orangel.1g005611m scaffold 9,7571 0,7087 0,072634 75,05462
ZjuHsp100-153 scaffold orangel.1g010809m scaffold 26,6054 0,5731 0,021541 204,6569
ZjuHsp100-153 scaffold orangel.1g003473m scaffold 53,9008 0,7534 0,013978 414,6215
ZjuHsp100-153 scaffold orangel.1g002307m scaffold 55,1408 0,7759 0,014071 424,16
ZjuHsp100-153 scaffold orangel.1g003619m scaffold 55,5391 0,7681 0,01383 427,2238
ZjuHsp100-153 scaffold orangel.1g006535m scaffold 55,4395 0,7308 0,013182 426,4577
ZjuHsp100-153 scaffold orangel.1g006534m scaffold 55,4395 0,7308 0,013182 426,4577
ZjuHsp100-153 scaffold orangel.1g007575m scaffold 55,5086 0,7121 0,012829 426,9892
ZjuHsp100-153 scaffold orangel.1g002754m scaffold 57,0155 0,879 0,015417 438,5808
ZjuHsp100-153 scaffold orangel.1g003000m scaffold 57,8739 0,8386 0,01449 445,1838
ZjuHsp100-153 scaffold orangel.1g007591m scaffold 55,9784 0,7137 0,01275 430,6031
ZjuHsp100-153 scaffold orangel.1g002961m scaffold 57,464 0,8651 0,015055 442,0308
ZjuHsp100-153 scaffold orangel.1g003669m scaffold 57,3671 0,8654 0,015085 441,2854
ZjuHsp100-153 scaffold orangel.1g003677m scaffold 57,3654 0,8654 0,015086 441,2723
ZjuHsp100-153 scaffold orangel.1g043863m scaffold 55,5627 0,7956 0,014319 427,4054
ZjuHsp100-153 scaffold orangel.1g003795m scaffold 56,9249 0,8566 0,015048 437,8838
ZjuHsp100-154 scaffold orangel.1g026896m scaffold 0,1322 13,0854 98,98185 1,016923
ZjuHsp100-154 scaffold orangel.1g026790m scaffold 46,2776 0,995 0,021501 355,9815
ZjuHsp100-155 scaffold orangel.1g021192m scaffold 0,8294 0,1184 0,142754 6,38
ZjuHsp100-155 scaffold orangel.1g013316m scaffold 0,9099 0,0728 0,080009 6,999231
ZjuHsp100-155 scaffold orangel.1g013706m scaffold 0,9601 0,0783 0,081554 7,385385
ZjuHsp100-155 scaffold orangel.1g011578m scaffold 0,8846 0,0762 0,086141 6,804615
ZjuHsp100-156 scaffold orangel.1g035603m scaffold 4,9751 0,3314 0,066612 38,27
ZjuHsp100-156 scaffold orangel.1g037859m scaffold 4,5802 0,2662 0,05812 35,23231
ZjuHsp100-156 scaffold orangel.1g041423m scaffold 4,1058 0,2684 0,065371 31,58308
ZjuHsp100-156 scaffold orangel.1g011573m scaffold 2,3327 0,174 0,074592 17,94385
ZjuHsp100-156 scaffold orangel.1g013128m scaffold 17,2052 0,5642 0,032792 132,3477
ZjuHsp100-156 scaffold orangel.1g011254m scaffold 7,7045 0,6111 0,079317 59,26538
ZjuHsp100-156 scaffold orangel.1g012016m scaffold 12,5969 0,6112 0,04852 96,89923
ZjuHsp100-156 scaffold orangel.1g011935m scaffold 6,5679 0,5833 0,088811 50,52231
ZjuHsp100-156 scaffold orangel.1g011286m scaffold 12,9941 0,6257 0,048153 99,95462
ZjuHsp100-156 scaffold orangel.1g011374m scaffold 12,5464 0,6307 0,050269 96,51077
ZjuHsp100-156 scaffold orangel.1g009791m scaffold 7,1101 0,6455 0,090786 54,69308
ZjuHsp100-156 scaffold orangel.1g012846m scaffold 4,5537 0,6033 0,132486 35,02846
ZjuHsp100-156 scaffold orangel.1g047029m scaffold 17,274 0,6084 0,035221 132,8769
ZjuHsp100-156 scaffold orangel.1g013083m scaffold 30,9554 0,5991 0,019354 238,1185
ZjuHsp100-156 scaffold orangel.1g009640m scaffold 28,8321 0,6398 0,022191 221,7854
ZjuHsp100-156 scaffold orangel.1g010133m scaffold 16,5809 0,6307 0,038038 127,5454
ZjuHsp100-156 scaffold orangel.1g024550m scaffold 52,595 0,4378 0,008324 404,5769
ZjuHsp100-156 scaffold orangel.1g040638m scaffold 9,3493 0,6128 0,065545 71,91769
ZjuHsp100-156 scaffold orangel.1g041382m scaffold 18,0643 0,6452 0,035717 138,9562
ZjuHsp100-157 scaffold orangel.1g035603m scaffold 4,9751 0,3314 0,066612 38,27
ZjuHsp100-157 scaffold orangel.1g037859m scaffold 4,5802 0,2662 0,05812 35,23231
ZjuHsp100-157 scaffold orangel.1g041423m scaffold 4,1058 0,2684 0,065371 31,58308
ZjuHsp100-157 scaffold orangel.1g011573m scaffold 2,3327 0,174 0,074592 17,94385
ZjuHsp100-157 scaffold orangel.1g013128m scaffold 17,2052 0,5642 0,032792 132,3477
ZjuHsp100-157 scaffold orangel.1g011254m scaffold 7,7045 0,6111 0,079317 59,26538
ZjuHsp100-157 scaffold orangel.1g012016m scaffold 12,5969 0,6112 0,04852 96,89923
ZjuHsp100-157 scaffold orangel.1g011935m scaffold 6,5679 0,5833 0,088811 50,52231
ZjuHsp100-157 scaffold orangel.1g011286m scaffold 12,9941 0,6257 0,048153 99,95462
ZjuHsp100-157 scaffold orangel.1g011374m scaffold 12,5464 0,6307 0,050269 96,51077
ZjuHsp100-157 scaffold orangel.1g009791m scaffold 7,1101 0,6455 0,090786 54,69308
ZjuHsp100-157 scaffold orangel.1g012846m scaffold 4,5537 0,6033 0,132486 35,02846
ZjuHsp100-157 scaffold orangel.1g047029m scaffold 17,274 0,6084 0,035221 132,8769
ZjuHsp100-157 scaffold orangel.1g013083m scaffold 30,9554 0,5991 0,019354 238,1185
ZjuHsp100-157 scaffold orangel.1g009640m scaffold 28,8321 0,6398 0,022191 221,7854
ZjuHsp100-157 scaffold orangel.1g010133m scaffold 16,5809 0,6307 0,038038 127,5454
ZjuHsp100-157 scaffold orangel.1g024550m scaffold 52,595 0,4378 0,008324 404,5769
ZjuHsp100-157 scaffold orangel.1g040638m scaffold 9,3493 0,6128 0,065545 71,91769
ZjuHsp100-157 scaffold orangel.1g041382m scaffold 18,0643 0,6452 0,035717 138,9562
ZjuHsp100-158 scaffold orangel.1g035603m scaffold 6,0819 0,3035 0,049902 46,78385
ZjuHsp100-158 scaffold orangel.1g037859m scaffold 2,5856 0,311 0,120282 19,88923
ZjuHsp100-158 scaffold orangel.1g041423m scaffold 4,3788 0,3408 0,07783 33,68308
ZjuHsp100-158 scaffold orangel.1g011573m scaffold 8,2334 0,3185 0,038684 63,33385
ZjuHsp100-158 scaffold orangel.1g012016m scaffold 50,531 0,5862 0,011601 388,7
ZjuHsp100-158 scaffold orangel.1g011935m scaffold 54,5755 0,5858 0,010734 419,8115
ZjuHsp100-158 scaffold orangel.1g012846m scaffold 44,6204 0,636 0,014254 343,2338
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ZjuHsp100-158 scaffold orangel.1g009791m scaffold 21,1245 0,6499 0,030765 162,4962
ZjuHsp100-158 scaffold orangel.1g011374m scaffold 53,899 0,593 0,011002 414,6077
ZjuHsp100-158 scaffold orangel.1g047029m scaffold 7,0628 0,608 0,086085 54,32923
ZjuHsp100-158 scaffold orangel.1g013128m scaffold 16,3827 0,6084 0,037137 126,0208
ZjuHsp100-158 scaffold orangel.1g011254m scaffold 35,1409 0,5906 0,016807 270,3146
ZjuHsp100-158 scaffold orangel.1g041382m scaffold 52,6644 0,6386 0,012126 405,1108
ZjuHsp100-158 scaffold orangel.1g010133m scaffold 55,3449 0,6661 0,012035 425,73
ZjuHsp100-158 scaffold orangel.1g013083m scaffold 48,8775 0,6213 0,012711 375,9808
ZjuHsp100-158 scaffold orangel.1g011286m scaffold 54,8886 0,6033 0,010991 422,22
ZjuHsp100-158 scaffold orangel.1g024550m scaffold 17,9398 0,4372 0,02437 137,9985
ZjuHsp100-158 scaffold orangel.1g040638m scaffold 51,8312 0,6392 0,012332 398,7015
ZjuHsp100-158 scaffold orangel.1g009640m scaffold 53,3656 0,6874 0,012881 410,5046
ZjuHsp100-159 scaffold orangel.1g035603m scaffold 6,0816 0,3035 0,049905 46,78154
ZjuHsp100-158 scaffold orangel.1g037859m scaffold 6,0828 0,3035 0,049895 46,79077
ZjuHsp100-159 scaffold orangel.1g041423m scaffold 4,3789 0,3408 0,077828 33,68385
ZjuHsp100-158 scaffold orangel.1g011573m scaffold 8,2325 0,3185 0,038688 63,32692
ZjuHsp100-159 scaffold orangel.1g012016m scaffold 50,5295 0,5863 0,011603 388,6885
ZjuHsp100-158 scaffold orangel.1g011935m scaffold 54,6201 0,5847 0,010705 420,1546
ZjuHsp100-159 scaffold orangel.1g012846m scaffold 46,0118 0,636 0,013823 353,9369
ZjuHsp100-158 scaffold orangel.1g009791m scaffold 21,0828 0,6499 0,030826 162,1754
ZjuHsp100-159 scaffold orangel.1g013083m scaffold 48,777 0,6224 0,01276 375,2077
ZjuHsp100-158 scaffold orangel.1g047029m scaffold 7,0638 0,608 0,086073 54,33692
ZjuHsp100-159 scaffold orangel.1g013128m scaffold 16,4067 0,6084 0,037082 126,2054
ZjuHsp100-158 scaffold orangel.1g011254m scaffold 34,0973 0,5906 0,017321 262,2869
ZjuHsp100-159 scaffold orangel.1g041382m scaffold 52,6668 0,6385 0,012123 405,1292
ZjuHsp100-158 scaffold orangel.1g010133m scaffold 55,3435 0,6662 0,012038 425,7192
ZjuHsp100-159 scaffold orangel.1g011286m scaffold 53,888 0,6033 0,011195 4145231
ZjuHsp100-158 scaffold orangel.1g011374m scaffold 53,9057 0,593 0,011001 414,6592
ZjuHsp100-159 scaffold orangel.1g024550m scaffold 17,9004 0,4372 0,024424 137,6954
ZjuHsp100-158 scaffold orangel.1g040638m scaffold 51,831 0,6391 0,01233 398,7
ZjuHsp100-159 scaffold orangel.1g009640m scaffold 53,3595 0,6874 0,012882 410,4577
ZjuHsp100-160 scaffold orangel.1g012846m scaffold 52,8287 0,652 0,012342 406,3746
ZjuHsp100-160 scaffold orangel.1g009640m scaffold 53,049 0,6001 0,011312 408,0692
ZjuHsp100-160 scaffold orangel.1g044297m scaffold 2,2823 0,2645 0,115892 17,55615
ZjuHsp100-160 scaffold orangel.1g011664m scaffold 2,1827 0,2464 0,112888 16,79
ZjuHsp100-160 scaffold orangel.1g012016m scaffold 50,9391 0,7048 0,013836 391,8392
ZjuHsp100-160 scaffold orangel.1g011286m scaffold 52,9899 0,6661 0,01257 407,6146
ZjuHsp100-160 scaffold orangel.1g011374m scaffold 53,0914 0,6684 0,01259 408,3954
ZjuHsp100-160 scaffold orangel.1g011254m scaffold 53,4014 0,6643 0,01244 410,78
ZjuHsp100-160 scaffold orangel.1g009791m scaffold 3,8182 0,7501 0,196454 29,37077
ZjuHsp100-160 scaffold orangel.1g041423m scaffold 54,3983 0,7512 0,013809 418,4485
ZjuHsp100-160 scaffold orangel.1g011935m scaffold 55,3363 0,685 0,012379 425,6638
ZjuHsp100-160 scaffold orangel.1g013128m scaffold 51,3303 0,7578 0,014763 394,8485
ZjuHsp100-160 scaffold orangel.1g010133m scaffold 52,2598 0,7363 0,014089 401,9985
ZjuHsp100-160 scaffold orangel.1g040638m scaffold 53,1727 0,6628 0,012465 409,0208
ZjuHsp100-160 scaffold orangel.1g047029m scaffold 50,9226 0,7607 0,014938 391,7123
ZjuHsp100-160 scaffold orangel.1g041382m scaffold 54,9638 0,6998 0,012732 422,7985
ZjuHsp100-160 scaffold orangel.1g011573m scaffold 55,3979 0,7447 0,013443 426,1377
ZjuHsp100-160 scaffold orangel.1g013083m scaffold 50,1105 0,7966 0,015897 385,4654
ZjuHsp100-161 scaffold orangel.1g015875m scaffold 58,1652 0,5385 0,009258 447,4246
ZjuHsp100-161 scaffold orangel.1g014743m scaffold 55,3121 0,5286 0,009557 4254777
ZjuHsp100-161 scaffold orangel.1g026258m scaffold 1,3153 0,0158 0,012012 10,11769
ZjuHsp100-161 scaffold orangel.1g022768m scaffold 1,1266 0,0015 0,001331 8,666154
ZjuHsp100-161 scaffold orangel.1g013281m scaffold 8,9642 0,5553 0,061946 68,95538
ZjuHsp100-161 scaffold orangel.1g013269m scaffold 8,0499 0,5568 0,069169 61,92231
ZjuHsp100-161 scaffold orangel.1g014332m scaffold 57,622 0,5439 0,009439 443,2462
ZjuHsp100-161 scaffold orangel.1g014525m scaffold 46,937 0,5419 0,011545 361,0538
ZjuHsp100-161 scaffold orangel.1g039866m scaffold 53,8721 0,5458 0,010131 414,4008
ZjuHsp100-161 scaffold orangel.1g011553m scaffold 8,9624 0,5553 0,061959 68,94154
ZjuHsp100-161 scaffold orangel.1g017300m scaffold 55,7353 0,5282 0,009477 428,7331
ZjuHsp100-161 scaffold orangel.1g014712m scaffold 58,496 0,6199 0,010597 449,9692
ZjuHsp100-161 scaffold orangel.1g014665m scaffold 58,4925 0,6198 0,010596 449,9423
ZjuHsp100-161 scaffold orangel.1g017161m scaffold 57,8185 0,5572 0,009637 4447577
ZjuHsp100-161 scaffold orangel.19024249m scaffold 13,8352 0,4079 0,029483 106,4246
ZjuHsp100-161 scaffold orangel.1g003503m scaffold 54,6377 0,7792 0,014261 420,29
ZjuHsp100-161 scaffold orangel.1g003499m scaffold 54,7616 0,7792 0,014229 421,2431
ZjuHsp100-161 scaffold orangel.1g003691m scaffold 54,4166 0,7821 0,014372 418,5892
ZjuHsp100-161 scaffold orangel.1g007053m scaffold 7,535 0,7658 0,101627 57,96462
ZjuHsp100-161 scaffold orangel.1g003525m scaffold 54,4187 0,782 0,01437 418,6054
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ZjuHsp100-161 scaffold orangel.1g005014m scaffold 13,1868 0,7961 0,060371 101,4369
ZjuHsp100-161 scaffold orangel.1g003493m scaffold 54,7669 0,779 0,014224 421,2838
ZjuHsp100-161 scaffold orangel.1g003620m scaffold 28,4143 0,7873 0,027708 218,5715
ZjuHsp100-161 scaffold orangel.1g004267m scaffold 22,3984 0,7896 0,035253 172,2954
ZjuHsp100-161 scaffold orangel.1g004384m scaffold 28,7201 0,7873 0,027413 220,9238
ZjuHsp100-161 scaffold orangel.1g003623m scaffold 13,1888 0,7961 0,060362 101,4523
ZjuHsp100-162 scaffold orangel.1g009791m scaffold 11,7715 0,6366 0,05408 90,55
ZjuHsp100-162 scaffold orangel.1g035603m scaffold 2,8549 0,3162 0,110757 21,96077
ZjuHsp100-162 scaffold orangel.1g037859m scaffold 2,2092 0,33 0,149375 16,99385
ZjuHsp100-162 scaffold orangel.1g041423m scaffold 6,3071 0,3398 0,053876 48,51615
ZjuHsp100-162 scaffold orangel.1g011573m scaffold 9,7656 0,314 0,032154 75,12
ZjuHsp100-162 scaffold orangel.1g011935m scaffold 53,5795 0,623 0,011628 412,15
ZjuHsp100-162 scaffold orangel.1g012846m scaffold 22,7146 0,6377 0,028074 174,7277
ZjuHsp100-162 scaffold orangel.1g012016m scaffold 50,8278 0,6039 0,011881 390,9831
ZjuHsp100-162 scaffold orangel.1g013128m scaffold 32,3516 0,6008 0,018571 248,8585
ZjuHsp100-162 scaffold orangel.1g013083m scaffold 49,7429 0,5999 0,01206 382,6377
ZjuHsp100-162 scaffold orangel.1g011254m scaffold 18,2195 0,6068 0,033305 140,15
ZjuHsp100-162 scaffold orangel.1g011374m scaffold 52,1251 0,6213 0,011919 400,9623
ZjuHsp100-162 scaffold orangel.1g011286m scaffold 52,7781 0,6091 0,011541 405,9854
ZjuHsp100-162 scaffold orangel.1g047029m scaffold 10,0806 0,6181 0,061316 77,54308
ZjuHsp100-162 scaffold orangel.1g048683m scaffold 17,933 0,577 0,032175 137,9462
ZjuHsp100-162 scaffold orangel.1g024550m scaffold 33,0901 0,4203 0,012702 254,5392
ZjuHsp100-162 scaffold orangel.1g040638m scaffold 12,041 0,6722 0,055826 92,62308
ZjuHsp100-162 scaffold orangel.1g009640m scaffold 50,9285 0,7481 0,014689 391,7577
ZjuHsp100-162 scaffold orangel.1g010133m scaffold 30,3203 0,6796 0,022414 233,2331

Mean

32,49276353 0,621637696 0,684844309 248,6054411

Z. jujuba — M. accuminata

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp100-01 1 GSMUA_Achr5T21820_001 5 9,1745 0,797  0,0195869  70,57307692
ZjuHsp100-01 1 GSMUA_Achr5T16360_001 5 26,4591 0,1874  0,00708263 203,5315385
ZjuHsp100-01 1 GSMUA_Achr3T05030_001 3 51,8196 0,2525 0,00487267 398,6123077
ZjuHsp100-01 1 GSMUA_Achr6T03880_001 6 5,7936 0,2057  0,03550469  44,56615385
ZjuHsp100-01 1 GSMUA_Achr9T27350_001 9 55,8990 0,5350  0,00957083  429,9923077
ZjuHsp100-01 1 GSMUA_Achr4T17530_001 4 72,5301 0,5352  0,00737901 557,9238462
ZjuHsp100-01 1 GSMUA_Achr3T10890_001 3 64,1448 0,5167  0,00805521  493,4215385
ZjuHsp100-01 1 GSMUA_Achr4T17520_001 4 75,7482 0,4941 0,00652293 582,6784615
ZjuHsp100-01 1 GSMUA_Achr5T10060_001 5 25,1762 0,5568 0,02211613 193,6630769
ZjuHsp100-01 1 GSMUA_Achr1T27100_001 1 14,7865 0,5183  0,03505224  113,7423077
ZjuHsp100-01 1 GSMUA_Achr3T05230_001 3 64,6876 0,5487 0,00848231 497,5969231
ZjuHsp100-02 1 GSMUA_Achr5T21820_001 5 10,0711 0,1662  0,01650267 77,47
ZjuHsp100-02 1 GSMUA_Achr5T16360_001 5 12,3149 0,1684  0,01367449 94,73
ZjuHsp100-02 1 GSMUA_Achr3T05030_001 3 37,4844 0,2274  0,00606652 288,3415385
ZjuHsp100-02 1 GSMUA_Achr6T03880_001 6 4,7626 0,1902  0,03993617 36,63538462
ZjuHsp100-02 1 GSMUA_Achr9T27350_001 9 57,1065 0,5026 0,0088011  439,2807692
ZjuHsp100-02 1 GSMUA_Achr4T17530_001 4 53,8137 0,5085 0,00944927 413,9515385
ZjuHsp100-02 1 GSMUA_Achr3T10890_001 3 63,4734 0,5192 0,0081798  488,2569231
ZjuHsp100-02 1 GSMUA_Achr4T17520_001 4 75,6288 0,4942  0,00653455 581,76
ZjuHsp100-02 1 GSMUA_Achr1T27100_001 1 15,0181 0,519 0,0345583  115,5238462
ZjuHsp100-02 1 GSMUA_Achr5T10060_001 5 23,5363 0,5524 0,02347013 181,0484615
ZjuHsp100-03 1 GSMUA_Achr7T15980_001 7 2,5868 0,4986  0,1927478  19,89846154
ZjuHsp100-03 1 GSMUA_Achr5T04920_001 5 2,9368 0,5184 0,17651866 22,59076923
ZjuHsp100-03 1 GSMUA_Achr3T05630_001 3 2,6363 0,4756  0,18040435 20,27923077
ZjuHsp100-03 1 GSMUA_Achr9T13860_001 9 2,4269 0,4839  0,19939017 18,66846154
ZjuHsp100-03 1 GSMUA_Achr3T04960_001 3 47,9802 0,7907  0,01647971 369,0784615
ZjuHsp100-04 1 GSMUA_Achr9T27350_001 9 4,5482 0,3345 0,07354558  34,98615385
ZjuHsp100-04 1 GSMUA_Achr5T21820_001 5 71,3944 0,454 0,00635904 549,1876923
ZjuHsp100-04 1 GSMUA_Achr5T16360_001 5 68,5922 0,4488  0,00654302 527,6323077
ZjuHsp100-04 1 GSMUA_Achr3T10890_001 3 61,8188 0,5457  0,00882741 475,5292308
ZjuHsp100-04 1 GSMUA_Achr1T27100_001 1 63,989 0,5375  0,00839988  492,2230769
ZjuHsp100-04 1 GSMUA_Achr5T10060_001 5 5,9181 0,6015 0,10163735 45,52384615
ZjuHsp100-04 1 GSMUA_Achr4T17530_001 4 73,4635 0,5568 0,0356252  565,1038462
ZjuHsp100-04 1 GSMUA_Achr4T17520_001 4 15,0736 0,537 0,0356252  115,9507692
ZjuHsp100-05 1 GSMUA_Achr7T19880_001 7 3,6641 0,2255 0,06154308 28,18538462
ZjuHsp100-05 1 GSMUA_Achr10T31180_001 10 2,4518 0,289  0,11787258 18,86
ZjuHsp100-06 1 GSMUA_Achr7T19880_001 7 3,6643 0,2255 0,06153972  28,18692308
ZjuHsp100-06 1 GSMUA_Achr10T31180_001 10 2,4517 0,289  0,11787739  18,85923077
ZjuHsp100-07 1 GSMUA_Achr9T22420_001 9 2,1267 0,0781  0,03672356 16,35923077
ZjuHsp100-07 1 GSMUA_Achr6T16670_001 6 10,6866 0,1764  0,01650665 82,20461538
ZjuHsp100-07 1 GSMUA_Achr3T16240_001 3 50,0252 0,5129  0,01025283  384,8092308
ZjuHsp100-07 1 GSMUA_Achr1T13710_001 1 16,4091 0,5149  0,03137893 126,2238462
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ZjuHsp100-07 GSMUA_Achr6T08040_001 6 53,4349 0,3982  0,00745206 411,0376923
ZjuHsp100-07 GSMUA_Achr3T18630_001 3 51,6448 0,4758  0,00921293 397,2676923
ZjuHsp100-07 GSMUA_Achr8T09160_001 8 52,2314 0,4867  0,00931815 401,78
ZjuHsp100-07 GSMUA_Achr6T16470_001 6 52,1834 0,4979  0,00954135 401,4107692
ZjuHsp100-07 GSMUA_Achr10T12430_001 10 54,0819 0,6219  0,01149923 416,0146154
ZjuHsp100-07 GSMUA_Achr6T23780_001 6 50,9103 0,5917  0,0116224  391,6176923
ZjuHsp100-07 GSMUA_AchrUn_randomT22440_001 scaffold 19,9312 0,522 0,02619009 153,3169231
ZjuHsp100-08 GSMUA_Achr9T05850_001 9 2,1702 0,1342  0,06183762 16,69384615
ZjuHsp100-08 GSMUA_Achr8T27650_001 8 1,8733 0,1404  0,07494795 14,41
ZjuHsp100-09 GSMUA_AchrUn_randomT12540_001 1,5457 0,0156  0,01009251 11,89
ZjuHsp100-09 GSMUA_Achr8T16830_001 8 1,8191 0,0188  0,01033478  13,99307692
ZjuHsp100-09 GSMUA_AchrUn_randomT26560_001 scaffold 3,0695 0,0071  0,00231308 23,61153846
ZjuHsp100-09 GSMUA_Achr10T27140_001 10 53,5668 0,5114  0,00954696 412,0523077
ZjuHsp100-09 GSMUA_Achr7T09950_001 7 53,7712 0,5015 0,00932655 413,6246154
ZjuHsp100-09 GSMUA_AchrUn_randomT00180_001 scaffold 54,3843 0,5225  0,00960755 418,3407692

ZjuHsp100-09 GSMUA_Achr4T03720_001 4 54,3466 0,5279  0,00971358  418,0507692
ZjuHsp100-09 GSMUA_Achr7T17620_001 7 53,9615 0,5343  0,0099015  415,0884615
ZjuHsp100-09 GSMUA_Achr5T04520_001 5 52,2976 0,5424  0,01037141  402,2892308
ZjuHsp100-09 GSMUA_Achr9T13230_001 9 52,0099 0,5423  0,01042686 400,0761538
ZjuHsp100-09 GSMUA_Achr3T04570_001 3 52,9618 0,5912  0,01116276 407,3984615
ZjuHsp100-09 GSMUA_Achr4T05840_001 4 51,8171 0,5845 0,01128006 398,5930769
ZjuHsp100-09 GSMUA_Achr4T05850_001 4 52,6049 0,5902  0,01121949  404,6530769
ZjuHsp100-09 GSMUA_Achr6T12250_001 6 24,7418 0,4953  0,02001875 190,3215385
ZjuHsp100-09 GSMUA_Achr11T10600_001 11 37,8585 0,5177  0,0136746  291,2192308
ZjuHsp100-09 GSMUA_Achr7T21960_001 7 32,8771 0,6026  0,01832887 252,9007692
ZjuHsp100-09 GSMUA_Achr9T24030_001 9 23,5301 0,7506  0,03189957 181,0007692
ZjuHsp100-09 GSMUA_AchrUn_randomT03040_001 scaffold 49,5839 0,5536  0,01116491 381,4146154
ZjuHsp100-09 GSMUA_Achr4T05050_001 4 8,7468 0,7943  0,09081035 67,28307692
ZjuHsp100-12 GSMUA_Achr1T01240_001 1 2,6613 0,4993  0,18761508 20,47153846

3,2199 0,3908  0,12137023 24,76846154
2,6054 0,295  0,11322638 20,04153846
2,6377 0,4989  0,18914206 20,29
3,2199 0,3908  0,12137023 24,76846154
2,6019 0,2946  0,11322495 20,01461538
1,6797 0,1261  0,07507293  12,92076923
4,4348 0,1581  0,03564986 34,11384615
50,5213 0,6548  0,01296087 388,6253846
51,6765 0,6135 0,01187193 397,5115385
49,5117 0,5919  0,01195475  380,8592308
49,2883 0,6087 0,01234979  379,1407692
50,5048 0,5992  0,01186422 388,4984615
51,1952 0,7641  0,01492523  393,8092308
53,8436 0,8457  0,0157066  414,1815385
53,5581 0,8278  0,01545611 411,9853846
1,6882 0,0492  0,02914347 12,98615385
1,8769 0,0511  0,02722574  14,43769231
1,859 0,0527  0,02834857 14,3
1,5525 0,246 0,15845411 11,94230769
52,2452 0,6158 0,01178673 401,8861538
54,7734 0,706  0,01288947  421,3338462
54,4509 0,7001  0,01285746  418,8530769
50,9774 0,5624  0,01103234  392,1338462
50,6909 0,6082  0,01199821 389,93
1,6882 0,0492  0,02914347  12,98615385
1,8769 0,0511  0,02722574 14,43769231
1,859 0,0527  0,02834857 14,3
1,5525 0,246  0,15845411 11,94230769
50,9775 0,5623  0,01103036 392,1346154
50,6923 0,6082 0,01199788  389,9407692
52,2466 0,6157  0,0117845  401,8969231
54,7762 0,7061  0,01289063 421,3553846
54,4524 0,7001  0,0128571  418,8646154
2,0361 0,2241  0,11006336  15,66230769
2,0361 0,2241  0,11006336 15,66230769
2,0094 0,569  0,28316911 15,45692308
1,8132 0,524  0,28899184  13,94769231
1,8634 0,506  0,27154664 14,33384615
2,1304 0,084  0,03942922 16,38769231
46,3736 0,647 0,0139519 356,72
45,9181 0,644  0,01402497 353,2161538

ZjuHsp100-12
ZjuHsp100-12
ZjuHsp100-13
ZjuHsp100-13
ZjuHsp100-13
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-15
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-16
ZjuHsp100-17
ZjuHsp100-18
ZjuHsp100-19
ZjuHsp100-19
ZjuHsp100-19
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20

GSMUA_Achr1T01230_001
GSMUA_Achr1T01220_001
GSMUA_Achr1T01240_001
GSMUA_Achr1T01230_001
GSMUA_AchriT01220_001
GSMUA_Achr4T00810_001
GSMUA_Achr7T09910_001
GSMUA_Achr10T21590_001
GSMUA_Achr7T25300_001
GSMUA_Achr2T22550_001
GSMUA_Achr4T24320_001
GSMUA_Achr3T01430_001
GSMUA_Achr10T07490_001
GSMUA_Achr6T27610_001
GSMUA_Achr9T05420_001
GSMUA_Achr2T22550_001
GSMUA_AchraT24320_001
GSMUA_Achr3T01430_001
GSMUA_Achr6T09890_001
GSMUA_Achr4T00810_001
GSMUA_Achr10T07490_001
GSMUA_Achr6T27610_001
GSMUA_Achr10T21590_001
GSMUA_Achr7T25300_001
GSMUA_Achr2T22550_001
GSMUA_Achr4T24320_001
GSMUA_Achr3T01430_001
GSMUA_Achr6T09890_001
GSMUA_Achr10T21590_001
GSMUA_Achr7T25300_001
GSMUA_Achr4T00810_001
GSMUA_Achr10T07490_001
GSMUA_Achr6T27610_001
GSMUA_Achr4T14720_001
GSMUA_Achr4T14720_001
GSMUA_Achr10T29410_001
GSMUA_Achr7T22460_001
GSMUA_Achr10T05930_001
GSMUA_Achr6T33650_001
GSMUA_Achr4T05050_001
GSMUA_Achr9T24030_001

NMNRORNRORRNONRNRORNONRNROONNNRNNROONNRNNRONNRNNNOONNNNNONNNNNOMNNNNMNNNNNNR R RPRRRRRPRPRRERRPRPRERRPRPRERRPRPEPRRPREPRPRRPREPRPRRPREPRRPREPRERRPREPRPRREPRERRPRREPRERLRRERERR
oro B vBErroBErvNBowrnvuBoBSrowbrNvO0OBOANNENRrARr R R RE

ZjuHsp100-20 GSMUA_AchrUn_randomT03040_001 scaffold 52,3383 0,5081 0,009708  402,6023077
ZjuHsp100-20 GSMUA_AchrUn_randomT18700_001 scaffold 51,4242 0,746  0,01450679 395,5707692
ZjuHsp100-20 GSMUA_Achr9T03360_001 9 54,1076 0,7815  0,01444344  416,2123077
ZjuHsp100-20 GSMUA_Achr11T24090_001 11 54,8197 0,7785  0,0142011 421,69
ZjuHsp100-20 GSMUA_Achr7T04590_001 7 51,2785 0,6022  0,01174371 394,45
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ZjuHsp100-20 GSMUA_Achr4T08480_001 4 49,6663 0,8226  0,01656254 382,0484615
ZjuHsp100-20 GSMUA_Achr4T15660_001 4 49,3887 0,8165 0,01653212 379,9130769
ZjuHsp100-20 GSMUA_Achr5T09650_001 5 53,1245 0,7603  0,01431166 408,65
ZjuHsp100-20 GSMUA_Achr1T05180_001 1 52,1314 0,6696  0,01284447  401,0107692
ZjuHsp100-20 GSMUA_Achr3T31630_001 3 48,4126 0,8762  0,01809859  372,4046154
ZjuHsp100-20 GSMUA_Achr9T18420_001 9 52,8426 0,6933  0,0131201  406,4815385
ZjuHsp100-20 GSMUA_Achr3T16280_001 3 49,9484 0,8962 0,01794252 384,2184615
ZjuHsp100-21 GSMUA_Achr6T33650_001 6 2,1305 0,084  0,03942736 16,38846154
ZjuHsp100-21 GSMUA_Achr4T05050_001 4 46,28 0,6437  0,01390882 356
ZjuHsp100-21 GSMUA_Achr9T24030_001 9 45,8234 0,6408 0,01398412 352,4876923
ZjuHsp100-21 GSMUA_AchrUn_randomT03040_001 scaffold 52,2003 0,5045 0,0096647  401,5407692
ZjuHsp100-21 GSMUA_AchrUn_randomT18700_001 scaffold 51,2879 0,7464  0,01455314 394,5223077
ZjuHsp100-21 GSMUA_Achr9T03360_001 9 54,1066 0,7815  0,01444371 416,2046154
ZjuHsp100-21 GSMUA_Achr11T24090_001 11 54,8791 0,7765 0,01414928 422,1469231
ZjuHsp100-21 GSMUA_Achr7T04590_001 7 51,1524 0,5984  0,01169838 393,48

ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21

GSMUA_Achr4T08480_001 4 49,6571 0,8227  0,01656762 381,9776923
GSMUA_Achr4T15660_001 4 49,4056 0,8189  0,01657504  380,0430769
GSMUA_Achr5T09650_001 5 53,1826 0,7429  0,01396885 409,0969231
GSMUA_Achr1T05180_001 1 52,0800 0,6741  0,01294355  400,6153846
GSMUA_Achr3T31630_001 3 48,5139 0,873  0,01799484  373,1838462
GSMUA_Achr9T18420_001 9 0,1439 14,2436 98,9826268 1,106923077
GSMUA_Achr3T16280_001 3 49,8463 0,8953  0,01796121  383,4330769

ZjuHsp100-22 GSMUA_Achr2T16450_001 2 2,3997 0,1011  0,04213027 18,45923077
ZjuHsp100-22 GSMUA_Achr11T24320_001 11 2,6169 0,0924  0,03530895 20,13

ZjuHsp100-22 GSMUA_Achr10T00480_001 10 2,4905 0,0907 0,03641839 19,15769231
ZjuHsp100-22 GSMUA_Achr10T30850_001 10 36,6142 0,5526  0,01509251 281,6476923
ZjuHsp100-23 GSMUA_Achr11T24090_001 11 2,6988 0,1348  0,04994813 20,76

ZjuHsp100-23 GSMUA_Achr9T03360_001 9 2,2312 0,1381  0,06189494  17,16307692
ZjuHsp100-23 GSMUA_AchrUn_randomT18700_001 scaffold 2,6921 0,1542  0,0572787  20,70846154
ZjuHsp100-23 GSMUA_Achr4T05050_001 4 49,1966 0,5993  0,01218174 378,4353846
ZjuHsp100-23 GSMUA_Achr9T24030_001 9 47,6096 0,627  0,01316961 366,2276923
ZjuHsp100-23 GSMUA_AchrUn_randomT03040_001 scaffold 50,4951 0,4682  0,00927219 388,4238462

ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27

GSMUA_Achr7T04590_001
GSMUA_Achr4T08480_001
GSMUA_Achr6T33650_001
GSMUA_Achr4T15660_001
GSMUA_Achr5T09650_001
GSMUA_Achr1T05180_001
GSMUA_Achr9T18420_001
GSMUA_Achr3T31630_001
GSMUA_Achr10T29710_001
GSMUA_Achr3T16280_001
GSMUA_Achr5T15500_001
GSMUA_Achr4T26800_001
GSMUA_Achr7T04540_001
GSMUA_Achr9T23550_001
GSMUA_Achr4T03560_001
GSMUA_Achr3T00260_001
GSMUA_Achr6T11080_001
GSMUA_Achr3T00250_001
GSMUA_Achr5T13290_001
GSMUA_Achr6T29120_001
GSMUA_Achr6T20030_001
GSMUA_Achr11T18410_001
GSMUA_Achr7T21960_001
GSMUA_Achr11T10600_001
GSMUA_Achr6T12250_001
GSMUA_AchraT05850_001
GSMUA_Achr4T05840_001
GSMUA_Achr7T09950_001

50,3369 0,5789  0,01150051 387,2069231
51,2778 0,7169  0,01398071 394,4446154
50,291 0,6631 0,01318526  386,8538462
51,1724 0,719  0,01405054 393,6338462
55,4487 0,7261  0,01309499  426,5284615
53,7879 0,6967  0,01295273  413,7530769
54,9951 0,7649  0,01390851  423,0392308
50,4117 0,855  0,01696035 387,7823077
51,2556 0,5982  0,01167092 394,2738462
51,6194 0,8869  0,01718152 397,0723077
7,0288 0,0853  0,01213578 54,06769231
5,8152 0,0848  0,01458247  44,73230769
5,1139 0,0796  0,01556542  39,33769231
4,4569 0,0932  0,0209114  34,28384615
51,3552 0,6157  0,01198905 395,04
4,8707 0,1304  0,02677233  37,46692308
51,4844 0,6244  0,01212795 396,0338462
2,098 0,1064  0,05071497 16,13846154
2,4814 0,161  0,06488273 19,08769231
54,829 0,5303  0,00967189  421,7615385
56,0602 0,804  0,01434173  431,2323077
57,043 0,868  0,01521659  438,7923077
2,1721 0,044  0,02025689 16,70846154
2,6763 0,0078  0,00291447  20,58692308
2,7141 0,0336  0,01237979  20,87769231
51,2544 0,5251  0,01024497 394,2646154
51,5819 0,494 0,009577  396,7838462
50,5903 0,5685 0,01123733  389,1561538

~NhrProLDNpRoouvuwowbhoNbrUwEwORrOrD AN

ZjuHsp100-27 GSMUA_AchrUn_randomT12540_001 scaffold 50,8956 0,638  0,01253546  391,5046154
ZjuHsp100-27 GSMUA_Achr10T27140_001 10 51,1174 0,5803  0,0113523  393,2107692
ZjuHsp100-27 GSMUA_Achr8T16830_001 8 51,1235 0,6383  0,01248545  393,2576923
ZjuHsp100-27 GSMUA_Achr9T13230_001 9 50,5034 0,5821  0,01152596 388,4876923
ZjuHsp100-27 GSMUA_Achr4T03720_001 4 52,1885 0,6026  0,01154661 401,45

ZjuHsp100-27 GSMUA_Achr5T04520_001 5 51,205 0,5786  0,01129968 393,8846154
ZjuHsp100-27 GSMUA_AchrUn_randomT00180_001 scaffold 50,8986 0,6115 0,01201408 391,5276923

ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-28
ZjuHsp100-28
ZjuHsp100-28
ZjuHsp100-28

GSMUA_Achr7T17620_001
GSMUA_Achr3T04570_001
GSMUA_Achr4T26800_001
GSMUA_Achr5T15500_001
GSMUA_Achr7T21960_001
GSMUA_Achr11T10600_001
GSMUA_Achr5T29690_001
GSMUA_Achr11723590_001

42,2588 0,5859  0,01386457 325,0676923
49,9504 0,6083 0,01217808 384,2338462
54,0883 0,7573  0,01400118 416,0638462
56,0187 0,7588  0,01354548 430,9130769
56,2503 0,318 0,0056533  432,6946154
57,3428 0,3566  0,00621874  441,0984615
52,0142 0,5885 0,01131422 400,1092308
53,7516 0,6145 0,01143222  413,4738462
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ZjuHsp100-28 GSMUA_Achr6T12250_001 6 54,2234 0,4451  0,00820863 417,1030769
ZjuHsp100-29 GSMUA_Achr7T05610_001 7 3,2217 0,2171  0,06738678 24,78230769
ZjuHsp100-30 GSMUA_Achr9T13230_001 9 1,8383 0,0151  0,00821411 14,14076923
ZjuHsp100-30 GSMUA_Achr5T04520_001 5 1,6275 0,0205 0,01259601 12,51923077
ZjuHsp100-30 GSMUA_Achr3T04570_001 3 2,0742 0,068  0,03278372  15,95538462
ZjuHsp100-30 GSMUA_Achr4T05840_001 4 49,9944 0,5307 0,01061519 384,5723077
ZjuHsp100-30 GSMUA_Achr4T05850_001 4 50,2327 0,5263  0,01047724  386,4053846
ZjuHsp100-30 GSMUA_Achr10T27140_001 10 23,6524 0,5181  0,02190475 181,9415385
ZjuHsp100-30 GSMUA_Achr7T09950_001 7 42,5812 0,5449  0,01279673 327,5476923
ZjuHsp100-30 GSMUA_Achr8T16830_001 8 51,9602 0,5501  0,01058695 399,6938462
ZjuHsp100-30 GSMUA_AchrUn_randomT12540_001 scaffold 50,8328 0,5364 0,01055224 391,0215385
ZjuHsp100-30 GSMUA_Achr11T10600_001 11 49,478 0,4932  0,00996807 380,6
ZjuHsp100-30 GSMUA_Achr6T12250_001 6 50,8795 0,4738  0,0093122  391,3807692
ZjuHsp100-30 GSMUA_Achr7T21960_001 7 50,1237 0,5832  0,01163521 385,5669231
ZjuHsp100-30 GSMUA_Achr4T03720_001 4 47,7165 0,568  0,01190364 367,05
ZjuHsp100-30 GSMUA_AchrUn_randomT00180_001 scaffold 52,2936 0,5578 0,0106667  402,2584615
ZjuHsp100-30 GSMUA_Achr7T17620_001 7 36,2574 0,5685  0,01567956 278,9030769
ZjuHsp100-30 GSMUA_AchrUn_randomT03040_001 scaffold 52,9274 0,5477  0,01034814 407,1338462
ZjuHsp100-30 GSMUA_Achr4T05050_001 4 0,1384 13,7032  99,0115607 1,064615385
ZjuHsp100-30 GSMUA_Achr9T24030_001 9 49,5547 0,7511  0,01515699 381,19
ZjuHsp100-31 GSMUA_Achrg8T08720_001 8 1,9296 0,1388  0,07193201 14,84307692
ZjuHsp100-31 GSMUA_Achr8T08730_001 8 2,3878 0,4082  0,17095234  18,36769231
ZjuHsp100-32 GSMUA_Achr8T31340_001 8 2,5406 0,2161  0,08505865 19,54307692
ZjuHsp100-33 GSMUA_AchrUn_randomT22440_001 scaffold 2,0817 0,1616  0,07762886 16,01307692

ZjuHsp100-33
ZjuHsp100-33
ZjuHsp100-33
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36

GSMUA_Achr3T18630_001
GSMUA_Achr8T09160_001
GSMUA_Achr6T16470_001
GSMUA_Achr2T22550_001
GSMUA_Achr4T24320_001
GSMUA_Achr3T01430_001
GSMUA_Achr6T09890_001
GSMUA_Achr10T21590_001
GSMUA_Achr7T25300_001
GSMUA_Achr4T00810_001
GSMUA_Achr6T27610_001
GSMUA_Achr10T07490_001
GSMUA_Achr6T35590_001
GSMUA_Achr5T00990_001
GSMUA_Achr8T30370_001
GSMUA_Achr9T13860_001
GSMUA_Achr3T05630_001
GSMUA_Achr7T15980_001
GSMUA_Achr9T08970_001

2,2069 0,1858  0,08419049 16,97615385
1,692 0,1791  0,10585106 13,01538462
2,6543 0,1481  0,05579626  20,41769231
2,2861 0,0832  0,03639386 17,58538462
2,3574 0,0851  0,03609909 18,13384615
2,158 0,0902  0,04179796 16,6
1,6302 0,2563  0,15721997 12,54
19,3871 0,6095  0,03143843 149,1315385
52,065 0,625  0,01200423 400,5
54,168 0,6345 0,01171356 416,6769231
56,8264 0,657  0,01156153 437,1261538
59,092 0,6801  0,01150917  454,5538462
2,1567 0,4356  0,20197524 16,59
2,2675 0,4986  0,21988975 17,44230769
3,1691 0,4842  0,15278786  24,37769231
50,3747 0,6621  0,0131435  387,4976923
49,0391 0,6882  0,0140337  377,2238462
8,5443 0,668  0,07818078  65,72538462
3,1873 0,4602  0,14438553 24,51769231
GSMUA_Achr1T23360_001 49,1657 0,7489  0,01523216 378,1976923
GSMUA_Achr2T20440_001 2,5624 0,4296  0,16765532 19,71076923
GSMUA_AchrUn_randomT18100_001 scaffold 49,029 0,741 0,0151135  377,1461538
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ZjuHsp100-36 GSMUA_Achr7T05100_001 7 50,0594 0,7128  0,01423908 385,0723077
ZjuHsp100-36 GSMUA_Achr9T13560_001 9 51,6607 0,7698  0,01490108 397,39

ZjuHsp100-36 GSMUA_Achr2T05020_001 2 51,1812 0,7677  0,01499965 393,7015385
ZjuHsp100-36 GSMUA_Achr3T04960_001 3 50,899 0,7869  0,01546003 391,5307692
ZjuHsp100-37 GSMUA_Achr2T22550_001 2 2,3075 0,0831 0,036013 17,75

ZjuHsp100-37 GSMUA_Achr4T24320_001 4 2,3791 0,085 0,0357278  18,30076923
ZjuHsp100-37 GSMUA_Achr3T01430_001 3 2,1737 0,0901  0,04145006 16,72076923
ZjuHsp100-37 GSMUA_Achr6T09890_001 6 1,5923 0,2566  0,16115054 12,24846154
ZjuHsp100-37 GSMUA_Achr10T21590_001 10 19,9521 0,6094  0,03054315 153,4776923
ZjuHsp100-37 GSMUA_Achr7T25300_001 7 52,1236 0,6245 0,01198114  400,9507692
ZjuHsp100-37 GSMUA_Achr4T00810_001 4 54,2243 0,6343  0,01169771 417,11

ZjuHsp100-37 GSMUA_Achr6T27610_001 6 56,8874 0,6568  0,01154561 437,5953846
ZjuHsp100-37 GSMUA_Achr10T07490_001 10 59,1553 0,6798 0,01149179 455,0407692
ZjuHsp100-38 GSMUA_Achr2T16450_001 2 1,9354 0,1079  0,05575075 14,88769231
ZjuHsp100-38 GSMUA_Achr11T24320_001 11 2,3449 0,097  0,04136637 18,03769231
ZjuHsp100-38 GSMUA_Achr10T00480_001 10 2,6038 0,0977  0,03752208 20,02923077
ZjuHsp100-38 GSMUA_Achr10T30850_001 10 25,1862 0,584 0,0231873 193,74

ZjuHsp100-39 GSMUA_Achr11T24320_001 11 2,3884 0,1005 0,04207838 18,37230769
ZjuHsp100-39 GSMUA_Achr2T16450_001 2 1,9145 0,1107  0,05782189  14,72692308
ZjuHsp100-39 GSMUA_Achr10T00480_001 10 2,4257 0,1017  0,04192604 18,65923077
ZjuHsp100-39 GSMUA_Achr10T30850_001 10 21,6813 0,5914  0,02727696 166,7792308
ZjuHsp100-40 GSMUA_Achr7T22460_001 7 3,5403 0,4402  0,12433975  27,23307692
ZjuHsp100-40 GSMUA_Achr10T05930_001 10 2,8113 0,4378  0,15572867 21,62538462
ZjuHsp100-40 GSMUA_Achr10T29410_001 10 2,9149 0,502 0,1722186  22,42230769
ZjuHsp100-41 GSMUA_Achr5T18820_001 5 2,2001 0,2639  0,11994909 16,92384615
ZjuHsp100-41 GSMUA_Achr11T00980_001 11 2,2799 0,0836  0,03666827 17,53769231
ZjuHsp100-42 GSMUA_Achr9T05420_001 9 2,1678 0,1843  0,08501707 16,67538462
ZjuHsp100-42 GSMUA_Achr7T14270_001 7 1,972 0,1827  0,09264706 15,16923077
ZjuHsp100-42 GSMUA_Achr8T33760_001 8 55,3071 0,5589  0,01010539  425,4392308
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp100-42 GSMUA_Achr11T15820_001 11 56,9319 0,5817  0,01021747 437,9376923
ZjuHsp100-42 GSMUA_Achr8T10090_001 8 56,242 0,5706  0,01014544  432,6307692
ZjuHsp100-42 GSMUA_Achr3T00740_001 3 54,8894 0,5482  0,00998736  422,2261538
ZjuHsp100-42 GSMUA_Achr11T05650_001 11 54,1065 0,5016  0,00927061 416,2038462
ZjuHsp100-42 GSMUA_Achr11T20320_001 11 3,6318 0,2495 0,06869872  27,93692308
ZjuHsp100-42 GSMUA_Achr7T07310_001 7 55,9135 0,6402 0,01144983 430,1038462
ZjuHsp100-42 GSMUA_Achr11T20330_001 11 3,9002 0,2927  0,07504743  30,00153846
ZjuHsp100-42 GSMUA_Achr11T06710_001 11 6,9656 0,6304  0,0905019  53,58153846
ZjuHsp100-42 GSMUA_Achr4T05220_001 4 55,2699 0,6231  0,01127377 425,1530769
ZjuHsp100-42 GSMUA_Achr10T07490_001 10 11,2459 0,7449  0,06623747 86,50692308
ZjuHsp100-42 GSMUA_Achr6T27610_001 6 58,3877 0,8004  0,01370837 449,1361538
ZjuHsp100-43 GSMUA_Achr6T12620_001 6 3,5619 0,2406  0,06754822  27,39923077
ZjuHsp100-43 GSMUA_Achr10T04420_001 10 51,4402 0,3253  0,00632385 395,6938462
ZjuHsp100-43 GSMUA_Achr10T11010_001 10 5,9818 0,2458  0,04109131 46,01384615
ZjuHsp100-43 GSMUA_Achr10T16250_001 10 3,5189 0,2304  0,06547501 27,06846154
ZjuHsp100-44 GSMUA_Achr4T17050_001 4 4,3771 0,1500  0,03426927 33,67
ZjuHsp100-44 GSMUA_Achr10T20480_001 10 7,1797 0,2245 0,03126872 55,22846154
ZjuHsp100-44 GSMUA_Achr5T03650_001 5 3,0504 0,0977  0,03202859  23,46461538

ZjuHsp100-45 GSMUA_Achr1T27100_001 1 61,0976 0,6106  0,00999385 469,9815385
ZjuHsp100-45 GSMUA_Achr11T03420_001 11 27,7817 0,3339  0,0120187  213,7053846
ZjuHsp100-45 GSMUA_Achr1T04030_001 1 58,9241 0,4296  0,00729074  453,2623077
ZjuHsp100-45 GSMUA_Achr8T11820_001 8 33,0868 0,4001  0,01209244  254,5138462
ZjuHsp100-45 GSMUA_Achr9T27350_001 9 51,903 0,6674  0,0128586  399,2538462
ZjuHsp100-45 GSMUA_Achr5T21820_001 5 6,4603 0,6498 0,10058356  49,69461538
ZjuHsp100-45 GSMUA_Achr5T16360_001 5 6,2012 0,6368  0,1026898  47,70153846
ZjuHsp100-45 GSMUA_Achr3T10890_001 3 61,8873 0,5927  0,00957709 476,0561538
ZjuHsp100-45 GSMUA_Achr4T17530_001 4 69,4686 0,6672  0,00960434 534,3738462
ZjuHsp100-45 GSMUA_Achr1T27100_001 1 61,1061 0,6104  0,00998918 470,0469231
ZjuHsp100-46 GSMUA_Achr11T06710_001 11 1,479 0,1801  0,12177147 11,37692308
ZjuHsp100-46 GSMUA_Achr4T05220_001 4 1,3993 0,1716  0,12263274 10,76384615
ZjuHsp100-46 GSMUA_Achr11T05650_001 11 55,9671 0,5875  0,01049724  430,5161538

55,1703 0,6121  0,01109474  424,3869231
53,979 0,6268 0,01161192 415,2230769
54,7618 0,6017  0,01098759  421,2446154
54,8261 0,6257  0,01141245 421,7392308
52,926 0,5983  0,01130446 407,1230769
56,7713 0,5818  0,01024814  436,7023077
53,3027 0,6042 0,01133526 410,0207692
54,2138 0,731  0,01348365 417,0292308
1,3129 0,1295  0,09863661 10,09923077
1,4948 0,1373  0,09185175 11,49846154
54,4021 0,5567  0,01023306 418,4776923
53,4904 0,5927  0,01108049 411,4646154
53,8659 0,5587  0,01037205 414,3530769
41,6547 0,6637  0,01593338  320,4207692
54,1787 0,5911  0,01091019  416,7592308
39,1499 0,6186  0,01580081  301,1530769
54,6321 0,5717  0,01046454  420,2469231
51,6018 0,6046  0,01171665 396,9369231
54,484 0,6955 0,01276522 419,1076923
1,3129 0,1295  0,09863661 10,09923077
1,4948 0,1373  0,09185175 11,49846154
54,3984 0,5567  0,01023376  418,4492308
53,4896 0,5928  0,01108253 411,4584615
53,8612 0,5588  0,01037482 414,3169231
42,3704 0,6636  0,01566188 325,9261538
54,2081 0,5895  0,01087476  416,9853846
38,7903 0,6186  0,01594729  298,3869231
54,6279 0,5719  0,01046901 420,2146154
51,6024 0,6047 0,01171845 396,9415385
54,483 0,6955  0,01276545 419,1
60,8596 0,3169  0,00520707  468,1507692
62,1364 0,2939  0,00472992  477,9723077
57,9703 0,4065 0,00701221 445,9253846
35,8206 0,388  0,01083176 275,5430769
26,5647 0,5497  0,02069287  204,3438462
25,4898 0,539  0,02114571 196,0753846
8,56432 0,5444  0,0637232  65,71692308
58,3984 0,584  0,01000027 449,2184615
13,2122 0,714 0,05404096 101,6323077
61,048 0,3219  0,0052729 469,6
62,6475 0,2996  0,00478231 481,9038462
56,5824 0,4100  0,00724607  435,2492308
18,6539 0,4121  0,02209189  143,4915385
62,592 0,5335  0,00852345  481,4769231

ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-47
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50

GSMUA_Achr7T14270_001
GSMUA_Achr8T33760_001
GSMUA_AchrgT10090_001
GSMUA_Achr3T00740_001
GSMUA_Achr9T05420_001
GSMUA_Achr11T15820_001
GSMUA_Achr7T07310_001
GSMUA_Achr10T07490_001
GSMUA_Achr4T05220_001
GSMUA_Achr11T06710_001
GSMUA_Achr11T05650_001
GSMUA_Achr8T33760_001
GSMUA_AchrgT10090_001
GSMUA_Achr7T14270_001
GSMUA_Achr3T00740_001
GSMUA_Achr9T05420_001
GSMUA_Achr11T15820_001
GSMUA_Achr7T07310_001
GSMUA_Achr10T07490_001
GSMUA_Achr4T05220_001
GSMUA_Achr11T06710_001
GSMUA_Achr11T05650_001
GSMUA_Achr8T33760_001
GSMUA_Achr8T10090_001
GSMUA_Achr7T14270_001
GSMUA_Achr3T00740_001
GSMUA_Achr9T05420_001
GSMUA_Achr11T15820_001
GSMUA_Achr7T07310_001
GSMUA_Achr10T07490_001
GSMUA_Achr4T17530_001
GSMUA_AchraT17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_Achr4T17530_001
GSMUA_Achr4T17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
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1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp100-50 GSMUA_Achr5T16360_001 5 62,1278 0,5356  0,00862094 477,9061538
ZjuHsp100-50 GSMUA_Achr5T10060_001 5 17,0201 0,5453  0,03203859  130,9238462
ZjuHsp100-50 GSMUA_Achr3T05230_001 3 58,3218 0,5962  0,01022259  448,6292308
ZjuHsp100-50 GSMUA_Achr9T27350_001 9 54,0656 0,684 0,0126513  415,8892308
ZjuHsp100-51 GSMUA_AchrUn_randomT03040_001 scaffold 20,9262 0,1281  0,00612151 160,9707692
ZjuHsp100-51 GSMUA_Achr7T04590_001 7 15,1579 0,1865 0,01230382 116,5992308
ZjuHsp100-51 GSMUA_Achr10T29710_001 10 2,2175 0,0989  0,04459977 17,05769231
ZjuHsp100-51 GSMUA_Achr9T24030_001 9 45,2467 0,4751  0,01050021 348,0515385
ZjuHsp100-51 GSMUA_Achr4T05050_001 4 46,2811 0,4677  0,01010564 356,0084615
ZjuHsp100-51 GSMUA_Achr4T08480_001 4 48,872 0,6114  0,01251023 375,9384615
ZjuHsp100-51 GSMUA_Achr11T24090_001 11 52,1016 0,5912  0,01134706  400,7815385
ZjuHsp100-51 GSMUA_Achr9T03360_001 9 51,745 0,5955 0,01150836  398,0384615
ZjuHsp100-51 GSMUA_AchrUn_randomT18700_001 scaffold 50,515 0,6095 0,01206572 388,5769231
ZjuHsp100-51 GSMUA_Achr4T15660_001 4 49,5751 0,602  0,01214319 381,3469231

ZjuHsp100-51 GSMUA_Achr6T33650_001 6 48,7506 0,5519  0,01132089 375,0046154
ZjuHsp100-51 GSMUA_Achr1T05180_001 1 50,4158 0,6143  0,01218467 387,8138462
ZjuHsp100-51 GSMUA_Achr5T09650_001 5 51,8313 0,6243  0,01204485 398,7023077
ZjuHsp100-51 GSMUA_Achr3T31630_001 3 48,3032 0,7783  0,0161128  371,5630769
ZjuHsp100-51 GSMUA_Achr3T16280_001 3 51,9619 0,77 0,01481855  399,7069231
ZjuHsp100-51 GSMUA_Achr10T29700_001 10 1,6781 0,2527  0,15058697  12,90846154
ZjuHsp100-51 GSMUA_AchrUn_randomT23050_001 scaffold 15,089 0,7051  0,04672941 116,0692308
ZjuHsp100-51 GSMUA_Achr9T18420_001 9 50,2778 0,619 0,0123116  386,7523077
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ZjuHsp100-56
ZjuHsp100-57
ZjuHsp100-57
ZjuHsp100-57
ZjuHsp100-57
ZjuHsp100-57
ZjuHsp100-57
ZjuHsp100-57

GSMUA_Achr4T33170_001
GSMUA_Achr4T17530_001
GSMUA_AchraT17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr3T05230_001
GSMUA_Achr5T10060_001
GSMUA_Achr9T27350_001
GSMUA_Achr4T17530_001
GSMUA_AchraT17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_AchraT17530_001
GSMUA_Achr4T17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr9T27350_001
GSMUA_Achr3T05230_001
GSMUA_AchraT17530_001
GSMUA_Achr4T17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_Achr4T17530_001
GSMUA_AchraT17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_Achr6T16670_001
GSMUA_Achr9T22420_001
GSMUA_Achr1T13710_001
GSMUA_Achr3T16240_001
GSMUA_Achr8T09160_001
GSMUA_Achr6T08040_001
GSMUA_Achr3T18630_001

51,7193 0,7899  0,01527283 397,8407692
22,4139 0,321  0,01432147 172,4146154
12,8594 0,3302  0,02567771 98,91846154
12,5214 0,3808  0,03041193 96,31846154
18,6471 0,3782  0,02028197  143,4392308
28,9573 0,4885 0,01686967 222,7484615
30,9691 0,4989  0,01610961 238,2238462
53,8093 0,6202  0,01152589 413,9176923
3,9171 0,5882  0,15016211  30,13153846
39,6172 0,7257  0,0183178  304,7476923
30,0979 0,298  0,00990102  231,5223077
19,1651 0,3184  0,01661353  147,4238462
23,3124 0,3935 0,01687943 179,3261538
21,8838 0,3603  0,01646423 168,3369231
62,3963 0,4862  0,00779213  479,9715385
63,8962 0,4933  0,00772033  491,5092308
11,3636 0,5812  0,05114576  87,41230769
62,1843 0,5864  0,00943003 478,3407692
26,3416 0,6943  0,02635755  202,6276923
59,2731 0,3663  0,00617987  455,9469231
59,1362 0,3331  0,00563276  454,8938462
48,2278 0,417  0,00864647 370,9830769
53,4359 0,4248  0,00794971 411,0453846
14,1092 0,5752  0,04076773  108,5323077
10,1952 0,5701  0,05591847  78,42461538
4,1586 0,6305 0,15161352 31,98923077
45,193 0,6996  0,01548027 347,6384615
58,5258 0,5721  0,00977518  450,1984615
47,1219 0,3523 0,007476 362,4762
48,636 0,339 0,00697 374,1231
55,7893 0,4225 0,007573 429,1485
17,9573 0,3804 0,021184 138,1331
63,9423 0,5659 0,00885 491,8638
62,7243 0,5531 0,008818 482,4946
5,4857 0,5346 0,097453 42,19769
59,905 0,5812 0,009702 460,8077
12,052 0,6646 0,055144 92,70769
61,864 0,3728 0,006026 475,8769
60,8082 0,3597 0,005915 467,7554
56,7692 0,4231 0,007453 436,6862
9,7698 0,4243 0,04343 75,15231
22,7215 0,5686 0,025025 174,7808
63,4249 0,5782 0,009116 487,8838
9,8943 0,5426 0,05484 76,11
57,0027 0,6205 0,010885 438,4823
11,1136 0,7448 0,067017 85,48923
2,0675 0,0959  0,04638452 15,90384615
16,329 0,1571  0,00962092  125,6076923
40,717 0,4593  0,0112803  313,2076923
49,3145 0,4584  0,00929544  379,3423077
52,4097 0,5238  0,00999433  403,1515385
53,7908 0,3556  0,0066108  413,7753846
52,6166 0,5261  0,00999875  404,7430769

AAEAbArbrPrPrErPErEEPEEAEEAEEAEEEAEEEAEEAEEEEEEAEEAPEEPESEPSEAPPEPPSEPEAPPSEPEPSEPEAPPEAPPSEPPSEPTPSETPSP"TPSPTPSETPSETPSETPSETPSETPETPEFTPETPSETPSETPSETPETPETPSETPSETPSEPSEPSEPSEPSEPSEPSEPSEPEPSEPPEPSEEPSEBESEBESEBSS

WO OWR OOODOWURUUURF WREAROWOOAOUIORPR WEADMWOUUOUUORPRWREARMNOWUOOIUFRPWEARNOTOWOOORE, WRADSDD

185



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226 Supplementary for Ceylan et al.
Kastamonu Univ., Journal of Forestry Faculty

Table S3.6 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp100-57 GSMUA_Achr6T16470_001 6 51,6251 0,504  0,00976269 397,1161538
ZjuHsp100-57 GSMUA_AchrUn_randomT22440_001 scaffold 53,5493 0,5591  0,01044085 411,9176923
ZjuHsp100-57 GSMUA_Achr6T23780_001 6 50,8748 0,5501 0,01081282 391,3446154
ZjuHsp100-57 GSMUA_Achr10T12430_001 10 52,7779 0,6202 0,01175113  405,9838462
ZjuHsp100-59 GSMUA_Achr9T18420_001 9 2,7894 0,3059  0,10966516 21,45692308
ZjuHsp100-59 GSMUA_AchrUn_randomT03040_001 scaffold 51,7514 0,4525  0,00874372 398,0876923
ZjuHsp100-59 GSMUA_Achr4T05050_001 4 23,4821 0,6662  0,02837055 180,6315385
ZjuHsp100-59 GSMUA_Achr9T24030_001 9 44,6762 0,7071  0,01582722 343,6630769
ZjuHsp100-59 GSMUA_Achr6T33650_001 6 12,756 0,5104  0,04001254 98,12307692
ZjuHsp100-59 GSMUA_Achr11T24090_001 11 54,4554 0,7105 0,01304737 418,8876923
ZjuHsp100-59 GSMUA_AchrUn_randomT18700_001 scaffold 55,7217 0,8112  0,01455806 428,6284615
ZjuHsp100-59 GSMUA_Achr9T03360_001 9 56,5578 0,7486  0,01323602 435,06

ZjuHsp100-59 GSMUA_Achr1T05180_001 1 51,4339 0,6308 0,01226428 395,6453846
ZjuHsp100-59 GSMUA_Achr5T09650_001 5 7,3709 0,6642 0,09011111 56,69923077
ZjuHsp100-59 GSMUA_Achr7T04590_001 7 51,2684 0,6062 0,01182405 394,3723077
ZjuHsp100-59 GSMUA_Achr4T08480_001 4 50,2814 0,8307  0,01652102 386,78

ZjuHsp100-59 GSMUA_Achr4T15660_001 4 49,983 0,8033  0,01607146 384,4846154
ZjuHsp100-59 GSMUA_AchrUn_randomT23050_001 scaffold 55,586 0,8167  0,01469255 427,5846154
ZjuHsp100-59 GSMUA_Achr3T16280_001 3 50,3884 0,8155 0,01618428 387,6030769
ZjuHsp100-60 GSMUA_AchrUn_randomT03040_001 scaffold 1,8885 0,0296  0,01567382 14,52692308
ZjuHsp100-60 GSMUA_Achr7T04590_001 7 2,6014 0,072 0,0276774  20,01076923
ZjuHsp100-60 GSMUA_Achr10T29710_001 10 11,5992 0,1398  0,01205256  89,22461538
ZjuHsp100-60 GSMUA_Achr4T05050_001 4 44,0705 0,434  0,00984786 339,0038462
ZjuHsp100-60 GSMUA_Achr9T24030_001 9 10,7743 0,487  0,04520015 82,87923077
ZjuHsp100-60 GSMUA_Achr4T08480_001 4 50,847 0,6032 0,01186304 391,1307692
ZjuHsp100-60 GSMUA_Achr11T24090_001 11 52,3044 0,6348 0,01213665 402,3415385
ZjuHsp100-60 GSMUA_AchrUn_randomT18700_001 scaffold 51,0104 0,6478  0,01269937  392,3876923
ZjuHsp100-60 GSMUA_Achr9T03360_001 9 51,4421 0,6275 0,01219818 395,7084615
ZjuHsp100-60 GSMUA_Achr4T15660_001 4 49,5014 0,6193  0,01251076 380,78

ZjuHsp100-60 GSMUA_Achr6T33650_001 6 47,8935 0,5491 0,01146502 368,4115385
ZjuHsp100-60 GSMUA_Achr5T09650_001 5 51,8615 0,6401 0,01234249 398,9346154
ZjuHsp100-60 GSMUA_Achr1T05180_001 1 50,7669 0,6185 0,01218314 390,5146154
ZjuHsp100-60 GSMUA_Achr3T31630_001 3 49,0657 0,7314  0,01490654 377,4284615
ZjuHsp100-60 GSMUA_Achr3T16280_001 3 52,451 0,7933  0,01512459  403,4692308
ZjuHsp100-60 GSMUA_Achr9T18420_001 9 51,6411 0,6316  0,01223057 397,2392308
ZjuHsp100-61 GSMUA_Achr8T33760_001 8 2,6458 0,1869  0,07064026  20,35230769
ZjuHsp100-61 GSMUA_Achr3T00740_001 3 2,4013 0,1985 0,08266356 18,47153846
ZjuHsp100-61 GSMUA_Achr8T10090_001 8 2,8572 0,2224  0,07783844  21,97846154
ZjuHsp100-61 GSMUA_Achr11T05650_001 11 3,3608 0,2338  0,06956677 25,85230769
ZjuHsp100-61 GSMUA_Achr11T15820_001 11 3,0327 0,2794  0,09212913  23,32846154
ZjuHsp100-62 GSMUA_Achr4T33170_001 4 2,0218 0,0904  0,04471263 15,55230769
ZjuHsp100-62 GSMUA_Achr4T33160_001 4 51,7233 0,3771  0,00729072  397,8715385
ZjuHsp100-62 GSMUA_Achr4T05050_001 4 11,6098 0,775  0,06675395 89,30615385
ZjuHsp100-62 GSMUA_Achr9T24030_001 9 6,9666 0,7798  0,11193409 53,58923077
ZjuHsp100-62 GSMUA_AchrUn_randomT03040_001 scaffold 51,8514 0,7467  0,01440077 398,8569231
ZjuHsp100-63 GSMUA_Achr3T17180_001 3 1,8011 0,1406  0,07806341 13,85461538

ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-64
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-65
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-66
ZjuHsp100-67
ZjuHsp100-67

GSMUA_AchraT17530_001
GSMUA_Achr1T27100_001
GSMUA_Achr3T10890_001
GSMUA_AchraT17520_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_AchraT17530_001
GSMUA_AchraT17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_Achr4T17530_001
GSMUA_AchraT17520_001
GSMUA_Achr3T10890_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T10060_001
GSMUA_Achr3T05230_001
GSMUA_Achr9T27350_001
GSMUA_Achr4T17530_001
GSMUA_Achr3T10890_001

56,656 0,277  0,00488916 435,8153846
17,3597 0,3613  0,02081257 133,5361538
41,3835 0,3578  0,00864596  318,3346154
56,9144 0,2634 0,004628  437,8030769
44,3235 0,4894  0,01104155 340,95

61,5246 0,4909  0,00797892 473,2661538
0,1693 15,4286 91,1317188  1,302307692
58,8815 0,5238  0,00889583 452,9346154
50,7763 0,5787  0,01139705 390,5869231
55,6068 0,3261  0,00586439 427,7446154
12,6341 0,3291  0,02604855 97,18538462
28,8435 0,4188  0,01451974  221,8730769
14,7857 0,3728  0,02521355 113,7361538
59,7667 0,5631  0,00942163 459,7438462
60,3645 0,5496  0,00910469  464,3423077
53,4975 0,5681  0,01061919 411,5192308
57,1963 0,5775  0,01009681  439,9715385
50,145 0,6986  0,0139316  385,7307692
60,2987 0,3328  0,00551919  463,8361538
12,6308 0,3291  0,02605536 97,16

28,8102 0,4188 0,01453652 221,6169231
14,7651 0,3728  0,02524873  113,5776923
59,7194 0,5684  0,00951785 459,38

59,7919 0,5613  0,00938756  459,9376923
53,4961 0,5682  0,01062134 411,5084615
56,8589 0,5775 0,01015672 437,3761538
49,8448 0,7036  0,01411582 383,4215385
56,8499 0,2774  0,00487952 437,3069231
50,8878 0,3489  0,00685626  391,4446154
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ZjuHsp100-67 5 GSMUA_Achr1T27100_001 1 6,4475 0,3629  0,05628538 49,59615385
ZjuHsp100-67 5 GSMUA_Achr4T17520_001 4 56,1617 0,2706  0,00481823  432,0130769
ZjuHsp100-67 5 GSMUA_Achr5T21820_001 5 21,3549 0,4352  0,0203794  164,2684615
ZjuHsp100-67 5 GSMUA_Achr5T16360_001 5 31,7257 0,4927 0,01553 244,0438462
ZjuHsp100-67 5 GSMUA_Achr3T05230_001 3 58,8662 0,5596  0,0095063  452,8169231
ZjuHsp100-67 5 GSMUA_Achr5T10060_001 5 18,4531 0,4642  0,02515566  141,9469231
ZjuHsp100-67 5 GSMUA_Achr9T27350_001 9 44,8164 0,6153  0,01372935 344,7415385
ZjuHsp100-68 5 GSMUA_Achr4T17530_001 4 22,3798 0,3254  0,0145399  172,1523077
ZjuHsp100-68 5 GSMUA_Achr4T17520_001 4 13,3123 0,3131  0,0235196  102,4023077
ZjuHsp100-68 5 GSMUA_Achr3T10890_001 3 55,5935 0,4317  0,0077653  427,6423077
ZjuHsp100-68 5 GSMUA_Achr1T27100_001 1 50,3603 0,4015 0,00797255 387,3869231
ZjuHsp100-68 5 GSMUA_Achr5T21820_001 5 62,164 0,5539  0,0089103  478,1846154
ZjuHsp100-68 5 GSMUA_Achr5T16360_001 5 62,3493 0,5507  0,0088325 479,61

ZjuHsp100-68 5 GSMUA_Achr3T05230_001 3 58,2196 0,5885 0,01010828 447,8430769
ZjuHsp100-68 5 GSMUA_Achr5T10060_001 5 45,963 0,5658  0,0123099  353,5615385
ZjuHsp100-68 5 GSMUA_Achr9T27350_001 9 49,7535 0,6973  0,01401509  382,7192308
ZjuHsp100-70 5 GSMUA_Achr1T13710_001 1 6,2212 0,1013  0,01628303 47,85538462
ZjuHsp100-70 5 GSMUA_Achr3T16240_001 3 6,2713 0,1053  0,01679078  48,24076923
ZjuHsp100-70 5 GSMUA_Achr9T22420_001 9 25,529 0,4801 0,01880606 196,3769231
ZjuHsp100-70 5 GSMUA_Achr6T16670_001 6 19,2514 0,4484  0,02329181  148,0876923
ZjuHsp100-70 5 GSMUA_Achr6T08040_001 6 25,2709 0,4154  0,01643788 194,3915385
ZjuHsp100-70 5 GSMUA_Achr8T09160_001 8 49,7978 0,5258  0,0105587 383,06

ZjuHsp100-70 5 GSMUA_Achr3T18630_001 3 49,0181 0,5025 0,01025132 377,0623077
ZjuHsp100-70 5 GSMUA_Achr6T16470_001 6 35,2152 0,535 0,0151923  270,8861538
ZjuHsp100-70 5 GSMUA_Achr10T12430_001 10 42,8099 0,6473  0,01512033  329,3069231
ZjuHsp100-70 5 GSMUA_Achr6T23780_001 6 49,0628 0,6043  0,01231687 377,4061538
ZjuHsp100-70 5 GSMUA_AchrUn_randomT22440_001 scaffold 51,0526 0,5622  0,01101217 392,7123077
ZjuHsp100-71 5 GSMUA_Achr1T13710_001 1 6,2194 0,1013  0,01628774 47,84153846
ZjuHsp100-71 5 GSMUA_Achr3T16240_001 3 6,2697 0,1053  0,01679506 48,22846154
ZjuHsp100-71 5 GSMUA_Achr9T22420_001 9 25,5797 0,4800 0,01876488 196,7669231
ZjuHsp100-71 5 GSMUA_Achr6T16670_001 6 19,1566 0,4484  0,02340708 147,3584615
ZjuHsp100-71 5 GSMUA_Achr6T08040_001 6 24,7584 0,4155 0,01678218 190,4492308
ZjuHsp100-71 5 GSMUA_Achr8T09160_001 8 49,7958 0,526  0,01056314 383,0446154
ZjuHsp100-71 5 GSMUA_Achr3T18630_001 3 49,0169 0,5026  0,01025361 377,0530769
ZjuHsp100-71 5 GSMUA_Achr6T16470_001 6 35,2289 0,5351 0,01518923 270,9915385
ZjuHsp100-71 5 GSMUA_Achr6T23780_001 6 49,0601 0,6043 0,01231755 377,3853846
ZjuHsp100-71 5 GSMUA_AchrUn_randomT22440_001 scaffold 51,0553 0,5621  0,01100963 392,7330769
ZjuHsp100-72 5 GSMUA_Achr4T05050_001 4 2,7996 0,0933  0,03332619 21,53538462
ZjuHsp100-72 6 GSMUA_Achr9T24030_001 9 2,6205 0,1100  0,04197672 20,15769231
ZjuHsp100-72 6 GSMUA_AchrUn_randomT03040_001 scaffold 49,064 0,3685  0,0075106  377,4153846
ZjuHsp100-72 6 GSMUA_Achr7T04590_001 7 48,0263 0,4549  0,00947189  369,4330769
ZjuHsp100-72 6 GSMUA_Achr11T24090_001 11 50,1629 0,6021 0,01200289 385,8684615
ZjuHsp100-72 6 GSMUA_AchrUn_randomT18700_001 scaffold 49,1164 0,6118 0,01245612 377,8184615
ZjuHsp100-72 6 GSMUA_Achr9T03360_001 9 50,3167 0,594  0,01180523 387,0515385
ZjuHsp100-72 6 GSMUA_Achr4T08480_001 4 47,4812 0,6179  0,01301357 365,24

ZjuHsp100-72 6 GSMUA_Achr5T09650_001 5 50,9588 0,6416  0,01259056  391,9907692
ZjuHsp100-72 6 GSMUA_Achr6T33650_001 6 25,012 0,5749  0,02298497 192,4

ZjuHsp100-72 6 GSMUA_Achr4T15660_001 4 46,6729 0,6285 0,01346606 359,0223077
ZjuHsp100-72 6 GSMUA_Achr1T05180_001 1 48,1075 0,6517  0,01354674 370,0576923
ZjuHsp100-72 6 GSMUA_Achr10T29710_001 10 9,1865 0,4434  0,04826648 70,66538462
ZjuHsp100-72 6 GSMUA_Achr3T31630_001 3 48,5164 0,7348  0,01514539  373,2030769
ZjuHsp100-72 6 GSMUA_Achr3T16280_001 3 48,4932 0,7434  0,01532998 373,0246154
ZjuHsp100-73 6 GSMUA_Achr4T05050_001 4 3,4412 0,2651  0,07703708  26,47076923
ZjuHsp100-73 6 GSMUA_Achr9T24030_001 9 2,646 0,2758  0,1042328  20,35384615
ZjuHsp100-73 6 GSMUA_Achr2T03620_001 2 2,4131 0,1737  0,0719821  18,56230769
ZjuHsp100-73 6 GSMUA_Achr1T07310_001 1 2,4793 0,1843  0,0743355  19,07153846
ZjuHsp100-73 6 GSMUA_Achr7T04070_001 7 46,3187 0,1757  0,00379328  356,2976923
ZjuHsp100-73 6 GSMUA_AchrUn_randomT07220_001 scaffold 2,7155 0,2438  0,08978089  20,88846154
ZjuHsp100-73 6 GSMUA_AchrUn_randomT17750_001 scaffold 2,4118 0,1547  0,06414296 18,55230769
ZjuHsp100-73 6 GSMUA_Achr10T29710_001 10 48,8256 0,4876  0,00998656  375,5815385
ZjuHsp100-73 6 GSMUA_AchrUn_randomT03040_001 scaffold 48,0862 0,5996  0,01246927 369,8938462
ZjuHsp100-73 6 GSMUA_Achr6T36490_001 6 5,8767 0,2315 0,03939286 45,20538462
ZjuHsp100-73 6 GSMUA_Achr1T09040_001 1 3,5071 0,2368  0,06752017  26,97769231
ZjuHsp100-73 6 GSMUA_Achr8T19190_001 8 4,3622 0,2631  0,0603136  33,55538462
ZjuHsp100-73 6 GSMUA_Achr11T00800_001 11 2,9226 0,2424  0,08293985 22,48153846
ZjuHsp100-73 6 GSMUA_Achr4T04940_001 4 3,9447 0,256 0,0648972  30,34384615
ZjuHsp100-73 6 GSMUA_Achr7T04590_001 7 48,7799 0,6216  0,01274295 375,23

ZjuHsp100-73 6 GSMUA_Achr2T08380_001 2 3,6900 0,2938  0,0796206  28,38461538
ZjuHsp100-73 6 GSMUA_Achr2T00980_001 2 2,5777 0,2597  0,10074873 19,82846154
ZjuHsp100-73 6 GSMUA_Achr8T04060_001 8 4,4151 0,3196  0,07238794  33,96230769
ZjuHsp100-73 6 GSMUA_Achr2T08480_001 2 5,5376 0,338  0,06103727 42,59692308
ZjuHsp100-73 6 GSMUA_Achr3T25920_001 3 7,8709 0,3396  0,04314627 60,54538462
ZjuHsp100-73 6 GSMUA_AchrUn_randomT06680_001 scaffold 4,2018 0,2995 0,07127898  32,32153846
ZjuHsp100-73 6 GSMUA_Achr11T24090_001 11 51,2776 0,7041  0,01373114 394,4430769
ZjuHsp100-73 6 GSMUA_AchrUn_randomT18700_001 scaffold 51,0552 0,7703  0,01508759  392,7323077
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ZjuHsp100-73 6 GSMUA_Achr9T03360_001 9 50,9047 0,7639  0,01500647 391,5746154
ZjuHsp100-74 6 GSMUA_Achr5T09650_001 5 3,0519 0,1097  0,03594482  23,47615385
ZjuHsp100-74 6 GSMUA_Achr1T05180_001 1 2,1485 0,1185 0,05515476 16,52692308
ZjuHsp100-74 6 GSMUA_Achr4T08480_001 4 52,1212 0,4242  0,00813872  400,9323077
ZjuHsp100-74 6 GSMUA_Achr4T15660_001 4 51,3881 0,4593  0,00893787  395,2930769
ZjuHsp100-74 6 GSMUA_Achr4T05050_001 4 47,224 0,6519  0,01380442 363,2615385
ZjuHsp100-74 6 GSMUA_Achr9T24030_001 9 13,5471 0,6576  0,04854175 104,2084615
ZjuHsp100-74 6 GSMUA_AchrUn_randomT03040_001 scaffold 51,7382 0,499  0,00964471 397,9861538
ZjuHsp100-74 6 GSMUA_Achr7T04590_001 7 50,7922 0,5594  0,0110135  390,7092308
ZjuHsp100-74 6 GSMUA_Achr9T03360_001 9 30,9276 0,6796  0,0219739  237,9046154
ZjuHsp100-74 6 GSMUA_Achr11T24090_001 11 55,1795 0,711  0,01288522 424,4576923
ZjuHsp100-74 6 GSMUA_AchrUn_randomT18700_001 scaffold 52,7374 0,7183  0,01362031 405,6723077
ZjuHsp100-74 6 GSMUA_Achr6T33650_001 6 49,4191 0,6062 0,01226651 380,1469231
ZjuHsp100-74 6 GSMUA_Achr10T29710_001 10 52,4198 0,544  0,01037776 403,2292308
ZjuHsp100-74 6 GSMUA_Achr3T31630_001 3 50,1516 0,8115 0,01618094 385,7815385
ZjuHsp100-74 6 GSMUA_Achr3T16280_001 3 54,2332 0,774 0,0142717  417,1784615
ZjuHsp100-75 6 GSMUA_Achr5T09650_001 5 3,0519 0,1097  0,03594482  23,47615385
ZjuHsp100-75 6 GSMUA_Achr1T05180_001 1 2,1485 0,1185 0,05515476 16,52692308
ZjuHsp100-75 6 GSMUA_Achr4T08480_001 4 52,1211 0,4242  0,00813874  400,9315385
ZjuHsp100-75 6 GSMUA_Achr4T15660_001 4 51,3847 0,4593  0,00893846  395,2669231
ZjuHsp100-75 6 GSMUA_Achr4T05050_001 4 47,2245 0,6519 0,01380428 363,2653846
ZjuHsp100-75 6 GSMUA_Achr9T24030_001 9 13,5435 0,6576  0,04855466 104,1807692
ZjuHsp100-75 6 GSMUA_AchrUn_randomT03040_001 scaffold 51,7355 0,4991  0,00964715 397,9653846
ZjuHsp100-75 6 GSMUA_Achr7T04590_001 7 50,7915 0,5593  0,01101169 390,7038462
ZjuHsp100-75 6 GSMUA_Achr9T03360_001 9 0,1962 15,9528 81,3088685 1,509230769
ZjuHsp100-75 6 GSMUA_Achr11T24090_001 11 55,1813 0,7108  0,01288118 424,4715385
ZjuHsp100-75 6 GSMUA_AchrUn_randomT18700_001 scaffold 52,7358 0,7183  0,01362073 405,66
ZjuHsp100-75 6 GSMUA_Achr6T33650_001 6 49,4193 0,6063 0,01226849 380,1484615
ZjuHsp100-75 6 GSMUA_Achr10T29710_001 10 52,4213 0,544  0,01037746  403,2407692
ZjuHsp100-75 6 GSMUA_Achr3T31630_001 3 50,151 0,8116  0,01618313  385,7769231
ZjuHsp100-75 6 GSMUA_Achr3T16280_001 3 54,2329 0,7742  0,01427547 417,1761538
ZjuHsp100-76 6 GSMUA_Achr9T22420_001 9 2,0453 0,0563 0,02752652 15,73307692
ZjuHsp100-76 6 GSMUA_Achr6T16670_001 6 54,295 0,2017  0,00371489 417,6538462
ZjuHsp100-76 6 GSMUA_Achr1T13710_001 1 39,4981 0,445  0,01126636 303,8315385
ZjuHsp100-76 6 GSMUA_Achr3T16240_001 3 49,7559 0,4425 0,00889342 382,7376923
ZjuHsp100-76 6 GSMUA_Achr6T08040_001 6 55,5757 0,3286  0,00591266 427,5053846
ZjuHsp100-76 6 GSMUA_Achr3T18630_001 3 52,0512 0,497  0,00954829  400,3938462
ZjuHsp100-76 6 GSMUA_Achr8T09160_001 8 53,3079 0,5071  0,00951266 410,0607692
ZjuHsp100-76 6 GSMUA_Achr6T16470_001 6 52,5177 0,4942  0,00941016  403,9823077
ZjuHsp100-76 6 GSMUA_Achr10T12430_001 10 52,531 0,6211  0,01182349 404,0846154
ZjuHsp100-76 6 GSMUA_Achr6T23780_001 6 51,9086 0,5591  0,01077085 399,2969231
ZjuHsp100-76 6 GSMUA_AchrUn_randomT22440_001 scaffold 37,0448 0,536  0,01446897 284,96
ZjuHsp100-77 6 GSMUA_AchrUn_randomT00180_001 scaffold 2,7079 0,0238  0,0087891 20,83
ZjuHsp100-77 6 GSMUA_Achr7T17620_001 7 2,139 0,0277  0,01294998  16,45384615
ZjuHsp100-77 6 GSMUA_Achr4T03720_001 4 2,4300 0,0392  0,01613169 18,69230769
ZjuHsp100-77 6 GSMUA_Achr7T09950_001 7 50,2179 0,4999  0,00995462 386,2915385
ZjuHsp100-77 6 GSMUA_Achr10T27140_001 10 18,4952 0,5276  0,02852632  142,2707692
ZjuHsp100-77 6 GSMUA_AchrUn_randomT12540_001 scaffold 55,945 0,5513  0,00985432 430,3461538
ZjuHsp100-77 6 GSMUA_Achr8T16830_001 8 56,1916 0,5554  0,00988404  432,2430769
ZjuHsp100-77 6 GSMUA_Achr4T05850_001 4 16,0901 0,5684  0,03532607 123,77
ZjuHsp100-77 6 GSMUA_Achr4T05840_001 4 42,4052 0,5556  0,01310217 326,1938462
ZjuHsp100-77 6 GSMUA_Achr7T21960_001 7 50,1606 0,5844  0,01165058 385,8507692
ZjuHsp100-77 6 GSMUA_Achr9T13230_001 9 53,0625 0,5441  0,01025395 408,1730769
ZjuHsp100-77 6 GSMUA_Achr5T04520_001 5 35,9607 0,5489  0,01526389 276,6207692
ZjuHsp100-77 6 GSMUA_Achr3T04570_001 3 44,765 0,5712  0,01275997 344,3461538
ZjuHsp100-77 6 GSMUA_Achr11T10600_001 11 41,4812 0,5166  0,01245383 319,0861538
ZjuHsp100-77 6 GSMUA_Achr6T12250_001 6 19,2483 0,5023  0,02609581  148,0638462
ZjuHsp100-77 6 GSMUA_Achr9T23550_001 9 54,1433 0,7608  0,0140516  416,4869231
ZjuHsp100-77 6 GSMUA_Achr5T15500_001 5 27,1628 0,7864  0,02895136  208,9446154
ZjuHsp100-77 6 GSMUA_Achr7T04540_001 7 52,3848 0,7303  0,01394107 402,96
ZjuHsp100-77 6 GSMUA_Achr4T26800_001 4 52,9888 0,8084  0,01525605 407,6061538
ZjuHsp100-78 6 GSMUA_Achr3T19040_001 3 1,3271 0,0752  0,05666491 10,20846154
ZjuHsp100-78 6 GSMUA_Achr7T12340_001 7 49,8053 0,7222  0,01450046 383,1176923
ZjuHsp100-78 6 GSMUA_Achr4T24860_001 4 53,1132 0,6800 0,01280284 408,5630769
ZjuHsp100-79 6 GSMUA_Achr3T19040_001 3 1,4351 0,089  0,06201658 11,03923077
ZjuHsp100-79 6 GSMUA_Achr7T12340_001 7 50,0754 0,7413  0,01480368 385,1953846
ZjuHsp100-79 6 GSMUA_Achr4T24860_001 4 52,0907 0,685  0,01315014 400,6976923
ZjuHsp100-80 7 GSMUA_Achr6T29120_001 6 2,5656 0,2428  0,09463673  19,73538462
ZjuHsp100-80 7 GSMUA_Achr4T26800_001 4 55,6634 0,6811  0,01223605 428,18
ZjuHsp100-80 7 GSMUA_Achr5T15500_001 5 58,6832 0,6759  0,01151778  451,4092308
ZjuHsp100-80 7 GSMUA_Achr4T03560_001 4 52,7726 0,6656  0,01261261 405,9430769
ZjuHsp100-80 7 GSMUA_Achr9T23550_001 9 54,4188 0,6921 0,01271803 418,6061538
ZjuHsp100-80 7 GSMUA_Achr7T04540_001 7 53,5100 0,6600 0,01233414 411,6153846
ZjuHsp100-80 7 GSMUA_Achr6T11080_001 6 52,3054 0,6190 0,01183434  402,3492308
ZjuHsp100-80 7 GSMUA_Achr6T20030_001 6 55,0323 0,8917  0,01620321  423,3253846
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Table S3.6 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp100-81 GSMUA_Achr11T08850_001 11 2,2963 0,2236 0,097374  17,66384615
ZjuHsp100-81 GSMUA_Achr10T04260_001 10 2,1215 0,2218 0,104549  16,31923077
ZjuHsp100-81 GSMUA_Achr1T13870_001 1 11,1984 0,8429 0,07527 86,14153846
ZjuHsp100-81 GSMUA_Achr5T15500_001 5 51,0535 0,8326 0,016308  392,7192308

ZjuHsp100-81 GSMUA_Achr4T26800_001 4 55,3769 0,8648 0,015617  425,9761538
ZjuHsp100-81 GSMUA_Achr7T04540_001 7 10,7025 0,8911 0,083261  82,32692308
ZjuHsp100-81 GSMUA_Achr9T23550_001 9 17,6176 0,8799 0,049944 135,52

ZjuHsp100-82 GSMUA_Achr11T08850_001 11 2,3038 0,2223 0,096493  17,72153846
ZjuHsp100-82 GSMUA_Achr10T04260_001 10 2,1308 0,2217 0,104045  16,39076923
ZjuHsp100-82 GSMUA_Achr1T13870_001 1 12,0525 0,8415 0,06982 92,71153846
ZjuHsp100-82 GSMUA_Achr5T15500_001 5 52,3672 0,8329 0,015905  402,8246154
ZjuHsp100-82 GSMUA_Achr4T26800_001 4 55,9659 0,8628 0,015417  430,5069231
ZjuHsp100-82 GSMUA_Achr7T04540_001 7 11,8133 0,8862 0,075017  90,87153846
ZjuHsp100-82 GSMUA_Achr9T23550_001 9 15,8479 0,8767 0,05532 121,9069231
ZjuHsp100-83 GSMUA_Achr6T21440_001 6 2,1671 0,3589 0,165613 16,67

ZjuHsp100-84 GSMUA_Achr6T21440_001 6 52,6012 1,1589 0,022032  404,6246154
ZjuHsp100-85 GSMUA_Achr6T23780_001 6 2,1342 0,2018 0,094555  16,41692308
ZjuHsp100-85 GSMUA_Achr10T12430_001 10 2,408 0,2563 0,106437  18,52307692
ZjuHsp100-85 GSMUA_Achr3T18630_001 3 51,1887 0,4927 0,009625  393,7592308
ZjuHsp100-85 GSMUA_Achr8T09160_001 8 51,2622 0,4959 0,009674  394,3246154
ZjuHsp100-85 GSMUA_Achr6T16470_001 6 51,76 0,4803 0,009279  398,1538462
ZjuHsp100-85 GSMUA_Achr6T08040_001 6 53,9133 0,4097 0,007599  414,7176923
ZjuHsp100-85 GSMUA_Achr6T16670_001 6 51,357 0,5775 0,011245  395,0538462
ZjuHsp100-85 GSMUA_Achr9T22420_001 9 24,295 0,5734 0,023602  186,8846154
ZjuHsp100-85 GSMUA_Achr1T13710_001 1 47,1483 0,6243 0,013241  362,6792308
ZjuHsp100-85 GSMUA_Achr3T16240_001 3 47,4339 0,6159 0,012984  364,8761538
ZjuHsp100-85 GSMUA_AchrUn_randomT22440_001 scaffold 52,2781 0,5418 0,010364  402,1392308
ZjuHsp100-86 GSMUA_Achr10T07490_001 10 1,6846 0,2821 0,167458  12,95846154

ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86

GSMUA_Achr6T27610_001
GSMUA_Achr7T25300_001
GSMUA_Achr4T24320_001
GSMUA_Achr10T21590_001
GSMUA_Achr3T01430_001
GSMUA_Achr2T22550_001
GSMUA_Achr4T00810_001
GSMUA_Achr3T00740_001
GSMUA_Achr11T06710_001
GSMUA_Achr9T05420_001
GSMUA_Achr8T33760_001
GSMUA_Achr4T05220_001
GSMUA_Achr11T05650_001
GSMUA_Achr8T10090_001

54,7631 0,668 0,012198  421,2546154
51,3081 0,6534 0,012735  394,6776923
52,9193 0,6322 0,011946  407,0715385
50,2369 0,6707 0,013351  386,4376923
54,4006 0,6047 0,011116  418,4661538
53,488 0,659 0,012321  411,4461538
52,4901 0,7999 0,015239 403,77

57,7314 0,7815 0,013537  444,0876923
25,7557 0,6995 0,027159  198,1207692
13,3302 0,7604 0,057043 102,54

56,4502 0,7892 0,01398 434,2323077
54,0822 0,7402 0,013687  416,0169231
56,7162 0,7608 0,013414  436,2784615
55,8075 0,7707 0,01381 429,2884615

ZjuHsp100-86 GSMUA_Achr7T14270_001 540163 0807  0,01494 415551
ZjuHsp100-87 GSMUA_Achr10T11010_001 1,9241 02845 0147861  14,80076923
ZjuHsp100-87 GSMUA_Achr10T16250_001 25116 02016  0,080268 19,32

ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-88
ZjuHsp100-88
ZjuHsp100-88
ZjuHsp100-88
ZjuHsp100-89
ZjuHsp100-89
ZjuHsp100-89
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-91
ZjuHsp100-91
ZjuHsp100-91
ZjuHsp100-91
ZjuHsp100-91
ZjuHsp100-92
ZjuHsp100-92
ZjuHsp100-92
ZjuHsp100-92
ZjuHsp100-92
ZjuHsp100-92
ZjuHsp100-93
ZjuHsp100-93

GSMUA_Achr6T12620_001
GSMUA_Achr10T04420_001
GSMUA_Achr9T25490_001
GSMUA_Achr6T14420_001
GSMUA_Achr6T12630_001
GSMUA_Achr6T12640_001
GSMUA_Achr10T20480_001
GSMUA_Achr4T17050_001
GSMUA_Achr5T03650_001
GSMUA_Achr5T10060_001
GSMUA_AchraT17530_001
GSMUA_Achr3T10890_001
GSMUA_Achr5T21820_001
GSMUA_Achr5T16360_001
GSMUA_Achr3T05230_001
GSMUA_Achr1T27100_001
GSMUA_Achr5T10060_001
GSMUA_Achr4T17530_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T21820_001
GSMUA_Achr3T10890_001
GSMUA_AchraT17520_001
GSMUA_Achr5T10060_001
GSMUA_AchraT17530_001
GSMUA_Achr3T10890_001
GSMUA_Achr5T16360_001
GSMUA_Achr5T21820_001
GSMUA_Achr3T05230_001
GSMUA_Achr5T10060_001
GSMUA_Achr4T17520_001

3,8406 0,2371 0,061735  29,54307692
2,0549 0,2855 0,138936  15,80692308
9,4679 0,3958 0,041804 72,83

18 0,4549 0,025272  138,4615385
1,7475 0,1593 0,091159  13,44230769
27,5368 0,3214 0,011672  211,8215385
3,3689 0,1798 0,053371  25,91461538
13,5292 0,2432 0,017976  104,0707692
5,9323 0,1828 0,030814  45,63307692
10,2394 0,3647 0,035617  78,76461538
65,924 0,5315 0,008062  507,1076923
55,9481 0,5791 0,010351 430,37
17,6688 0,608 0,034411  135,9138462
15,0016 0,5821 0,038803  115,3969231
63,6301 0,5733 0,00901 489,4623077
56,939 0,523 0,009185  437,9923077
8,1253 0,3853 0,04742 62,50230769
58,5665 0,5498 0,009388  450,5115385
53,3863 0,5546 0,010388  410,6638462
38,4412 0,5887 0,015314  295,7015385
53,5844 0,5574 0,010402  412,1876923
58,2515 0,5822 0,009995  448,0884615
7,8676 0,3775 0,047982 60,52
69,0989 0,5309 0,007683 531,53
59,2483 0,5759 0,00972 455,7561538
23,5168 0,5773 0,024548  180,8984615
21,4332 0,5716 0,026669  164,8707692
69,1102 0,5475 0,007922  531,6169231
10,9638 0,462 0,042139  84,33692308
58,2515 0,5822 0,009995  448,0884615
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Table S3.6 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya
ZjuHsp100-94 8 GSMUA_Achr4T26800_001 4 53,9844 0,8833 0,016362  415,2646154
ZjuHsp100-94 8 GSMUA_Achr11T18410_001 11 2,6803 0,3242 0,120957  20,61769231
ZjuHsp100-94 8 GSMUA_Achr7T04540_001 7 51,6708 0,8673 0,016785  397,4676923
ZjuHsp100-94 8 GSMUA_Achr5T15500_001 5 56,2034 0,8692 0,015465  432,3338462
ZjuHsp100-95 8 GSMUA_Achr6T11080_001 6 52,6818 0,7786 0,014779  405,2446154
ZjuHsp100-95 8 GSMUA_Achr4T26800_001 4 53,9842 0,8834 0,016364  415,2630769
ZjuHsp100-95 8 GSMUA_Achr5T15500_001 5 56,3077 0,8704 0,015458  433,1361538
ZjuHsp100-95 8 GSMUA_Achr7T04540_001 7 51,6441 0,8659 0,016767  397,2623077
ZjuHsp100-96 8 GSMUA_AchrUn_randomT23050_001 scaffold 3,3805 0,1971 0,058305 26,00384615
ZjuHsp100-96 8 GSMUA_Achr1T13120_001 1 1,8728 0,2039 0,108874  14,40615385
ZjuHsp100-97 8 GSMUA_AchrUn_randomT23050_001 scaffold 3,3806 0,1971 0,058303  26,00461538
ZjuHsp100-97 8 GSMUA_Achr1T13120_001 11 1,8728 0,2039 0,108874  14,40615385
ZjuHsp100-98 8 GSMUA_Achr10T11010_001 10 2,7072 0,3529 0,130356  20,82461538
ZjuHsp100-98 8 GSMUA_Achr6T12620_001 6 3,8468 0,3552 0,092336  29,59076923
ZjuHsp100-98 8 GSMUA_Achr10T04420_001 10 2,2196 0,4039 0,18197 17,07384615
ZjuHsp100-98 8 GSMUA_Achr10T16250_001 10 2,8002 0,2847 0,101671 21,54
ZjuHsp100-99 9 GSMUA_Achr3T00740_001 3 2,2154 0,2058 0,092895  17,04153846
ZjuHsp100-99 9 GSMUA_Achr8T33760_001 8 2,3877 0,2199 0,092097  18,36692308
ZjuHsp100-99 9 GSMUA_Achr8T10090_001 8 2,2766 0,2821 0,123913  17,51230769
ZjuHsp100-99 9 GSMUA_Achr11T15820_001 11 2,1355 0,2791 0,130695  16,42692308
ZjuHsp100-99 9 GSMUA_Achr7T07310_001 7 60,2466 0,6603 0,01096 463,4353846
ZjuHsp100-99 9 GSMUA_Achr11T05650_001 11 2,3197 0,1778 0,076648  17,84384615
ZjuHsp100-99 9 GSMUA_Achr7T14270_001 7 57,0146 0,4891 0,008579  438,5738462
ZjuHsp100-99 9 GSMUA_Achr9T05420_001 9 57,1212 0,4988 0,008732  439,3938462
ZjuHsp100-99 9 GSMUA_Achr4T05220_001 4 54,5876 0,5581 0,010224  419,9046154
ZjuHsp100-99 9 GSMUA_Achr11T06710_001 11 53,8447 0,567 0,01053 414,19
ZjuHsp100-99 9 GSMUA_Achr10T07490_001 10 55,3224 0,7419 0,01341 425,5569231
ZjuHsp100-99 9 GSMUA_Achr11T20320_001 11 6,8034 0,3575 0,052547  52,33384615
ZjuHsp100-100 9 GSMUA_Achr3T00740_001 3 2,2444 0,2307 0,102789  17,26461538
ZjuHsp100-100 9 GSMUA_Achr8T33760_001 8 3,0945 0,2483 0,080239  23,80384615
ZjuHsp100-100 9 GSMUA_Achr11T15820_001 11 2,1355 0,2791 0,130695  16,42692308
ZjuHsp100-100 9 GSMUA_Achr8T10090_001 8 2,3154 0,3289 0,142049  17,81076923
ZjuHsp100-100 9 GSMUA_Achr7T07310_001 7 60,3593 0,6576 0,010895  464,3023077
ZjuHsp100-100 9 GSMUA_Achr11T05650_001 11 2,3197 0,1778 0,076648  17,84384615
ZjuHsp100-100 9 GSMUA_Achr7T14270_001 7 57,0199 0,489 0,008576  438,6146154
ZjuHsp100-100 9 GSMUA_Achr9T05420_001 9 57,1318 0,4986 0,008727  439,4753846
ZjuHsp100-100 9 GSMUA_Achr11T06710_001 11 54,1889 0,5692 0,010504  416,8376923
ZjuHsp100-100 9 GSMUA_Achr4T05220_001 4 54,4798 0,5584 0,01025 419,0753846
ZjuHsp100-100 9 GSMUA_Achr11T20320_001 11 6,805 0,3575 0,052535  52,34615385
ZjuHsp100-100 9 GSMUA_Achr10T07490_001 10 1,0567 0,156 0,147629  8,128461538
ZjuHsp100-101 9 GSMUA_Achr4T26800_001 4 53,2275 0,7794 0,014643  409,4423077
ZjuHsp100-101 9 GSMUA_Achr6T20030_001 6 1,8723 0,2807 0,149923  14,40230769
ZjuHsp100-101 9 GSMUA_Achr7T04540_001 7 51,8509 0,7976 0,015383  398,8530769
ZjuHsp100-101 9 GSMUA_Achr5T15500_001 5 55,204 0,8144 0,014753  424,6461538
ZjuHsp100-101 9 GSMUA_Achr4T03560_001 4 51,2619 0,9102 0,017756  394,3223077
ZjuHsp100-101 9 GSMUA_Achr9T23550_001 9 52,7594 0,8291 0,015715  405,8415385
ZjuHsp100-101 9 GSMUA_Achr11T18410_001 11 56,1068 0,9062 0,016151  431,5907692
ZjuHsp100-102 9 GSMUA_Achr4T05840_001 4 2,0907 0,0195 0,009327  16,08230769
ZjuHsp100-102 9 GSMUA_Achr4T05850_001 4 2,0792 0,0204 0,009811  15,99384615
ZjuHsp100-102 9 GSMUA_Achr11T10600_001 11 26,6043 0,399 0,014998  204,6484615
ZjuHsp100-102 9 GSMUA_Achr7T21960_001 7 33,8916 0,5547 0,016367  260,7046154
ZjuHsp100-102 9 GSMUA_Achr9T13230_001 9 49,791 0,5096 0,010235  383,0076923
ZjuHsp100-102 9 GSMUA_Achr6T12250_001 6 11,844 0,4065 0,034321  91,10769231
ZjuHsp100-102 9 GSMUA_Achr5T04520_001 5 41,3888 0,5097 0,012315  318,3753846
ZjuHsp100-102 9 GSMUA_Achr7T09950_001 7 50,6729 0,5162 0,010187  389,7915385
ZjuHsp100-102 9 GSMUA_Achr4T03720_001 4 52,3146 0,5586 0,010678 402,42
ZjuHsp100-102 9 GSMUA_Achr10T27140_001 10 51,1408 0,5375 0,01051 393,3907692
ZjuHsp100-102 9 GSMUA_AchrUn_randomT00180_001 scaffold 14,9742 0,5408 0,036115  115,1861538
ZjuHsp100-102 9 GSMUA_Achr3T04570_001 3 42,4958 0,567 0,013342  326,8907692
ZjuHsp100-102 9 GSMUA_AchrUn_randomT12540_001 scaffold 52,3613 0,5712 0,010909  402,7792308
ZjuHsp100-102 9 GSMUA_Achr8T16830_001 8 53,1107 0,5637 0,010614  408,5438462
ZjuHsp100-102 9 GSMUA_Achr5T15500_001 5 54,1547 0,7783 0,014372  416,5746154
ZjuHsp100-102 9 GSMUA_Achr7T17620_001 7 52,0125 0,5506 0,010586  400,0961538
ZjuHsp100-103 9 GSMUA_Achr6T27610_001 6 1,7107 0,2032 0,118782  13,15923077
ZjuHsp100-103 9 GSMUA_Achr10T07490_001 10 52,7392 0,6774 0,012844  405,6861538
ZjuHsp100-103 9 GSMUA_Achr10T21590_001 10 50,8691 0,6345 0,012473  391,3007692
ZjuHsp100-104 10 GSMUA_Achr5T10060_001 5 42,6743 0,4974 0,011656  328,2638462
ZjuHsp100-105 10 GSMUA_Achr9T24030_001 9 48,7682 0,7922 0,016244 375,14
ZjuHsp100-105 10 GSMUA_Achr3T16280_001 3 3,0351 0,1761 0,058021  23,34692308
ZjuHsp100-105 10 GSMUA_AchrUn_randomT03040_001 scaffold 51,0753 0,6221 0,01218 392,8869231
ZjuHsp100-105 10 GSMUA_Achr4T05050_001 4 47,8568 0,7404 0,015471  368,1292308
ZjuHsp100-105 10 GSMUA_Achr4T08480_001 4 51,8076 0,8265 0,015953 398,52
ZjuHsp100-105 10 GSMUA_Achr11T24090_001 11 54,1495 0,8474 0,015649  416,5346154
ZjuHsp100-105 10 GSMUA_Achr9T03360_001 9 52,5449 0,8088 0,015393  404,1915385
ZjuHsp100-105 10 GSMUA_Achr9T18420_001 9 5,4985 0,7181 0,130599  42,29615385
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ZjuHsp100-105 10 GSMUA_Achr6T33650_001 6 48,246 0,7733 0,016028  371,1230769
ZjuHsp100-105 10 GSMUA_Achr7T04590_001 7 50,6605 0,7125 0,014064  389,6961538
ZjuHsp100-105 10 GSMUA_AchrUn_randomT18700_001 scaffold 51,1513 0,8435 0,01649 393,4715385
ZjuHsp100-106 10 GSMUA_Achr4T26800_001 4 52,4051 0,5976 0,011403  403,1161538
ZjuHsp100-106 10 GSMUA_Achr6T11080_001 6 2,4441 0,2552 0,104415  18,80076923
ZjuHsp100-106 10 GSMUA_Achr5T15500_001 5 55,1069 0,5918 0,010739  423,8992308
ZjuHsp100-106 10 GSMUA_Achr7T04540_001 7 50,1878 0,5947 0,011849 386,06
ZjuHsp100-106 10 GSMUA_Achr4T03560_001 4 45,2465 0,6493 0,01435 348,05
ZjuHsp100-106 10 GSMUA_Achr9T23550_001 9 51,6965 0,5944 0,011498  397,6653846
ZjuHsp100-106 10 GSMUA_Achr11T18410_001 11 56,0291 0,7336 0,013093  430,9930769
ZjuHsp100-106 10 GSMUA_Achr6T29120_001 6 39,2043 0,589 0,015024  301,5715385
ZjuHsp100-107 10 GSMUA_Achr6T11080_001 6 2,4463 0,2672 0,109226  18,81769231
ZjuHsp100-107 10 GSMUA_Achr4T26800_001 4 52,3548 0,6214 0,011869  402,7292308
ZjuHsp100-107 10 GSMUA_Achr7T04540_001 7 49,6777 0,6198 0,012476  382,1361538
ZjuHsp100-107 10 GSMUA_Achr5T15500_001 5 54,7539 0,6165 0,011259  421,1838462
ZjuHsp100-107 10 GSMUA_Achr4T03560_001 4 52,1966 0,6909 0,013236  401,5123077
ZjuHsp100-107 10 GSMUA_Achr4T00810_001 4 53,3072 0,879 0,016489  410,0553846
ZjuHsp100-108 10 GSMUA_Achr6T11080_001 6 2,3939 0,2751 0,114917  18,41461538
ZjuHsp100-108 10 GSMUA_Achr9T23550_001 9 54,1307 0,5935 0,010964 416,39
ZjuHsp100-108 10 GSMUA_Achr4T26800_001 4 51,5822 0,5995 0,011622  396,7861538
ZjuHsp100-108 10 GSMUA_Achr5T15500_001 5 54,132 0,5933 0,01096 416,4
ZjuHsp100-108 10 GSMUA_Achr4T03560_001 4 52,1508 0,64 0,012272 401,16
ZjuHsp100-108 10 GSMUA_Achr7T04540_001 7 49,7644 0,5899 0,011854  382,8030769
ZjuHsp100-108 10 GSMUA_Achr6T29120_001 6 25,1435 0,5818 0,023139  193,4115385
ZjuHsp100-108 10 GSMUA_Achr11T18410_001 11 55,0566 0,7186 0,013052  423,5123077
ZjuHsp100-109 10 GSMUA_Achr11T15820_001 11 60,5581 0,6529 0,010781  465,8315385
ZjuHsp100-109 10 GSMUA_Achr7T07310_001 7 2,4331 0,2261 0,092927  18,71615385
ZjuHsp100-109 10 GSMUA_Achr8T10090_001 8 18,1923 0,6544 0,035971  139,9407692
ZjuHsp100-109 10 GSMUA_Achr11T05650_001 11 61,2271 0,5291 0,008642  470,9776923
ZjuHsp100-109 10 GSMUA_Achr3T00740_001 3 60,985 0,6516 0,010685  469,1153846
ZjuHsp100-109 10 GSMUA_Achr8T33760_001 8 59,0356 0,6055 0,010257 454,12
ZjuHsp100-109 10 GSMUA_Achr7T14270_001 7 42,1185 0,5534 0,013139  323,9884615
ZjuHsp100-109 10 GSMUA_Achr9T05420_001 9 22,4757 0,5817 0,025881 172,89
ZjuHsp100-109 10 GSMUA_Achr4T05220_001 4 51,9397 0,6008 0,011567  399,5361538
ZjuHsp100-109 10 GSMUA_Achr11T06710_001 11 52,2213 0,58 0,011107  401,7023077
ZjuHsp100-109 10 GSMUA_Achr11T20330_001 11 36,4471 0,4194 0,011507  280,3623077
ZjuHsp100-109 10 GSMUA_Achr11T20320_001 11 14,6376 0,4174 0,028516  112,5969231
ZjuHsp100-109 10 GSMUA_Achr10T07490_001 10 31,7967 0,7562 0,023782 244,59
ZjuHsp100-110 10 GSMUA_Achr11T15820_001 11 60,0483 0,6685 0,011133 461,91
ZjuHsp100-110 10 GSMUA_Achr7T07310_001 7 2,4331 0,2261 0,092927  18,71615385
ZjuHsp100-110 10 GSMUA_Achr8T33760_001 8 58,2891 0,6353 0,010899  448,3776923
ZjuHsp100-110 10 GSMUA_Achr8T10090_001 8 16,233 0,6582 0,040547  124,8692308
ZjuHsp100-110 10 GSMUA_Achr3T00740_001 3 61,4045 0,6485 0,010561  472,3423077
ZjuHsp100-110 10 GSMUA_Achr11T05650_001 11 61,7352 0,535 0,008666  474,8861538
ZjuHsp100-110 10 GSMUA_Achr7T14270_001 7 44,7028 0,5532 0,012375  343,8676923
ZjuHsp100-110 10 GSMUA_Achr9T05420_001 9 19,4889 0,583 0,029914  149,9146154
ZjuHsp100-110 10 GSMUA_Achr4T05220_001 4 52,137 0,6002 0,011512  401,0538462
ZjuHsp100-110 10 GSMUA_Achr11T06710_001 11 52,2212 0,5799 0,011105  401,7015385
ZjuHsp100-110 10 GSMUA_Achr11T20330_001 11 35,3649 0,4195 0,011862  272,0376923
ZjuHsp100-110 10 GSMUA_Achr11T20320_001 11 14,6357 0,4174 0,028519  112,5823077
ZjuHsp100-110 10 GSMUA_Achr10T07490_001 10 54,018 0,767 0,014199  415,5230769
ZjuHsp100-111 10 GSMUA_Achr11T15820_001 11 60,0483 0,6685 0,011133 461,91
ZjuHsp100-111 10 GSMUA_Achr7T07310_001 7 2,4331 0,2261 0,092927  18,71615385
ZjuHsp100-111 10 GSMUA_Achr8T33760_001 8 58,2891 0,6353 0,010899  448,3776923
ZjuHsp100-111 10 GSMUA_Achr8T10090_001 8 61,4045 0,6582 0,010719  472,3423077
ZjuHsp100-111 10 GSMUA_Achr3T00740_001 3 61,4045 0,6485 0,010561  472,3423077
ZjuHsp100-111 10 GSMUA_Achr11T05650_001 11 61,7352 0,535 0,008666  474,8861538
ZjuHsp100-111 10 GSMUA_Achr7T14270_001 7 44,7028 0,5532 0,012375  343,8676923
ZjuHsp100-111 10 GSMUA_Achr9T05420_001 9 19,4889 0,583 0,029914  149,9146154
ZjuHsp100-111 10 GSMUA_Achr4T05220_001 4 52,137 0,6002 0,011512  401,0538462
ZjuHsp100-111 10 GSMUA_Achr11T06710_001 11 52,2212 0,5799 0,011105  401,7015385
ZjuHsp100-111 10 GSMUA_Achr11T20330_001 11 35,3649 0,4195 0,011862  272,0376923
ZjuHsp100-111 10 GSMUA_Achr11T20320_001 11 14,6357 0,4174 0,028519  112,5823077
ZjuHsp100-111 10 GSMUA_Achr10T07490_001 10 54,018 0,767 0,014199 4155230769
ZjuHsp100-112 10 GSMUA_Achr11T15820_001 11 60,0483 0,6685 0,011133 461,91
ZjuHsp100-112 10 GSMUA_Achr7T07310_001 7 2,4331 0,2261 0,092927  18,71615385
ZjuHsp100-112 10 GSMUA_Achr8T33760_001 8 58,2891 0,6353 0,010899  448,3776923
ZjuHsp100-112 10 GSMUA_Achr8T10090_001 8 61,4045 0,6582 0,010719  472,3423077
ZjuHsp100-112 10 GSMUA_Achr3T00740_001 3 61,4045 0,6582 0,010719  472,3423077
ZjuHsp100-112 10 GSMUA_Achr11T05650_001 11 61,7352 0,535 0,008666  474,8861538
ZjuHsp100-112 10 GSMUA_Achr7T14270_001 7 44,7028 0,5532 0,012375  343,8676923
ZjuHsp100-112 10 GSMUA_Achr9T05420_001 9 19,4889 0,583 0,029914  149,9146154
ZjuHsp100-112 10 GSMUA_Achr4T05220_001 4 52,137 0,6002 0,011512  401,0538462
ZjuHsp100-112 10 GSMUA_Achr11T06710_001 11 52,2212 0,5799 0,011105  401,7015385
ZjuHsp100-112 10 GSMUA_Achr11T20330_001 11 35,3649 0,4195 0,011862  272,0376923

191



Kastamonu Uni., Orman Fakiiltesi Dergisi, 2021, 21(3): 1-226 Supplementary for Ceylan et al.
Kastamonu Univ., Journal of Forestry Faculty

Table S3.6 Continued

1D Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-112 10 GSMUA_Achr11T20320_001 11 14,6357 0,4174 0,028519  112,5823077
ZjuHsp100-112 10 GSMUA_Achr10T07490_001 10 54,018 0,767 0,014199  415,5230769
ZjuHsp100-113 10 GSMUA_Achr11T24320_001 11 36,3687 0,5179 0,01424 279,7592308
ZjuHsp100-113 10 GSMUA_Achr10T30850_001 10 2,7827 0,1501 0,05394 21,40538462
ZjuHsp100-113 10 GSMUA_Achr10T00480_001 10 56,6162 0,5544 0,009792  435,5092308
ZjuHsp100-113 10 GSMUA_Achr2T16450_001 2 54,7453 0,534 0,009754  421,1176923
ZjuHsp100-114 1 GSMUA_Achr4T26800_001 4 56,0807 0,6571 0,011717 431,39
ZjuHsp100-114 11 GSMUA_Achr4T03560_001 4 4,0963 0,38 0,092767 31,51
ZjuHsp100-114 1 GSMUA_Achr7T04540_001 7 53,9756 0,6361 0,011785  415,1969231
ZjuHsp100-114 11 GSMUA_Achr5T15500_001 5 57,6283 0,663 0,011505  443,2946154
ZjuHsp100-114 1 GSMUA_Achr6T11080_001 6 13,6667 0,7227 0,05288 105,1284615
ZjuHsp100-114 1 GSMUA_Achr9T23550_001 9 56,3079 0,6531 0,011599  433,1376923
ZjuHsp100-114 11 GSMUA_Achr6T20030_001 6 57,4853 0,8575 0,014917  442,1946154
ZjuHsp100-114 1 GSMUA_Achr11T18410_001 11 41,9903 0,7848 0,01869 323,0023077
ZjuHsp100-115 11 GSMUA_AchrUn_randomT03040_001 scaffold 51,382 0,6323 0,012306  395,2461538
ZjuHsp100-115 1 GSMUA_Achr3T31630_001 3 2,143 0,2339 0,109146  16,48461538
ZjuHsp100-115 11 GSMUA_Achr9T24030_001 9 45,9732 0,7524 0,016366 353,64
ZjuHsp100-115 11 GSMUA_Achr4T05050_001 4 46,1737 0,7837 0,016973  355,1823077
ZjuHsp100-115 11 GSMUA_Achr1T05180_001 1 6,3982 0,8064 0,126035  49,21692308
ZjuHsp100-115 11 GSMUA_Achr7T04590_001 7 50,4795 0,6875 0,013619  388,3038462
ZjuHsp100-115 11 GSMUA_Achr6T33650_001 6 49,7349 0,7761 0,015605  382,5761538
ZjuHsp100-115 11 GSMUA_Achr4T08480_001 4 26,5333 0,8398 0,031651  204,1023077
ZjuHsp100-115 11 GSMUA_Achr5T09650_001 5 51,8538 0,7891 0,015218  398,8753846
ZjuHsp100-115 11 GSMUA_Achr4T15660_001 4 11,7703 0,7849 0,066685  90,54076923
ZjuHsp100-115 11 GSMUA_Achr11T24090_001 11 53,9719 0,8911 0,01651 415,1684615
ZjuHsp100-116 11 GSMUA_Achr7T12340_001 7 52,7025 0,6847 0,012992  405,4038462
ZjuHsp100-116 11 GSMUA_Achr4dT24860_001 4 2,6934 0,0654 0,024282  20,71846154
ZjuHsp100-119 11 GSMUA_Achr9T05420_001 9 1,9735 0,199 0,100836  15,18076923
ZjuHsp100-119 11 GSMUA_Achr7T14270_001 7 2,2529 0,195 0,086555 17,33
ZjuHsp100-119 11 GSMUA_Achr3T00740_001 3 8,3043 0,5331 0,064196  63,87923077
ZjuHsp100-119 11 GSMUA_Achr8T33760_001 8 9,2399 0,5499 0,059514  71,07615385
ZjuHsp100-119 11 GSMUA_Achr8T10090_001 8 12,2898 0,563 0,04581 94,53692308
ZjuHsp100-119 11 GSMUA_Achr11T15820_001 11 10,8206 0,5757 0,053204  83,23538462
ZjuHsp100-119 11 GSMUA_Achr11T20320_001 11 48,913 0,2807 0,005739  376,2538462
ZjuHsp100-119 11 GSMUA_Achr11T05650_001 11 15,98 0,5311 0,033235  122,9230769
ZjuHsp100-119 11 GSMUA_Achr7T07310_001 7 54,6577 0,619 0,011325  420,4438462
ZjuHsp100-119 11 GSMUA_Achr11T20330_001 11 3,5566 0,3356 0,09436 27,35846154
ZjuHsp100-119 11 GSMUA_Achr4T05220_001 4 52,5389 0,6382 0,012147  404,1453846
ZjuHsp100-119 11 GSMUA_Achr11T06710_001 11 40,432 0,6394 0,015814  311,0153846
ZjuHsp100-120 11 GSMUA_Achr2T03430_001 1 1,5254 0,0879 0,057624  11,73384615
ZjuHsp100-120 11 GSMUA_Achr1T07700_001 1 1,5455 0,0716 0,046328  11,88846154
ZjuHsp100-120 11 GSMUA_Achr7T05610_001 7 38,0375 0,6942 0,01825 292,5961538
ZjuHsp100-121 11 GSMUA_Achr11T24320_001 11 4,4618 0,1236 0,027702  34,32153846
ZjuHsp100-121 11 GSMUA_Achr2T16450_001 2 5,7748 0,1174 0,02033 44,42153846
ZjuHsp100-121 11 GSMUA_Achr10T30850_001 10 30,8588 0,5156 0,016708  237,3753846
ZjuHsp100-121 11 GSMUA_Achr10T00480_001 10 4,8603 0,1189 0,024464  37,38692308
ZjuHsp100-122 11 GSMUA_Achr8T16830_001 8 1,963 0,0177 0,009017 15,1
ZjuHsp100-122 11 GSMUA_AchrUn_randomT12540_001 1,5649 0,0136 0,008691  12,03769231
ZjuHsp100-122 11 GSMUA_Achr10T27140_001 10 54,3746 0,5296 0,00974 418,2661538
ZjuHsp100-122 11 GSMUA_AchrUn_randomT26560_001 scaffold 2,3552 0,0123 0,005222  18,11692308
ZjuHsp100-122 11 GSMUA_AchrUn_randomT00180_001 scaffold 55,8052 0,5182 0,009286  429,2707692
ZjuHsp100-122 11 GSMUA_Achr7T09950_001 7 54,7354 0,4941 0,009027  421,0415385
ZjuHsp100-122 11 GSMUA_Achr7T17620_001 7 55,3776 0,527 0,009516  425,9815385
ZjuHsp100-122 11 GSMUA_Achr4T03720_001 4 55,3812 0,5268 0,009512  426,0092308
ZjuHsp100-122 11 GSMUA_Achr9T13230_001 9 53,5966 0,5218 0,009736  412,2815385
ZjuHsp100-122 11 GSMUA_Achr5T04520_001 5 54,5136 0,5372 0,009854  419,3353846
ZjuHsp100-122 11 GSMUA_Achr4T05840_001 4 53,6391 0,5722 0,010668  412,6084615
ZjuHsp100-122 11 GSMUA_Achr3T04570_001 3 54,3207 0,5584 0,01028 417,8515385
ZjuHsp100-122 11 GSMUA_Achr6T12250_001 6 25,3044 0,4811 0,019013  194,6492308
ZjuHsp100-122 11 GSMUA_Achr4T05850_001 4 54,1553 0,6253 0,011546  416,5792308
ZjuHsp100-122 11 GSMUA_Achr11T10600_001 11 42,6008 0,5072 0,011906  327,6984615
ZjuHsp100-123 11 GSMUA_Achr5T15500_001 5 55,1229 0,5821 0,01056 424,0223077
ZjuHsp100-123 11 GSMUA_Achr4T03560_001 4 3,8298 0,2522 0,065852 29,46
ZjuHsp100-123 11 GSMUA_Achr7T04540_001 7 50,7837 0,6073 0,011959  390,6438462
ZjuHsp100-123 11 GSMUA_Achr4T26800_001 4 52,8339 0,5834 0,011042  406,4146154
ZjuHsp100-123 11 GSMUA_Achr6T11080_001 6 51,8179 0,6718 0,012965  398,5992308
ZjuHsp100-123 11 GSMUA_Achr9T23550_001 9 52,8217 0,5969 0,0113 406,3207692
ZjuHsp100-123 11 GSMUA_Achr11T18410_001 11 38,8161 0,8192 0,021105  298,5853846
ZjuHsp100-123 11 GSMUA_Achr6T29120_001 6 53,7587 0,5909 0,010992  413,5284615
ZjuHsp100-123 11 GSMUA_Achr6T20030_001 6 52,9295 0,8693 0,016424 407,15
ZjuHsp100-124 11 GSMUA_Achr6T12620_001 6 3,6655 0,2509 0,068449  28,19615385
ZjuHsp100-124 11 GSMUA_Achr10T16250_001 10 2,5558 0,2431 0,095117 19,66
ZjuHsp100-124 11 GSMUA_Achr10T04420_001 10 2,6802 0,3045 0,113611  20,61692308
ZjuHsp100-124 11 GSMUA_Achr10T11010_001 10 2,6777 0,2374 0,088658  20,59769231
ZjuHsp100-125 12 GSMUA_Achr10T14770_001 10 32,7342 0,1715 0,005239  251,8015385
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ZjuHsp100-125 12 GSMUA_Achr6T14100_001 6 4,2017 0,1222 0,029083  32,32076923
ZjuHsp100-126 12 GSMUA_Achr4T26800_001 4 3,6154 0,0406 0,01123 27,81076923
ZjuHsp100-126 12 GSMUA_Achr5T15500_001 5 4,0266 0,0371 0,009214  30,97384615
ZjuHsp100-126 12 GSMUA_Achr9T23550_001 9 4,2364 0,0414 0,009772  32,58769231
ZjuHsp100-126 12 GSMUA_Achr7T04540_001 7 4,2713 0,0401 0,009388  32,85615385
ZjuHsp100-126 12 GSMUA_Achr4T03560_001 4 51,0651 0,5886 0,011526  392,8084615
ZjuHsp100-126 12 GSMUA_Achr3T00260_001 3 4,7855 0,1032 0,021565  36,81153846
ZjuHsp100-126 12 GSMUA_Achr6T11080_001 6 52,357 0,5902 0,011273  402,7461538
ZjuHsp100-127 12 GSMUA_Achr5T00990_001 5 2,022 0,4092 0,202374  15,55384615
ZjuHsp100-127 12 GSMUA_Achr6T35590_001 6 2,5468 0,3557 0,139665  19,59076923
ZjuHsp100-127 12 GSMUA_Achr3T05630_001 3 14,6386 0,6042 0,041274  112,6046154
ZjuHsp100-127 12 GSMUA_Achr2T20440_001 2 2,7328 0,3429 0,125476  21,02153846
ZjuHsp100-127 12 GSMUA_Achr8T30370_001 8 3,1656 0,3791 0,119756  24,35076923
ZjuHsp100-127 12 GSMUA_Achr7T15980_001 7 29,4178 0,6606 0,022456  226,2907692
ZjuHsp100-127 12 GSMUA_Achr9T13860_001 9 49,9366 0,6549 0,013115  384,1276923
ZjuHsp100-127 12 GSMUA_Achr9T08970_001 9 2,8685 0,3693 0,128743  22,06538462
ZjuHsp100-127 12 GSMUA_Achr7T05100_001 7 32,9357 0,6943 0,02108 253,3515385
ZjuHsp100-127 12 GSMUA_Achr9T13560_001 9 18,2464 0,7334 0,040194  140,3569231
ZjuHsp100-127 12 GSMUA_AchrUn_randomT18100_001 scaffold 35,6961 0,7288 0,020417  274,5853846
ZjuHsp100-127 12 GSMUA_Achr1T23360_001 1 13,9936 0,7258 0,051867  107,6430769
ZjuHsp100-127 12 GSMUA_Achr3T04960_001 3 15,4096 0,7356 0,047736  118,5353846
ZjuHsp100-127 12 GSMUA_Achr2T05020_001 2 18,8838 0,7539 0,039923 145,26
ZjuHsp100-128 12 GSMUA_Achr7T09950_001 7 1,8279 0,0333 0,018218  14,06076923
ZjuHsp100-128 12 GSMUA_Achr10T27140_001 10 1,5483 0,0393 0,025383 11,91
ZjuHsp100-128 12 GSMUA_AchrUn_randomT12540_001 scaffold 53,4169 0,4992 0,009345  410,8992308
ZjuHsp100-128 12 GSMUA_Achr8T16830_001 8 54,0779 0,4983 0,009214  415,9838462
ZjuHsp100-128 12 GSMUA_Achr4T05850_001 4 15,232 0,5226 0,034309  117,1692308
ZjuHsp100-128 12 GSMUA_Achr4T05840_001 4 15,94 0,538 0,033752  122,6153846
ZjuHsp100-128 12 GSMUA_Achr4T03720_001 4 53,6917 0,5314 0,009897  413,0130769
ZjuHsp100-128 12 GSMUA_Achr4T03720_001 4 53,6922 0,5314 0,009897  413,0169231
ZjuHsp100-128 12 GSMUA_AchrUn_randomT00180_001 scaffold 14,4202 0,5255 0,036442  110,9246154
ZjuHsp100-128 12 GSMUA_Achr9T13230_001 9 25,1115 0,5193 0,02068 193,1653846
ZjuHsp100-128 12 GSMUA_Achr7T17620_001 7 16,0091 0,5445 0,034012  123,1469231
ZjuHsp100-128 12 GSMUA_Achr6T12250_001 6 14,7444 0,4756 0,032256  113,4184615
ZjuHsp100-129 12 GSMUA_Achr1T13870_001 1 2,613 0,4118 0,157597 20,1
ZjuHsp100-130 12 GSMUA_Achr1T13870_001 1 2,613 0,4118 0,157597 20,1
ZjuHsp100-131 12 GSMUA_Achr9T25490_001 9 5,7235 14,7663  2,579942  44,02692308
ZjuHsp100-131 12 GSMUA_Achr6T14420_001 6 0,5384 15,9858  29,69131  4,141538462
ZjuHsp100-132 scaffold GSMUA_Achr1T23360_001 1 6,7804 0,3173 0,046797  52,15692308
ZjuHsp100-132 scaffold GSMUA_Achr7T05100_001 7 4,9185 0,2984 0,060669  37,83461538
ZjuHsp100-132 scaffold GSMUA_Achr9T13560_001 9 3,4554 0,3614 0,10459 26,58
ZjuHsp100-132 scaffold GSMUA_AchrUn_randomT18100_001 3,1434 0,3233 0,10285 24,18
ZjuHsp100-132 scaffold GSMUA_Achr3T04960_001 3 3,0012 0,3937 0,131181  23,08615385
ZjuHsp100-132 scaffold GSMUA_Achr2T05020_001 2 9,1965 0,3666 0,039863  70,74230769
ZjuHsp100-132 scaffold GSMUA_Achr9T13860_001 9 9,1553 0,6007 0,065612  70,42538462
ZjuHsp100-132 scaffold GSMUA_Achr3T05630_001 3 23,7513 0,5798 0,024411  182,7023077
ZjuHsp100-132 scaffold GSMUA_Achr7T15980_001 7 20,693 0,6007 0,029029  159,1769231
ZjuHsp100-133 scaffold GSMUA_Achr9T24030_001 9 49,3012 0,7762 0,015744 379,24
ZjuHsp100-133 scaffold GSMUA_Achr3T16280_001 3 2,423 0,1362 0,056211  18,63846154
ZjuHsp100-133 scaffold GSMUA_AchrUn_randomT03040_001 scaffold 51,4266 0,6233 0,01212 395,5892308
ZjuHsp100-133 scaffold GSMUA_Achr4T05050_001 4 49,8788 0,7634 0,015305  383,6830769
ZjuHsp100-133 scaffold GSMUA_Achr4T15660_001 4 21,3357 0,8237 0,038607  164,1207692
ZjuHsp100-133 scaffold GSMUA_Achr4T08480_001 4 55,416 0,7983 0,014406  426,2769231
ZjuHsp100-134 scaffold GSMUA_Achr1T07700_001 1 52,6187 0,6545 0,012439  404,7592308
ZjuHsp100-134 scaffold GSMUA_Achr7T05610_001 7 2,1537 0,1411 0,065515  16,56692308
ZjuHsp100-134 scaffold GSMUA_Achr2T03430_001 2 0,2873 16,0616  55,90533 2,21
ZjuHsp100-135 scaffold GSMUA_Achr5T21820_001 5 22,6734 0,3895 0,017179  174,4107692
ZjuHsp100-135 scaffold GSMUA_Achr5T10060_001 5 22,6734 0,3895 0,017179  174,4107692
ZjuHsp100-135 scaffold GSMUA_Achr1T27100_001 1 54,1329 0,5526 0,010208  416,4069231
ZjuHsp100-135 scaffold GSMUA_Achr4T17520_001 4 13,1063 0,5525 0,042155  100,8176923
ZjuHsp100-135 scaffold GSMUA_Achr3T10890_001 3 53,4561 0,5854 0,010951  411,2007692
ZjuHsp100-135 scaffold GSMUA_Achr5T16360_001 5 19,4729 0,5297 0,027202  149,7915385
ZjuHsp100-135 scaffold GSMUA_Achr3T05230_001 3 62,0251 0,5451 0,008788  477,1161538
ZjuHsp100-135 scaffold GSMUA_Achr5T21820_001 5 21,2912 0,554 0,02602 163,7784615
ZjuHsp100-136 scaffold GSMUA_Achr5T21820_001 5 22,6734 0,3895 0,017179  174,4107692
ZjuHsp100-136 scaffold GSMUA_Achr5T10060_001 5 22,6734 0,3895 0,017179  174,4107692
ZjuHsp100-136 scaffold GSMUA_Achr1T27100_001 1 54,1329 0,5526 0,010208  416,4069231
ZjuHsp100-136 scaffold GSMUA_Achr4T17520_001 4 13,1063 0,5525 0,042155  100,8176923
ZjuHsp100-136 scaffold GSMUA_Achr3T10890_001 3 53,4561 0,5854 0,010951  411,2007692
ZjuHsp100-136 scaffold GSMUA_Achr5T16360_001 5 19,4729 0,5297 0,027202  149,7915385
ZjuHsp100-136 scaffold GSMUA_Achr3T05230_001 3 62,0251 0,5451 0,008788  477,1161538
ZjuHsp100-136 scaffold GSMUA_Achr5T21820_001 5 21,2912 0,554 0,02602 163,7784615
ZjuHsp100-137 scaffold GSMUA_Achr3T17180_001 3 1,8265 0,1704 0,093293 14,05
ZjuHsp100-138 scaffold GSMUA_Achr6T29120_001 6 2,9468 0,288 0,097733  22,66769231
ZjuHsp100-139 scaffold GSMUA_Achr7T12340_001 7 49,9135 0,7492 0,01501 383,95
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ZjuHsp100-139 scaffold GSMUA_Achr3T19040_001 3 1,4832 0,0861 0,05805 11,40923077
ZjuHsp100-139 scaffold GSMUA_Achr4T24860_001 4 52,205 0,6809 0,013043  401,5769231
ZjuHsp100-140 scaffold GSMUA_Achr7T12340_001 7 49,9135 0,7492 0,01501 383,95
ZjuHsp100-140 scaffold GSMUA_Achr3T19040_001 3 1,4832 0,0861 0,05805 11,40923077
ZjuHsp100-140 scaffold GSMUA_Achr4T24860_001 4 52,205 0,6809 0,013043  401,5769231
ZjuHsp100-141 scaffold GSMUA_Achr5T21820_001 5 22,6734 0,3895 0,017179  174,4107692
ZjuHsp100-141 scaffold GSMUA_Achr5T10060_001 5 22,6734 0,3895 0,017179  174,4107692
ZjuHsp100-141 scaffold GSMUA_Achr1T27100_001 1 54,1329 0,5526 0,010208  416,4069231
ZjuHsp100-141 scaffold GSMUA_Achr4T17520_001 4 13,1063 0,5525 0,042155  100,8176923
ZjuHsp100-141 scaffold GSMUA_Achr3T10890_001 3 53,4561 0,5854 0,010951  411,2007692
ZjuHsp100-141 scaffold GSMUA_Achr5T16360_001 5 19,4729 0,5297 0,027202  149,7915385
ZjuHsp100-141 scaffold GSMUA_Achr3T05230_001 3 62,0251 0,5451 0,008788  477,1161538
ZjuHsp100-141 scaffold GSMUA_Achr5T21820_001 5 21,2912 0,554 0,02602 163,7784615
ZjuHsp100-142 scaffold GSMUA_Achr3T17180_001 3 1,8905 0,1662 0,087913  14,54230769
ZjuHsp100-143 scaffold GSMUA_Achr4T24320_001 4 2,3294 0,0851 0,036533  17,91846154
ZjuHsp100-143 scaffold GSMUA_Achr2T22550_001 2 2,2584 0,0832 0,03684 17,37230769
ZjuHsp100-143 scaffold GSMUA_Achr6T09890_001 6 1,6344 0,2562 0,156755  12,57230769
ZjuHsp100-143 scaffold GSMUA_Achr3T01430_001 3 2,1264 0,0902 0,042419  16,35692308
ZjuHsp100-143 scaffold GSMUA_Achr7T25300_001 7 52,1712 0,6249 0,011978  401,3169231
ZjuHsp100-143 scaffold GSMUA_Achr10T21590_001 10 20,2029 0,6093 0,030159  155,4069231
ZjuHsp100-143 scaffold GSMUA_Achr6T27610_001 6 0,1472 14,5732 99,00272  1,132307692
ZjuHsp100-143 scaffold GSMUA_Achr4T00810_001 4 54,2947 0,6342 0,011681  417,6515385
ZjuHsp100-143 scaffold GSMUA_Achr10T07490_001 10 59,221 0,6799 0,011481 4555461538
ZjuHsp100-144 scaffold GSMUA_Achr5T10060_001 5 10,2394 0,3647 0,035617  78,76461538
ZjuHsp100-144 scaffold GSMUA_Achr4T17530_001 4 65,924 0,5315 0,008062  507,1076923
ZjuHsp100-144 scaffold GSMUA_Achr3T10890_001 3 55,9481 0,5791 0,010351 430,37
ZjuHsp100-144 scaffold GSMUA_Achr5T21820_001 5 17,6688 0,608 0,034411  135,9138462
ZjuHsp100-144 scaffold GSMUA_Achr5T16360_001 5 15,0016 0,5821 0,038803  115,3969231
ZjuHsp100-144 scaffold GSMUA_Achr3T05230_001 3 63,6301 0,5733 0,00901 489,4623077
ZjuHsp100-144 scaffold GSMUA_Achr1T27100_001 1 56,939 0,523 0,009185  437,9923077
ZjuHsp100-144 scaffold GSMUA_Achr5T10060_001 5 8,1253 0,3853 0,04742 62,50230769
ZjuHsp100-145 scaffold GSMUA_Achr7T04590_001 7 18,5708 0,1839 0,009903  142,8523077
ZjuHsp100-145 scaffold GSMUA_AchrUn_randomT03040_001 scaffold 22,4976 0,1281 0,005694  173,0584615
ZjuHsp100-145 scaffold GSMUA_Achr9T24030_001 9 45,2841 0,4733 0,010452  348,3392308
ZjuHsp100-145 scaffold GSMUA_Achr10T29710_001 10 2,2175 0,0989 0,0446 17,05769231
ZjuHsp100-145 scaffold GSMUA_Achr4T08480_001 4 49,0417 0,5924 0,01208 377,2438462
ZjuHsp100-145 scaffold GSMUA_Achr4T05050_001 4 46,3509 0,4682 0,010101  356,5453846
ZjuHsp100-145 scaffold GSMUA_Achr5T09650_001 5 51,8961 0,624 0,012024  399,2007692
ZjuHsp100-145 scaffold GSMUA_Achr11T24090_001 11 52,082 0,5852 0,011236  400,6307692
ZjuHsp100-145 scaffold GSMUA_Achr3T16280_001 3 51,7818 0,7674 0,01482 398,3215385
ZjuHsp100-145 scaffold GSMUA_Achr3T31630_001 3 48,412 0,7779 0,016068 3724
ZjuHsp100-145 scaffold GSMUA_AchrUn_randomT23050_001 scaffold 16,6746 0,7099 0,042574  128,2661538
ZjuHsp100-145 scaffold GSMUA_Achr10T29700_001 10 1,66 0,2549 0,153554  12,76923077
ZjuHsp100-145 scaffold GSMUA_Achr9T18420_001 9 50,4309 0,6134 0,012163 387,93
ZjuHsp100-146 scaffold GSMUA_Achr3T18630_001 3 1,6754 0,0631 0,037663  12,88769231
ZjuHsp100-146 scaffold GSMUA_AchrUn_randomT22440_001 scaffold 1,6492 0,0645 0,03911 12,68615385
ZjuHsp100-146 scaffold GSMUA_Achr6T16470_001 6 1,8766 0,0823 0,043856  14,43538462
ZjuHsp100-146 scaffold GSMUA_Achr8T09160_001 8 1,8792 0,0835 0,044434  14,45538462
ZjuHsp100-146 scaffold GSMUA_Achr6T23780_001 6 49,3646 0,4247 0,008603  379,7276923
ZjuHsp100-146 scaffold GSMUA_Achr6T08040_001 6 1,6514 0,0461 0,027916  12,70307692
ZjuHsp100-146 scaffold GSMUA_Achr9T22420_001 9 53,0241 0,4444 0,008381  407,8776923
ZjuHsp100-146 scaffold GSMUA_Achr10T12430_001 10 50,6682 0,5053 0,009973  389,7553846
ZjuHsp100-146 scaffold GSMUA_Achr1T13710_001 1 45,8606 0,5417 0,011812  352,7738462
ZjuHsp100-146 scaffold GSMUA_Achr6T16670_001 6 50,5028 0,5129 0,010156  388,4830769
ZjuHsp100-146 scaffold GSMUA_Achr3T16240_001 3 45,1949 0,5486 0,012139  347,6530769
ZjuHsp100-147 scaffold GSMUA_Achr2T03430_001 2 1,5756 0,0999 0,063404 12,12
ZjuHsp100-147 scaffold GSMUA_Achr1T07700_001 1 1,8471 0,088 0,047642  14,20846154
ZjuHsp100-147 scaffold GSMUA_Achr7T05610_001 7 52,6805 0,6304 0,011966  405,2346154
ZjuHsp100-148 scaffold GSMUA_Achr3T00740_001 3 3,1128 0,2885 0,092682  23,94461538
ZjuHsp100-148 scaffold GSMUA_Achr8T33760_001 8 3,2917 0,2778 0,084394  25,32076923
ZjuHsp100-148 scaffold GSMUA_Achr11T15820_001 11 3,6416 0,3079 0,084551  28,01230769
ZjuHsp100-148 scaffold GSMUA_Achr8T10090_001 8 4,2247 0,3253 0,077 32,49769231
ZjuHsp100-148 scaffold GSMUA_Achr9T05420_001 9 56,8518 0,4893 0,008607  437,3215385
ZjuHsp100-148 scaffold GSMUA_Achr11T05650_001 11 3,0755 0,2099 0,068249  23,65769231
ZjuHsp100-148 scaffold GSMUA_Achr7T07310_001 7 58,4921 0,7001 0,011969  449,9392308
ZjuHsp100-148 scaffold GSMUA_Achr7T14270_001 7 43,2036 0,4968 0,011499  332,3353846
ZjuHsp100-148 scaffold GSMUA_Achr11T06710_001 11 53,1751 0,5844 0,01099 409,0392308
ZjuHsp100-148 scaffold GSMUA_Achr11720320_001 11 6,0489 0,3734 0,06173 46,53
ZjuHsp100-148 scaffold GSMUA_Achr10T07490_001 10 53,2225 0,7615 0,014308  409,4038462
ZjuHsp100-148 scaffold GSMUA_Achr4T05220_001 4 54,1006 0,5444 0,010063  416,1584615
ZjuHsp100-148 scaffold GSMUA_Achr4T00810_001 4 53,4124 0,825 0,015446  410,8646154
ZjuHsp100-148 scaffold GSMUA_Achr6T27610_001 6 57,5764 0,7721 0,01341 442,8953846
ZjuHsp100-149 scaffold GSMUA_Achr3T00740_001 3 3,1128 0,2885 0,092682  23,94461538
ZjuHsp100-149 scaffold GSMUA_Achr8T33760_001 8 3,2917 0,2778 0,084394  25,32076923
ZjuHsp100-149 scaffold GSMUA_Achr11715820_001 11 3,6416 0,3079 0,084551  28,01230769
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ZjuHsp100-149 scaffold GSMUA_Achr8T10090_001 8 4,2247 0,3253 0,077 32,49769231
ZjuHsp100-149 scaffold GSMUA_Achr9T05420_001 9 56,8518 0,4893 0,008607  437,3215385
ZjuHsp100-149 scaffold GSMUA_Achr11T05650_001 11 3,0755 0,2099 0,068249  23,65769231
ZjuHsp100-149 scaffold GSMUA_Achr7T07310_001 7 58,4921 0,7001 0,011969  449,9392308
ZjuHsp100-149 scaffold GSMUA_Achr7T14270_001 7 43,2036 0,4968 0,011499  332,3353846
ZjuHsp100-149 scaffold GSMUA_Achr11T06710_001 11 53,1751 0,5844 0,01099 409,0392308
ZjuHsp100-149 scaffold GSMUA_Achr11T20320_001 11 6,0489 0,3734 0,06173 46,53
ZjuHsp100-149 scaffold GSMUA_Achr10T07490_001 10 53,2225 0,7615 0,014308  409,4038462
ZjuHsp100-149 scaffold GSMUA_Achr4T05220_001 4 54,1006 0,5444 0,010063  416,1584615
ZjuHsp100-149 scaffold GSMUA_Achr4T00810_001 4 53,4124 0,825 0,015446  410,8646154
ZjuHsp100-149 scaffold GSMUA_Achr6T27610_001 6 57,5764 0,7721 0,01341 442,8953846
ZjuHsp100-150 scaffold GSMUA_Achr1T27100_001 1 13,3051 0,375 0,028185  102,3469231
ZjuHsp100-150 scaffold GSMUA_Achr3T10890_001 3 43,7018 0,418 0,009565  336,1676923
ZjuHsp100-150 scaffold GSMUA_Achr4T17520_001 4 13,5032 0,3343 0,024757  103,8707692
ZjuHsp100-150 scaffold GSMUA_Achr4T17530_001 4 60,7267 0,3366 0,005543  467,1284615
ZjuHsp100-150 scaffold GSMUA_Achr9T27350_001 9 49,9098 0,7203 0,014432  383,9215385
ZjuHsp100-150 scaffold GSMUA_Achr5T10060_001 5 53,7529 0,5693 0,010591  413,4838462
ZjuHsp100-150 scaffold GSMUA_Achr3T05230_001 3 57,8995 0,5639 0,009739  445,3807692
ZjuHsp100-150 scaffold GSMUA_Achr5T16360_001 5 59,7113 0,5655 0,009471  459,3176923
ZjuHsp100-150 scaffold GSMUA_Achr5T21820_001 5 60,2808 0,5727 0,009501  463,6984615
ZjuHsp100-151 scaffold GSMUA_Achr4T24320_001 4 52,6367 0,6177 0,011735  404,8976923
ZjuHsp100-151 scaffold GSMUA_Achr4T00810_001 4 53,3886 0,7019 0,013147  410,6815385
ZjuHsp100-151 scaffold GSMUA_Achr10T21590_001 10 3,0907 0,1707 0,05523 23,77461538
ZjuHsp100-151 scaffold GSMUA_Achr7T25300_001 7 1,8312 0,1753 0,09573 14,08615385
ZjuHsp100-151 scaffold GSMUA_Achr6T27610_001 6 32,081 0,6151 0,019173  246,7769231
ZjuHsp100-151 scaffold GSMUA_Achr10T07490_001 10 53,9771 0,5918 0,010964  415,2084615
ZjuHsp100-151 scaffold GSMUA_Achr3T01430_001 3 53,8376 0,6206 0,011527  414,1353846
ZjuHsp100-151 scaffold GSMUA_Achr2T22550_001 2 52,8073 0,6333 0,011993 406,21
ZjuHsp100-151 scaffold GSMUA_Achr11T05650_001 11 54,3077 0,7264 0,013376  417,7515385
ZjuHsp100-151 scaffold GSMUA_Achr7T14270_001 7 52,7127 0,7811 0,014818  405,4823077
ZjuHsp100-151 scaffold GSMUA_Achr9T05420_001 9 50,2642 0,6988 0,013903  386,6476923
ZjuHsp100-152 scaffold GSMUA_Achr4T24320_001 4 52,6367 0,6177 0,011735  404,8976923
ZjuHsp100-152 scaffold GSMUA_Achr4T00810_001 4 53,3886 0,7019 0,013147  410,6815385
ZjuHsp100-152 scaffold GSMUA_Achr10T21590_001 10 3,0907 0,1707 0,05523 23,77461538
ZjuHsp100-152 scaffold GSMUA_Achr7T25300_001 7 1,8312 0,1753 0,09573 14,08615385
ZjuHsp100-152 scaffold GSMUA_Achr6T27610_001 6 32,081 0,6151 0,019173  246,7769231
ZjuHsp100-152 scaffold GSMUA_Achr10T07490_001 10 53,9771 0,5918 0,010964  415,2084615
ZjuHsp100-152 scaffold GSMUA_Achr3T01430_001 3 53,8376 0,6206 0,011527  414,1353846
ZjuHsp100-152 scaffold GSMUA_Achr2T22550_001 2 52,8073 0,6333 0,011993 406,21
ZjuHsp100-152 scaffold GSMUA_Achr11T05650_001 11 54,3077 0,7264 0,013376  417,7515385
ZjuHsp100-152 scaffold GSMUA_Achr7T14270_001 7 52,7127 0,7811 0,014818  405,4823077
ZjuHsp100-152 scaffold GSMUA_Achr9T05420_001 9 50,2642 0,6988 0,013903  386,6476923
ZjuHsp100-153 scaffold GSMUA_Achr1T05180_001 1 53,3584 0,4335 0,008124  410,4492308
ZjuHsp100-153 scaffold GSMUA_Achr5T09650_001 5 14,2025 0,4453 0,031354 109,25
ZjuHsp100-153 scaffold GSMUA_Achr4T15660_001 4 2,5347 0,1826 0,07204 19,49769231
ZjuHsp100-153 scaffold GSMUA_Achr4T08480_001 4 2,311 0,1528 0,066119  17,77692308
ZjuHsp100-153 scaffold GSMUA_Achr7T04590_001 7 53,1056 0,527 0,009924  408,5046154
ZjuHsp100-153 scaffold GSMUA_Achr9T24030_001 9 43,9941 0,6188 0,014066  338,4161538
ZjuHsp100-153 scaffold GSMUA_Achr4T05050_001 4 47,3483 0,628 0,013263  364,2176923
ZjuHsp100-153 scaffold GSMUA_AchrUn_randomT03040_001 scaffold 53,6872 0,4505 0,008391  412,9784615
ZjuHsp100-153 scaffold GSMUA_Achr6T33650_001 6 52,3322 0,6325 0,012086  402,5553846
ZjuHsp100-153 scaffold GSMUA_AchrUn_randomT18700_001 scaffold 53,5967 0,7436 0,013874  412,2823077
ZjuHsp100-153 scaffold GSMUA_Achr9T03360_001 9 53,6196 0,6952 0,012965  412,4584615
ZjuHsp100-153 scaffold GSMUA_Achr11T24090_001 11 54,8632 0,7028 0,01281 422,0246154
ZjuHsp100-153 scaffold GSMUA_Achr3T16280_001 3 52,5126 0,8497 0,016181  403,9430769
ZjuHsp100-153 scaffold GSMUA_Achr3T31630_001 3 49,8158 0,8283 0,016627  383,1984615
ZjuHsp100-153 scaffold GSMUA_Achr10T29710_001 10 53,7122 0,5296 0,00986 413,1707692
ZjuHsp100-154 scaffold GSMUA_Achr5T18820_001 5 42,0778 1,1584 0,02753 323,6753846
ZjuHsp100-155 scaffold GSMUA_Achr10T14770_001 10 32,5324 0,1714 0,005269  250,2492308
ZjuHsp100-156 scaffold GSMUA_Achr6T14100_001 6 4,2027 0,1222 0,029077  32,32846154
ZjuHsp100-156 scaffold GSMUA_Achr1T27100_001 1 19,3349 0,3714 0,019209 148,73
ZjuHsp100-156 scaffold GSMUA_Achr3T10890_001 3 12,4574 0,3808 0,030568  95,82615385
ZjuHsp100-156 scaffold GSMUA_Achr4T17520_001 4 13,3965 0,3283 0,024506 103,05
ZjuHsp100-156 scaffold GSMUA_Achr4T17530_001 4 22,571 0,3193 0,014146  173,6230769
ZjuHsp100-156 scaffold GSMUA_Achr5T10060_001 5 3,9172 0,5882 0,150158  30,13230769
ZjuHsp100-156 scaffold GSMUA_Achr3T05230_001 3 59,7246 0,6171 0,010332 459,42
ZjuHsp100-156 scaffold GSMUA_Achr5T16360_001 5 31,0826 0,4983 0,016031  239,0969231
ZjuHsp100-156 scaffold GSMUA_Achr5T21820_001 5 29,1534 0,4862 0,016677  224,2569231
ZjuHsp100-156 scaffold GSMUA_Achr9T27350_001 9 43,2121 0,7218 0,016704  332,4007692
ZjuHsp100-157 scaffold GSMUA_Achr6T14100_001 6 4,2027 0,1222 0,029077  32,32846154
ZjuHsp100-157 scaffold GSMUA_Achr1T27100_001 1 19,3349 0,3714 0,019209 148,73
ZjuHsp100-157 scaffold GSMUA_Achr3T10890_001 3 12,4574 0,3808 0,030568  95,82615385
ZjuHsp100-157 scaffold GSMUA_Achr4T17520_001 4 13,3965 0,3283 0,024506 103,05
ZjuHsp100-157 scaffold GSMUA_Achr4T17530_001 4 22,571 0,3193 0,014146  173,6230769
ZjuHsp100-157 scaffold GSMUA_Achr5T10060_001 5 3,9172 0,5882 0,150158  30,13230769
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ZjuHsp100-157 scaffold GSMUA_Achr3T05230_001 3 59,7246 0,6171 0,010332 459,42
ZjuHsp100-157 scaffold GSMUA_Achr5T16360_001 5 31,0826 0,4983 0,016031  239,0969231
ZjuHsp100-157 scaffold GSMUA_Achr5T21820_001 5 29,1534 0,4862 0,016677  224,2569231
ZjuHsp100-157 scaffold GSMUA_Achr9T27350_001 9 43,2121 0,7218 0,016704  332,4007692
ZjuHsp100-158 scaffold GSMUA_Achr4T17520_001 4 45,486 0,3388 0,007448  349,8923077
ZjuHsp100-158 scaffold GSMUA_Achr4T17530_001 4 48,92 0,3519 0,007193  376,3076923
ZjuHsp100-158 scaffold GSMUA_Achr3T10890_001 3 55,9139 0,4118 0,007365  430,1069231
ZjuHsp100-158 scaffold GSMUA_Achr3T05230_001 3 60,0766 0,5837 0,009716  462,1276923
ZjuHsp100-158 scaffold GSMUA_Achr5T21820_001 5 64,0683 0,5658 0,008831  492,8330769
ZjuHsp100-158 scaffold GSMUA_Achr5T10060_001 5 6,8078 0,5519 0,081069  52,36769231
ZjuHsp100-158 scaffold GSMUA_Achr5T16360_001 5 61,7783 0,5554 0,00899 475,2176923
ZjuHsp100-158 scaffold GSMUA_Achr1T27100_001 1 17,7326 0,3777 0,0213 136,4046154
ZjuHsp100-158 scaffold GSMUA_Achr9T27350_001 9 11,901 0,6672 0,056063  91,54615385
ZjuHsp100-159 scaffold GSMUA_Achr1T27100_001 1 17,848 0,3777 0,021162  137,2923077
ZjuHsp100-159 scaffold GSMUA_Achr3T10890_001 3 55,9005 0,4118 0,007367  430,0038462
ZjuHsp100-159 scaffold GSMUA_Achr4T17520_001 4 49,0975 0,3385 0,006894  377,6730769
ZjuHsp100-159 scaffold GSMUA_Achr4T17530_001 4 48,857 0,3519 0,007203  375,8230769
ZjuHsp100-159 scaffold GSMUA_Achr9T27350_001 9 11,9199 0,6672 0,055974  91,69153846
ZjuHsp100-159 scaffold GSMUA_Achr3T05230_001 3 60,0777 0,5837 0,009716  462,1361538
ZjuHsp100-159 scaffold GSMUA_Achr5T10060_001 5 6,8102 0,5519 0,08104 52,38615385
ZjuHsp100-159 scaffold GSMUA_Achr5T16360_001 5 63,562 0,5554 0,008738  488,9384615
ZjuHsp100-159 scaffold GSMUA_Achr5T21820_001 5 64,1052 0,5654 0,00882 493,1169231
ZjuHsp100-160 scaffold GSMUA_Achr9T27350_001 9 51,907 0,6674 0,012858  399,2846154
ZjuHsp100-160 scaffold GSMUA_Achr8T11820_001 8 32,3083 0,4001 0,012384  248,5253846
ZjuHsp100-160 scaffold GSMUA_Achr1T04030_001 1 58,9269 0,4295 0,007289  453,2838462
ZjuHsp100-160 scaffold GSMUA_Achr11T03420_001 11 27,9192 0,3339 0,01196 214,7630769
ZjuHsp100-160 scaffold GSMUA_Achr1T27100_001 1 61,1001 0,6105 0,009992  470,0007692
ZjuHsp100-160 scaffold GSMUA_Achr4T17530_001 4 69,472 0,6673 0,009605 534,4
ZjuHsp100-160 scaffold GSMUA_Achr3T10890_001 3 61,8904 0,5927 0,009577 476,08
ZjuHsp100-160 scaffold GSMUA_Achr5T16360_001 5 6,2012 0,6368 0,10269 47,70153846
ZjuHsp100-160 scaffold GSMUA_Achr5T21820_001 5 6,4604 0,6498 0,100582  49,69538462
ZjuHsp100-161 scaffold GSMUA_Achr7T09950_001 7 53,4385 0,5001 0,009358  411,0653846
ZjuHsp100-161 scaffold GSMUA_Achr4T03720_001 4 2,3661 0,0392 0,016567  18,20076923
ZjuHsp100-161 scaffold GSMUA_Achr7T17620_001 7 2,1637 0,0277 0,012802  16,64384615
ZjuHsp100-161 scaffold GSMUA_AchrUn_randomT00180_001 scaffold 2,7394 0,0238 0,008688  21,07230769
ZjuHsp100-161 scaffold GSMUA_Achr4T05850_001 4 16,1045 0,5687 0,035313  123,8807692
ZjuHsp100-161 scaffold GSMUA_Achr8T16830_001 8 56,0543 0,5556 0,009912  431,1869231
ZjuHsp100-161 scaffold GSMUA_AchrUn_randomT12540_001 scaffold 55,8175 0,5515 0,00988 429,3653846
ZjuHsp100-161 scaffold GSMUA_Achr10T27140_001 10 18,8615 0,5279 0,027988  145,0884615
ZjuHsp100-161 scaffold GSMUA_Achr5T04520_001 5 33,6774 0,5494 0,016314  259,0569231
ZjuHsp100-161 scaffold GSMUA_Achr9T13230_001 9 52,9266 0,5446 0,01029 407,1276923
ZjuHsp100-161 scaffold GSMUA_Achr7T21960_001 7 50,0719 0,5846 0,011675  385,1684615
ZjuHsp100-161 scaffold GSMUA_Achr4T05840_001 4 42,6683 0,5559 0,013028  328,2176923
ZjuHsp100-161 scaffold GSMUA_Achr9T23550_001 9 53,9779 0,7613 0,014104  415,2146154
ZjuHsp100-161 scaffold GSMUA_Achr6T12250_001 6 19,8038 0,5027 0,025384  152,3369231
ZjuHsp100-161 scaffold GSMUA_Achr11T10600_001 11 41,4978 0,5171 0,012461  319,2138462
ZjuHsp100-161 scaffold GSMUA_Achr3T04570_001 3 41,5961 0,5718 0,013746 319,97
ZjuHsp100-161 scaffold GSMUA_Achr4T26800_001 4 52,8477 0,809 0,015308  6,223076923
ZjuHsp100-161 scaffold GSMUA_Achr7T04540_001 7 52,2672 0,7307 0,01398 402,0553846
ZjuHsp100-161 scaffold GSMUA_Achr5T15500_001 5 28,2937 0,7868 0,027808  217,6438462
ZjuHsp100-162 scaffold GSMUA_Achr3T10890_001 3 57,0839 0,4202 0,007361  439,1069231
ZjuHsp100-162 scaffold GSMUA_Achr1T27100_001 1 8,6739 0,4213 0,048571  66,72230769
ZjuHsp100-162 scaffold GSMUA_Achr4T17520_001 4 61,2965 0,3572 0,005827  471,5115385
ZjuHsp100-162 scaffold GSMUA_Achr4T17530_001 4 62,3083 0,3688 0,005919  479,2946154
ZjuHsp100-162 scaffold GSMUA_Achr3T05230_001 3 57,322 0,6199 0,010814  440,9384615
ZjuHsp100-162 scaffold GSMUA_Achr5T10060_001 5 6,925 0,5434 0,078469  53,26923077
ZjuHsp100-162 scaffold GSMUA_Achr5T16360_001 5 18,6794 0,5685 0,030435  143,6876923
ZjuHsp100-162 scaffold GSMUA_Achr5T21820_001 5 63,789 0,5752 0,009017  490,6846154
ZjuHsp100-162 scaffold GSMUA_Achr9T27350_001 9 10,9554 0,7495 0,068414  84,27230769
Mean 34,32372 059049  0,4864591  263,702139

Z. jujube — P. persica

ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-01 Prupe.1G086500.1 1,2868 0,1196  0,092943736 9,898461538
ZjuHsp100-01 Prupe.3G273800.1 54,6729  0,5599  0,010240905 420,5607692
ZjuHsp100-01 Prupe.5G183800.1 12,2526 0,6037  0,049271175 94,25076923
ZjuHsp100-01 Prupe.3G274300.1 55,3034  0,6003 0,010854667 425,4107692
ZjuHsp100-01 Prupe.3G274100.1 51,5136  0,6087 0,011816297 396,2584615
ZjuHsp100-01 Prupe.3G274200.1 56,7664  0,6181 0,010888483 436,6646154
ZjuHsp100-01 Prupe.2G002200.1 60,6473  0,6002 0,009896566 466,5176923
ZjuHsp100-01 Prupe.3G273900.1 54,8367  0,6246  0,011390182 421,8207692
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ZjuHsp100-01 Prupe.7G159000.1 53,2962  0,6355 0,011923927 409,9707692
ZjuHsp100-01 Prupe.7G165500.1 53,2765 0,6770 0,012707291 409,8192308
ZjuHsp100-01 Prupe.7G158900.1 53,3434  0,6211 0,011643427 410,3338462
ZjuHsp100-01 Prupe.8G092600.1 55,618 0,5769  0,010372541 427,8307692
ZjuHsp100-01 Prupe.1G375300.1 58,9888  0,5492  0,009310242 453,76

ZjuHsp100-01 Prupe.4G113000.1 52,7408 0,6676 0,012658132 405,6984615
ZjuHsp100-01 Prupe.4G166800.1 55,2817  0,5807  0,01050438  425,2438462
ZjuHsp100-01 Prupe.7G159500.1 57,693 0,6447  0,011174666 443,7923077
ZjuHsp100-01 Prupe.7G159600.1 57,0654  0,5952 0,010430138 438,9646154
ZjuHsp100-01 Prupe.7G160000.1 50,8049  0,6196 0,012195674 390,8069231
ZjuHsp100-01 Prupe.7G159900.1 51,2554  0,6217 0,012129454 394,2723077
ZjuHsp100-01 Prupe.7G159700.1 54,374 0,6149 0,011308714 418,2615385
ZjuHsp100-01 Prupe.7G159800.1 52,0618 0,6206 0,011920448 400,4753846
ZjuHsp100-01 Prupe.1G375300.2 59,9698  0,5799 0,009669867 461,3061538
ZjuHsp100-01 Prupe.2G315800.1 9,7314 0,7203  0,074018127 74,85692308
ZjuHsp100-02 Prupe.1G086500.1 1,2989 0,1081  0,083224267 9,991538462
ZjuHsp100-02 Prupe.3G273800.1 54,5045 05777 0,010599125 419,2653846
ZjuHsp100-02 Prupe.3G274300.1 55,7070  0,6028 0,010820902 428,5153846
ZjuHsp100-02 Prupe.5G183800.1 10,4056  0,6075 0,058382025 80,04307692
ZjuHsp100-02 Prupe.3G274100.1 53,669 05968 0,011120013 412,8384615
ZjuHsp100-02 Prupe.3G274200.1 55,8083  0,6025 0,010795885 429,2946154
ZjuHsp100-02 Prupe.3G273900.1 54,4482  0,6255 0,011487983 418,8323077
ZjuHsp100-02 Prupe.7G159000.1 54,5004 0,6217 0,011407256 419,2338462
ZjuHsp100-02 Prupe.7G165500.1 54,5191 0,6675 0,012243416 419,3776923
ZjuHsp100-02 Prupe.2G002200.1 62,3319  0,5527 0,008867049 479,4761538
ZjuHsp100-02 Prupe.7G158900.1 53,511 0,6154 0,011500439 411,6230769
ZjuHsp100-02 Prupe.8G092600.1 55,6402 0,5745 0,010325268 428,0015385
ZjuHsp100-02 Prupe.1G375300.1 59,334 0,5443  0,009173492 456,4153846
ZjuHsp100-02 Prupe.4G113000.1 53,3566  0,6549  0,01227402  410,4353846
ZjuHsp100-02 Prupe.4G166800.1 55,3362 0,5841 0,010555477 425,6630769
ZjuHsp100-02 Prupe.7G159500.1 56,3694  0,6488 0,011509791 433,6107692
ZjuHsp100-02 Prupe.7G159600.1 57,0415 0,5993 0,010506386 438,7807692
ZjuHsp100-02 Prupe.7G159900.1 53,0293  0,5666  0,010684659 407,9176923
ZjuHsp100-02 Prupe.7G160000.1 50,4926  0,6087 0,012055232 388,4046154
ZjuHsp100-02 Prupe.7G159700.1 54,1486  0,6329 0,011688206 416,5276923
ZjuHsp100-02 Prupe.7G159800.1 53,3589  0,6236 0,011686898 410,4530769
ZjuHsp100-02 Prupe.1G375300.2 60,3368  0,5745 0,009521552 464,1292308
ZjuHsp100-02 Prupe.2G315800.1 14,2155 0,688  0,048397876 109,35

ZjuHsp100-03 Prupe.1G073700.1 0,9494 0,1944  0,204760902 7,303076923
ZjuHsp100-03 Prupe.7G097400.1 30,096 0,7149  0,023753987 231,5076923
ZjuHsp100-04 Prupe.2G002200.1 1,6864 0,1478  0,087642315 12,97230769
ZjuHsp100-04 Prupe.1G086500.1 55,1807  0,5162  0,00935472  424,4669231
ZjuHsp100-04 Prupe.5G183800.1 55,3142  0,6001 0,010848932 425,4938462
ZjuHsp100-04 Prupe.3G274300.1 56,3582  0,6279 0,011141236 433,5246154
ZjuHsp100-04 Prupe.3G274200.1 51,6113  0,5911 0,011452918 397,01

ZjuHsp100-04 Prupe.3G273900.1 24,2012  0,6558  0,02709783  186,1630769
ZjuHsp100-04 Prupe.3G274100.1 55,5217 0,623  0,011220838 427,09

ZjuHsp100-04 Prupe.2G315800.1 58,7982  0,6097 0,010369365 452,2938462
ZjuHsp100-04 Prupe.3G273800.1 23,6392 0,611  0,025846898 181,84

ZjuHsp100-04 Prupe.8G092600.1 53,0336  0,5993 0,011300383 407,9507692
ZjuHsp100-04 Prupe.7G165500.1 54,932 0,6365 0,011587053 422,5538462
ZjuHsp100-04 Prupe.7G158900.1 39,0759  0,6618  0,01693627  300,5838462
ZjuHsp100-04 Prupe.7G159900.1 53,220 0,6032 0,011334085 409,3846154
ZjuHsp100-04 Prupe.1G375300.1 54,4359  0,5803 0,010660244 418,7376923
ZjuHsp100-04 Prupe.7G160000.1 51,7812  0,5866 0,011328436 398,3169231
ZjuHsp100-04 Prupe.7G159700.1 54,5001 05842 0,010719246 419,2315385
ZjuHsp100-04 Prupe.7G159000.1 21,0467 0,6633  0,03151563  161,8976923
ZjuHsp100-04 Prupe.7G159500.1 56,403 0,5492  0,009737071  433,8692308
ZjuHsp100-04 Prupe.2G193700.1 53,9453  0,5983 0,011090864 414,9638462
ZjuHsp100-04 Prupe.7G159800.1 53,118 0,6171  0,011617531 408,6

ZjuHsp100-04 Prupe.4G113000.1 54,9387  0,6662 0,012126243 422,6053846
ZjuHsp100-04 Prupe.7G159600.1 56,4615 05329  0,00943829  434,3192308
ZjuHsp100-04 Prupe.4G166800.1 50,7452 0,661  0,013025863 390,3476923
ZjuHsp100-05 Prupe.4G015000.1 0,8765 0,2196  0,250541928 6,742307692
ZjuHsp100-05 Prupe.4G014800.1 0,9733 0,2592  0,26631049  7,486923077
ZjuHsp100-05 Prupe.4G015000.2 0,7597 0,2256  0,296959326 5,843846154
ZjuHsp100-06 Prupe.4G015000.1 0,8618 0,1735 0,201322813 6,629230769
ZjuHsp100-06 Prupe.4G014800.1 0,8811 0,2184  0,247871978 6,777692308
ZjuHsp100-06 Prupe.4G015000.2 0,7104 0,1678  0,236204955 5,464615385
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ZjuHsp100-07 Prupe.1G392200.1 0,8708 0,0441  0,050643087 6,698461538
ZjuHsp100-07 Prupe.3G258500.1 11,8352  0,1735  0,014659659 91,04

ZjuHsp100-07 Prupe.3G258500.3 9,3049 0,1686  0,018119485 71,57615385
ZjuHsp100-07 Prupe.3G258500.2 10,8626  0,1716  0,015797323  83,55846154
ZjuHsp100-07 Prupe.5G203700.1 39,5092  0,4683 0,011852936 303,9169231
ZjuHsp100-07 Prupe.5G143300.1 53,3326  0,4697 0,008806996 410,2507692
ZjuHsp100-07 Prupe.5G143300.2 53,3345 0,4695 0,008802932 410,2653846
ZjuHsp100-07 Prupe.5G138200.1 20,9418 05992 0,028612631 161,0907692
ZjuHsp100-08 Prupe.4G047600.1 0,7588 0,0636  0,083816552 5,836923077
ZjuHsp100-09 Prupe.3G030100.1 0,8593 0,0134  0,015594088 6,61

ZjuHsp100-09 Prupe.7G237100.1 54,8502  0,4864 0,008867789 421,9246154

ZjuHsp100-09 Prupe.8G090700.4 53,5962  0,4617 0,008614417 412,2784615
ZjuHsp100-09 Prupe.8G090700.1 53,3291  0,5449 0,010217686 410,2238462
ZjuHsp100-09 Prupe.8G090700.2 52,7272 0,5405 0,010250876 405,5938462
ZjuHsp100-09 Prupe.2G111300.1 53,3356  0,5748 0,010777042 410,2738462
ZjuHsp100-09 Prupe.2G111300.2 54,8476  0,4541 0,008279305 421,9046154

ZjuHsp100-09
ZjuHsp100-09
ZjuHsp100-09
ZjuHsp100-09
ZjuHsp100-09
ZjuHsp100-09
ZjuHsp100-09

Prupe.6G320300.1
Prupe.8G208900.1
Prupe.6G039300.1
Prupe.8G090700.3
Prupe.1G355600.1
Prupe.3G266900.1
Prupe.6G107800.1

53,3089  0,5401 0,010131517 410,0684615
28,2371 0,576  0,020398695 217,2084615
28,3887  0,5984  0,02107881  218,3746154
54,1133  0,6135 0,011337324 416,2561538
48,5057  0,7196  0,01483537  373,1207692
51,2195 0,7383 0,014414432 393,9961538
53,9001 0,8307 0,015411845 414,6161538

ZjuHsp100-09 Prupe.6G233700.2 55,0173 0,828  0,015049812 423,21
ZjuHsp100-09 Prupe.4G237600.1 52,7561  0,7553 0,014316828 405,8161538
ZjuHsp100-11 Prupe.4G023600.2 1,4043 05871 0,418073061 10,80230769
ZjuHsp100-11 Prupe.4G023600.1 1,4043 05871 0,418073061 10,80230769
ZjuHsp100-11 Prupe.4G023600.3 1,4043 0,5871  0,418073061 10,80230769
ZjuHsp100-12 Prupe.3G044200.5 0,8628 0,2305 0,267153454 6,636923077
ZjuHsp100-12 Prupe.3G044200.6 0,8632 0,2322  0,268999073 6,64
ZjuHsp100-12 Prupe.3G044200.1 0,8633 0,2309 0,267462064 6,640769231
ZjuHsp100-12 Prupe.3G044200.2 0,8629 0,2303  0,266890717 6,637692308
ZjuHsp100-12 Prupe.3G044200.7 0,866 0,2311  0,266859122 6,661538462
ZjuHsp100-12 Prupe.3G044200.3 0,8623 0,2307  0,267540299 6,633076923
ZjuHsp100-12 Prupe.3G044200.4 0,8628 0,2323  0,269239685 6,636923077
ZjuHsp100-12 Prupe.3G044200.8 0,8466 0,2197  0,259508623 6,512307692
ZjuHsp100-12 Prupe.3G044200.9 0,8472 0,222 0,26203966  6,516923077
ZjuHsp100-13 Prupe.3G044200.5 0,8629 0,2295 0,265963611 6,637692308
ZjuHsp100-13 Prupe.3G044200.6 0,8633 0,2312  0,267809568 6,640769231
ZjuHsp100-13 Prupe.3G044200.2 0,8637 0,2294  0,265601482 6,643846154
ZjuHsp100-13 Prupe.3G044200.7 0,8658 0,2300  0,265650266 6,66
ZjuHsp100-13 Prupe.3G044200.1 0,8631 0,2297  0,266133704 6,639230769
ZjuHsp100-13 Prupe.3G044200.3 0,8631 0,2298  0,266249566 6,639230769
ZjuHsp100-13 Prupe.3G044200.4 0,8636 0,2315 0,268063918 6,643076923
ZjuHsp100-13 Prupe.3G044200.8 0,8486 0,2201  0,259368371 6,527692308
ZjuHsp100-13 Prupe.3G044200.9 0,8493 0,2223  0,261744966 6,533076923

ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14
ZjuHsp100-14

Prupe.3G075400.1
Prupe.3G075300.1
Prupe.3G075300.2
Prupe.4G080800.2
Prupe.4G080800.1
Prupe.6G127200.1
Prupe.2G148300.2
Prupe.2G148300.1
Prupe.3G305500.1
Prupe.2G148300.3
Prupe.1G346700.2
Prupe.1G346700.3
Prupe.1G346700.5
Prupe.1G346700.1
Prupe.1G346700.6
Prupe.1G346700.4

0,6079 0,0591 0,097219937 4,676153846
0,5242 0,0745 0,142121328 4,032307692
0,5202 0,075  0,144175317 4,001538462
54,4405 0,6399 0,011754117 418,7730769
54,3085 0,6346 0,011685095 417,7576923
49,7591  0,6461  0,01298456  382,7623077
52,2492  0,7631 0,014605008 401,9169231
52,2494 0,763  0,014603039 401,9184615
53,677 0,823  0,015332452 412,9
52,3889  0,7433  0,01418812  402,9915385
15,4629  0,9318 0,060260365 118,9453846
15,463 0,9318 0,060259975 118,9461538
15,457 0,9318  0,060283367 118,9
0,1618 13,8549 85,62978986 1,244615385
12,6263  0,9200 0,072863784 97,12538462
12,6292 0,9199 0,072839135 97,14769231

ZjuHsp100-14 Prupe.8G259000.4 55,7233  0,9062 0,016262497 428,6407692
ZjuHsp100-15 Prupe.6G127200.1 0,688 0,0362 0,052616279 5,292307692
ZjuHsp100-15 Prupe.4G080800.2 53,773 0,5768  0,010726573 413,6384615
ZjuHsp100-15 Prupe.2G148300.1 56,4769 0,601  0,010641519 434,4376923
ZjuHsp100-15 Prupe.2G148300.3 57,0769  0,5756  0,01008464  439,0530769

53,647 0,6814  0,012701549 412,6692308
54,2411  0,5859  0,010801772 417,2392308

ZjuHsp100-15
ZjuHsp100-15

Prupe.3G305500.1
Prupe.4G080800.1
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ZjuHsp100-15 Prupe.3G075400.1 51,4588  0,6353 0,012345799 395,8369231

ZjuHsp100-15 Prupe.2G148300.2 56,4769  0,6012  0,01064506  434,4376923
ZjuHsp100-16 Prupe.6G127200.1 0,688 0,0362 0,052616279 5,292307692
ZjuHsp100-16 Prupe.4G080800.2 53,7786  0,5767 0,010723596 413,6815385
ZjuHsp100-16 Prupe.4G080800.1 54,239 0,5861 0,010805878 417,2230769
ZjuHsp100-16 Prupe.3G075400.1 51,4577  0,6354 0,012348006 395,8284615
ZjuHsp100-16 Prupe.2G148300.2 56,4732 0,6012 0,010645758 434,4092308
ZjuHsp100-16 Prupe.2G148300.1 56,477 0,6012 0,010645041 434,4384615
ZjuHsp100-16 Prupe.2G148300.3 57,0759  0,5757 0,010086569 439,0453846
ZjuHsp100-16 Prupe.3G305500.1 53,4119  0,6815 0,012759329 410,8607692
ZjuHsp100-17 Prupe.8G068000.2 0,7138 0,1259  0,176379938 5,490769231
ZjuHsp100-17 Prupe.8G068000.1 0,7298 0,1313  0,179912305 5,613846154
ZjuHsp100-18 Prupe.8G068000.2 0,7138 0,1259  0,176379938 5,490769231

0,7307 0,1307 0,178869577 5,620769231
0,7993 0,2349  0,293882147 6,148461538
1,3402 0,4851 0,361960901 10,30923077

ZjuHsp100-18
ZjuHsp100-19
ZjuHsp100-19

Prupe.8G068000.1
Prupe.6G056400.1
Prupe.2G250700.1

ZjuHsp100-19 Prupe.2G250700.2 1,3402 0,4851  0,361960901 10,30923077
ZjuHsp100-20 Prupe.6G060800.2 0,6922 0,0787  0,113695464 5,324615385
ZjuHsp100-20 Prupe.6G060800.1 0,6922 0,0787  0,113695464 5,324615385
ZjuHsp100-20 Prupe.6G060800.3 0,6884 0,0801 0,116356769 5,295384615

46,3578  0,6603  0,014243558 356,5984615
42,4654  0,6643 0,015643324 326,6569231
51,0755  0,6302 0,012338597 392,8884615
51,1359  0,6178 0,012081532 393,3530769
50,3745 0,6645 0,013191198 387,4961538
54,2423  0,7681 0,014160535 417,2484615
53,8607 0,7466 0,013861684 414,3130769
53,8614  0,7466 0,013861504 414,3184615
51,7389  0,6878 0,013293673 397,9915385
53,6107  0,7587  0,014152026 412,39

51,9443  0,8483 0,016330955 399,5715385
48,2005 0,679  0,014086991 370,7730769
47,8798  0,6791 0,014183434 368,3061538
52,7652  0,8899 0,016865282 405,8861538

ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20
ZjuHsp100-20

Prupe.1G355600.1
Prupe.1G355600.2
Prupe.3G112700.1
Prupe.3G112700.2
Prupe.3G266900.1
Prupe.6G072600.1
Prupe.6G257400.1
Prupe.6G257400.2
Prupe.1G410800.1
Prupe.5G026500.1
Prupe.5G122500.1
Prupe.3G243600.2
Prupe.3G243600.1
Prupe.3G061400.1

ZjuHsp100-21 Prupe.6G060800.2 0,6922 0,0787  0,113695464 5,324615385
ZjuHsp100-21 Prupe.6G060800.1 0,6922 0,0787  0,113695464 5,324615385
ZjuHsp100-21 Prupe.6G060800.3 0,6884 0,0801 0,116356769 5,295384615

ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-21
ZjuHsp100-22
ZjuHsp100-22
ZjuHsp100-22

Prupe.1G355600.1
Prupe.1G355600.2
Prupe.3G112700.2
Prupe.3G112700.1
Prupe.3G266900.1
Prupe.6G072600.1
Prupe.6G257400.1
Prupe.6G257400.2
Prupe.1G410800.1
Prupe.5G026500.1
Prupe.5G122500.1
Prupe.3G243600.2
Prupe.3G243600.1
Prupe.3G061400.1
Prupe.2G238800.1
Prupe.6G070800.1
Prupe.6G260200.1

46,2404 0,658  0,014229981 355,6953846
42,0569 0,6621 0,015742958 323,5146154
51,0373 0,615 0,01205001  392,5946154
50,978 0,6275 0,012309231 392,1384615
50,3757  0,6644 0,013188899 387,5053846
54,2416  0,7681 0,014160718 417,2430769
53,9007  0,7435 0,013793884 414,6207692
53,8639  0,7466  0,01386086  414,3376923
51,7097  0,6919 0,013380468 397,7669231
53,6309 0,7586  0,014144831 412,5453846
51,9166  0,8477 0,016328111 399,3584615
55,8149  0,6934 0,012423206 429,3453846
57,2218 0,6932 0,012114264 440,1676923
52,3797  0,9025 0,017229957 402,9207692
0,9481 0,0797  0,084062863 7,293076923
0,6049 0,0697  0,115225657 4,653076923
1,1588 0,0815 0,070331377 8,913846154

ZjuHsp100-22 Prupe.2G238800.2 1,0153 0,077 0,075839653 7,81
ZjuHsp100-22 Prupe.2G238800.3 1,0153 0,077  0,075839653 781
ZjuHsp100-22 Prupe.6G260200.2 1,2156 0,0802  0,06597565  9,350769231
ZjuHsp100-22 Prupe.6G070800.2 0,6142 0,0722  0,117551286  4,724615385
ZjuHsp100-22 Prupe.6G070800.3 0,6142 0,0781 0,127157278 4,724615385
ZjuHsp100-22 Prupe.3G107000.2 51,672 0,5345 0,010344094 397,4769231

51,7011  0,5326 0,010301522 397,7007692
0,7942 0,0745 0,093805087 6,109230769
1,6571 0,1437  0,08671776  12,74692308
1,6571 0,1437  0,08671776  12,74692308

27,8925 0,5934 0,021274536 214,5576923

31,0842 0,5988 0,019263806 239,1092308

52,8249  0,6087 0,011522975 406,3453846

34,9684  0,6369 0,018213587 268,9876923

51,5079  0,6524 0,012666018 396,2146154

ZjuHsp100-22
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23

Prupe.3G107000.1
Prupe.6G072600.1
Prupe.6G257400.1
Prupe.6G257400.2
Prupe.1G355600.1
Prupe.1G355600.2
Prupe.3G266900.1
Prupe.3G112700.2
Prupe.3G112700.1
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ZjuHsp100-23 Prupe.1G410800.1 52,708 0,7539  0,014303332 405,4461538
ZjuHsp100-23 Prupe.5G026500.1 54,8736  0,7245  0,01320307  422,1046154

ZjuHsp100-23 Prupe.6G060800.2 53,9482  0,7883 0,014612165 414,9861538
ZjuHsp100-23 Prupe.6G060800.1 53,958 0,7882  0,014607658 415,0615385
ZjuHsp100-23 Prupe.6G060800.3 53,8531  0,7949 0,014760524 414,2546154
ZjuHsp100-23 Prupe.3G243600.2 56,8778  0,6817 0,011985344 437,5215385

52,8595 0,6819 0,012900236 406,6115385
52,7947  0,8527 0,016151242 406,1130769
54,7599 0,797  0,014554446 421,23
0,787 0,3452 0,4386277  6,053846154
0,787 0,3452 0,4386277  6,053846154
1,3292 0,4578  0,344417695 10,22461538
1,3292 0,4578  0,344417695 10,22461538
0,9381 0,0739  0,07877625  7,216153846
2,6983 0,0818 0,030315384 20,75615385
2,8663 0,0878 0,030631825 22,04846154
2,0446 0,0394 0,019270273 15,72769231
7,1857 0,1277  0,017771407 55,27461538
54,1059  0,6141 0,011349964 416,1992308

ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-23
ZjuHsp100-24
ZjuHsp100-24
ZjuHsp100-25
ZjuHsp100-25
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26

Prupe.3G243600.1
Prupe.5G122500.1
Prupe.3G061400.1
Prupe.8G068000.1
Prupe.8G068000.2
Prupe.8G068000.2
Prupe.8G068000.1
Prupe.6G107800.1
Prupe.6G233700.1
Prupe.4G237600.1
Prupe.6G233700.2
Prupe.5G169800.1
Prupe.4G275000.1

ZjuHsp100-26 Prupe.3G135900.3 54,5414  0,6493 0,011904718 419,5492308
ZjuHsp100-26 Prupe.3G135900.1 54,5407 0,6494 0,011906705 419,5438462
ZjuHsp100-26 Prupe.3G135900.2 54,5409  0,6493 0,011904827 419,5453846
ZjuHsp100-26 Prupe.3G062600.1 46,4987  0,7074  0,015213329 357,6823077
ZjuHsp100-26 Prupe.3G062600.2 48,5217  0,7073  0,014576983 373,2438462
ZjuHsp100-26 Prupe.3G062600.3 46,4085  0,7073  0,015240743 356,9884615
ZjuHsp100-26 Prupe.3G062600.5 46,036 0,7074  0,015366235 354,1230769
ZjuHsp100-26 Prupe.3G062600.4 47,3153  0,7073  0,014948653 363,9638462

ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-26
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27
ZjuHsp100-27

Prupe.1G288400.1
Prupe.1G288400.2
Prupe.8G255300.2
Prupe.8G255300.1
Prupe.4G112300.1
Prupe.1G191800.4
Prupe.1G191800.2
Prupe.1G191800.3
Prupe.1G191800.1
Prupe.6G039300.1
Prupe.8G208900.1
Prupe.3G030100.1
Prupe.7G237100.1
Prupe.6G320300.1
Prupe.8G090700.1

52,8162  0,5757 0,010900065 406,2784615
53,1654  0,5337 0,010038484 408,9646154
53,0518 0,8337  0,01571483  408,0907692
53,0508 0,8338 0,015717011 408,0830769
55,3976  0,8623 0,015565656 426,1353846
55,7546  0,8177 0,014666054 428,8815385
55,7548  0,8175 0,014662415 428,8830769
35,768 0,805  0,022506151 275,1384615
37,4906  0,8047 0,021464047 288,3892308
0,8157 0,0218 0,026725512 6,274615385
52,9848 05282 0,009968897 407,5753846
52,1405 0,6367 0,012211237 401,0807692
51,6157  0,5794 0,011225267 397,0438462
51,9157 0,586 0,01128753  399,3515385
51,092 05921 0,011588898 393,0153846

ZjuHsp100-27 Prupe.8G090700.2 50,3995 0,5768 0,011444558 387,6884615
ZjuHsp100-27 Prupe.2G111300.2 44,7197  0,4939  0,01104435  343,9976923
ZjuHsp100-27 Prupe.2G111300.1 47,431 0,6214 0,013101136 364,8538462
ZjuHsp100-27 Prupe.8G090700.4 36,9885  0,5191 0,014034092 284,5269231
ZjuHsp100-27 Prupe.8G090700.3 51,8271  0,6096 0,011762186 398,67

ZjuHsp100-27 Prupe.6G233700.2 54,0928  0,7755 0,014336474 416,0984615
ZjuHsp100-28 Prupe.6G039300.1 2,256 0,2827  0,125310284 17,35384615
ZjuHsp100-28 Prupe.6G039200.2 9,4511 0,515  0,054491012 72,70076923

ZjuHsp100-28
ZjuHsp100-29

Prupe.6G039200.1
Prupe.2G038600.1

54,3527 0,5076  0,009339002 418,0976923
0,8518 0,1446  0,169758159 6,552307692

ZjuHsp100-29 Prupe.2G038600.8 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.2G038600.2 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.2G038600.9 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.2G038600.7 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.2G038600.6 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.2G038600.10 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.2G038600.5 0,8518 0,1446  0,169758159 6,552307692
ZjuHsp100-29 Prupe.6G313300.1 0,9425 0,1377  0,146100796 7,25

ZjuHsp100-29 Prupe.2G038600.4 0,9453 0,1377  0,145668042 7,271538462
ZjuHsp100-29 Prupe.2G038600.3 0,9453 0,1377  0,145668042 7,271538462

ZjuHsp100-30
ZjuHsp100-30
ZjuHsp100-30
ZjuHsp100-30
ZjuHsp100-30
ZjuHsp100-30
ZjuHsp100-30

Prupe.6G320300.1
Prupe.8G208900.1
Prupe.7G237100.1
Prupe.3G030100.1
Prupe.6G039300.1
Prupe.2G111300.2
Prupe.2G111300.1

0,6714 0,0108 0,016085791 5,164615385
51,6357  0,5162 0,009996959 397,1976923
28,8009  0,5412 0,018732542 222,2376923
52,156 05327  0,01021359 401,2

51,5781  0,6027 0,011685192 396,7546154
48,1934  0,4603 0,0095511  370,7184615
41,6218 0,5688 0,013665915 320,1676923
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ZjuHsp100-30 Prupe.8G090700.4 21,7434 0,483  0,022213637 167,2569231
ZjuHsp100-30 Prupe.8G090700.1 17,8022 05643  0,031698329 136,94
ZjuHsp100-30 Prupe.8G090700.2 18,4352 05678 0,030799774 141,8092308

ZjuHsp100-30
ZjuHsp100-31
ZjuHsp100-32
ZjuHsp100-32

Prupe.1G355600.1
Prupe.6G352000.1
Prupe.4G246200.1
Prupe.5G048200.1

12,2521 0,7456  0,060854874  94,24692308
0,7057 0,1443  0,204477823 5,428461538
0,7307 0,1288 0,176269331 5,620769231
0,7885 0,1366  0,17324033  6,065384615

ZjuHsp100-32 Prupe.5G048200.2 0,5934 0,0000 0,151668352 4,564615385
ZjuHsp100-33 Prupe.5G143300.1 0,6286 0,0799  0,127107859 4,835384615
ZjuHsp100-33 Prupe.5G143300.2 0,6286 0,0799  0,127107859 4,835384615

ZjuHsp100-35
ZjuHsp100-35

Prupe.6G127200.1
Prupe.3G075400.1

1,9407 0,082  0,042252795 14,92846154
18,4872  0,6103  0,03301203  142,2092308

ZjuHsp100-35 Prupe.4G080800.2 33,7631 05728 0,016965267 259,7161538
ZjuHsp100-35 Prupe.4G080800.1 53,1846  0,5832  0,01096558  409,1123077
ZjuHsp100-35 Prupe.2G148300.2 57,5602  0,6322 0,010983284 442,7707692

ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-35
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-36
ZjuHsp100-37
ZjuHsp100-37

Prupe.2G148300.1
Prupe.3G305500.1
Prupe.2G148300.3
Prupe.2G071700.1
Prupe.7G097400.1
Prupe.1G095200.2
Prupe.1G095200.1
Prupe.1G073700.1
Prupe.6G127200.1
Prupe.3G075400.1

57,5571  0,6322 0,010983875 442,7469231
42,077 0,6316  0,015010576 323,6692308
57,7251  0,5933  0,010278025 444,0392308
1,3032 0,269  0,206414979 10,02461538
1,6865 0,4023  0,238541358 12,97307692
51,3931  0,7235 0,014077765 395,3315385
51,3968 0,7236  0,014078698 395,36

55,6476  0,6758  0,012144279 428,0584615
1,9504 0,0819  0,041991386 15,00307692
18,5226  0,6100 0,032932742 142,4815385

ZjuHsp100-37 Prupe.4G080800.2 34,9688 05725 0,016371737 268,9907692
ZjuHsp100-37 Prupe.4G080800.1 53,2583  0,5825 0,010937262 409,6792308
ZjuHsp100-37 Prupe.2G148300.2 57,6262 0,632  0,010967234 443,2784615

ZjuHsp100-37
ZjuHsp100-37
ZjuHsp100-37
ZjuHsp100-38
ZjuHsp100-38
ZjuHsp100-38

Prupe.2G148300.1
Prupe.3G305500.1
Prupe.2G148300.3
Prupe.2G238800.1
Prupe.6G260200.1
Prupe.6G070800.1

57,6255 0,6321 0,010969102 443,2730769
43,0759  0,6314 0,014657848 331,3530769
57,8107  0,5931 0,010259346 444,6976923
0,8423 0,0589  0,069927579 6,479230769
1,5473 0,0995 0,064305565 11,90230769
1,7496 0,1053  0,060185185 13,45846154

ZjuHsp100-38 Prupe.2G238800.2 0,9207 0,0592  0,064298903 7,082307692
ZjuHsp100-38 Prupe.2G238800.3 0,9207 0,0592  0,064298903 7,082307692
ZjuHsp100-38 Prupe.6G260200.2 1,6500 0,0978  0,059272727 12,69230769
ZjuHsp100-38 Prupe.6G070800.3 1,852 0,1084 0,058531317 14,24615385
ZjuHsp100-38 Prupe.6G070800.2 1,8773 0,1025 0,054599691 14,44076923
ZjuHsp100-38 Prupe.3G107000.2 45,1366  0,5977  0,013242025 347,2046154
ZjuHsp100-38 Prupe.3G107000.1 44,9076  0,6037 0,013443159 345,4430769
ZjuHsp100-39 Prupe.2G238800.2 0,9031 0,0627  0,069427527 6,946923077
ZjuHsp100-39 Prupe.2G238800.3 0,9031 0,0627  0,069427527 6,946923077
ZjuHsp100-39 Prupe.2G238800.1 0,9149 0,0627  0,06853208  7,037692308
ZjuHsp100-39 Prupe.6G260200.2 1,6097 0,1002  0,062247624 12,38230769
ZjuHsp100-39 Prupe.6G260200.1 1,6373 0,001 0,061137238 12,59461538
ZjuHsp100-39 Prupe.6G070800.2 1,8343 0,1025  0,055879627 14,11

ZjuHsp100-39 Prupe.6G070800.3 1,8637 0,1025 0,054998122 14,33615385
ZjuHsp100-39 Prupe.6G070800.1 1,8637 0,1025 0,054998122 14,33615385
ZjuHsp100-39 Prupe.3G107000.2 38,208 0,6059 0,015857936  293,9076923

ZjuHsp100-39
ZjuHsp100-40
ZjuHsp100-40
ZjuHsp100-40
ZjuHsp100-41
ZjuHsp100-41
ZjuHsp100-42

Prupe.3G107000.1
Prupe.2G250700.1
Prupe.2G250700.2
Prupe.6G056400.1
Prupe.2G002100.1
Prupe.5G082000.1
Prupe.2G303900.1

38,7248  0,6119 0,015801244 297,8830769
0,8449 0,2024  0,239554977  6,499230769
0,8449 0,2024  0,239554977  6,499230769
2,5376 0,3468  0,136664565 19,52
0,7089 0,1437  0,202708421 5,453076923
2,084 0,3144  0,150863724 16,03076923
0,5459 0,0915 0,167613116 4,199230769

ZjuHsp100-42 Prupe.2G303900.2 0,5685 0,092  0,161829376 4,373076923
ZjuHsp100-42 Prupe.5G110200.1 1,6326 0,1705  0,104434644 12,55846154
ZjuHsp100-42 Prupe.8G259000.4 55,6266 05428 0,009757922 427,8969231
ZjuHsp100-42 Prupe.8G259000.3 55,6277  0,5429 0,009759526 427,9053846
ZjuHsp100-42 Prupe.8G259000.2 55,626 05428 0,009758027 427,8923077

ZjuHsp100-42
ZjuHsp100-42
ZjuHsp100-42
ZjuHsp100-42
ZjuHsp100-42
ZjuHsp100-42
ZjuHsp100-42

Prupe.8G259000.1
Prupe.5G152500.1
Prupe.5G152500.2
Prupe.1G346700.1
Prupe.1G346700.6
Prupe.1G346700.4
Prupe.1G346700.2

56,2155  0,5432 0,009662815 432,4269231
54,3206  0,5502 0,010128754 417,8507692
54,2504  0,5549 0,010228496 417,3107692
9,5986 0,6405 0,066728481 73,83538462
9,5979 0,6405 0,066733348 73,83

9,5997 0,6405 0,066720835 73,84384615
11,2459  0,6533  0,058092283  86,50692308
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ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-42 Prupe.1G346700.3 11,2454  0,6532  0,058085973 86,50307692
ZjuHsp100-42 Prupe.1G346700.5 11,2656  0,6532  0,057981821 86,65846154
ZjuHsp100-42 Prupe.2G315900.1 7,9169 0,6169 0,077921914 60,89923077
ZjuHsp100-42 Prupe.2G148300.2 7,7701 0,7645  0,098389982 59,77

ZjuHsp100-42 Prupe.2G148300.1 7,771 0,7645 0,098378587 59,77692308
ZjuHsp100-42 Prupe.3G305500.1 56,1178  0,8228 0,014662015 431,6753846
ZjuHsp100-42 Prupe.3G075400.1 27,3009 0,8106 0,029691329 210,0069231
ZjuHsp100-43 Prupe.2G310000.1 0,7414 0,0885 0,119368762 5,703076923
ZjuHsp100-43 Prupe.8G000600.1 7,2313 0,2627  0,036328184 55,62538462
ZjuHsp100-43 Prupe.1G585800.1 3,3000 0,354  0,107272727 25,38461538
ZjuHsp100-43 Prupe.1G585800.4 3,4996 0,3453  0,098668419 26,92

ZjuHsp100-43 Prupe.1G585800.11 3,5028 0,3379  0,096465685 26,94461538
ZjuHsp100-43 Prupe.1G585800.8 3,5028 0,3379  0,096465685 26,94461538
ZjuHsp100-43 Prupe.1G585800.5 3,1042 0,3652 0,117647059 23,87846154
ZjuHsp100-43 Prupe.1G585800.6 3,4092 0,3688  0,108177872 26,22461538
ZjuHsp100-43 Prupe.1G585800.3 3,277 0,3562  0,108696979 25,20769231
ZjuHsp100-43 Prupe.1G585800.10 3,2768 0,3491  0,106536865 25,20615385
ZjuHsp100-43 Prupe.1G585800.2 2,7782 0,3100 0,111583039 21,37076923
ZjuHsp100-43 Prupe.1G585800.7 2,6416 0,3208  0,121441551 20,32

ZjuHsp100-43 Prupe.1G585800.9 3,2511 0,3995 0,122881486 25,00846154
ZjuHsp100-44 Prupe.2G326200.1 0,7122 0,0929  0,130440887 5,478461538
ZjuHsp100-44 Prupe.7G156000.1 8,3016 0,2393  0,028825769 63,85846154
ZjuHsp100-44 Prupe.7G156000.2 8,0477 0,1788 0,022217528 61,90538462
ZjuHsp100-45 Prupe.2G315800.1 14772 0,1411  0,095518549 11,36307692
ZjuHsp100-45 Prupe.2G193700.1 2,3489 0,3065 0,130486611 18,06846154
ZjuHsp100-45 Prupe.2G002200.1 60,7023  0,5732  0,009442805 466,9407692
ZjuHsp100-45 Prupe.1G086500.1 54,865 0,6818 0,012426866 422,0384615
ZjuHsp100-45 Prupe.8G092600.1 51,4967  0,7039 0,013668837 396,1284615
ZjuHsp100-45 Prupe.7G158900.1 53,5311  0,7666  0,014320647 411,7776923
ZjuHsp100-45 Prupe.1G375300.1 35,7094  0,7263 0,020339182 274,6876923
ZjuHsp100-45 Prupe.7G159800.1 51,1197  0,7042 0,013775511 393,2284615
ZjuHsp100-45 Prupe.7G160000.1 55,1161  0,7036  0,01276578 423,97

ZjuHsp100-45 Prupe.7G159700.1 52,0756  0,7317  0,014050726 400,5815385
ZjuHsp100-45 Prupe.7G159000.1 50,4338  0,7757 0,015380558 387,9523077
ZjuHsp100-45 Prupe.5G183800.1 55,9539  0,7629 0,013634438 430,4146154
ZjuHsp100-45 Prupe.7G165500.1 52,6363 0,7139 0,013562883 404,8946154
ZjuHsp100-45 Prupe.7G159900.1 52,9764  0,7722  0,014576302 407,5107692
ZjuHsp100-45 Prupe.7G159500.1 54,2467  0,7327 0,013506812 417,2823077
ZjuHsp100-45 Prupe.4G113000.1 16,6359  0,7359  0,044235659 127,9684615
ZjuHsp100-45 Prupe.3G274200.1 56,0864  0,7272  0,01296571  431,4338462
ZjuHsp100-45 Prupe.3G273800.1 56,2735 0,716  0,012723573 432,8730769
ZjuHsp100-45 Prupe.3G274100.1 55,7407  0,7127 0,012785989 428,7746154
ZjuHsp100-45 Prupe.3G274300.1 57,2014  0,7236  0,01265004  440,0107692
ZjuHsp100-45 Prupe.7G159600.1 53,4485 0,7019 0,013132268 411,1423077
ZjuHsp100-45 Prupe.3G273900.1 55,529 0,7300 0,013146284 427,1461538
ZjuHsp100-46 Prupe.2G315900.1 0,7141 0,1069  0,149698922 5,493076923

ZjuHsp100-46 Prupe.8G259000.4 54,4212 05671 0,010420571 418,6246154
ZjuHsp100-46 Prupe.8G259000.3 54,2716  0,5646  0,010403231 417,4738462
ZjuHsp100-46 Prupe.8G259000.2 54,2721 05647 0,010404978 417,4776923

54,2682 05648 0,010407568 417,4476923
11,134 0,6242  0,056062511 85,64615385
53,2782  0,6135 0,011515029 409,8323077
53,2779  0,6133  0,01151134 409,83

53,2754  0,6135 0,011515634 409,8107692
53,2762  0,6135 0,011515461 409,8169231
53,2789  0,6134 0,011513 409,8376923
53,2795 0,6133 0,011510994 409,8423077
53,6052 0,6258 0,011674241 412,3476923

ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46
ZjuHsp100-46

Prupe.8G259000.1
Prupe.5G110200.1
Prupe.1G346700.2
Prupe.1G346700.3
Prupe.1G346700.5
Prupe.1G346700.1
Prupe.1G346700.6
Prupe.1G346700.4
Prupe.2G303900.1

ZjuHsp100-46 Prupe.2G303900.2 52,8574 0,634  0,011994536 406,5953846
ZjuHsp100-46 Prupe.5G152500.2 46,6175 05952 0,012767737 358,5961538
ZjuHsp100-46 Prupe.5G152500.1 46,5528  0,5952  0,012785482 358,0984615
ZjuHsp100-46 Prupe.2G148300.2 54,1716  0,6531 0,012056133 416,7046154
ZjuHsp100-46 Prupe.2G148300.1 54,1707 0,653  0,012054487 416,6976923
ZjuHsp100-47 Prupe.2G315900.1 0,6783 0,0564  0,083149049 5,217692308
ZjuHsp100-47 Prupe.8G259000.4 54,7661  0,5714 0,010433462 421,2776923
ZjuHsp100-47 Prupe.8G259000.3 54,6045 05689 0,010418555 420,0346154
ZjuHsp100-47 Prupe.8G259000.2 54,6046  0,5688 0,010416705 420,0353846

54,6055 0,5688 0,010416533 420,0423077
53,2074  0,5336  0,01002868  409,2876923

ZjuHsp100-47
ZjuHsp100-47

Prupe.8G259000.1
Prupe.5G152500.1
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ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-47 Prupe.5G152500.2 53,2076  0,5335 0,010026763 409,2892308
ZjuHsp100-47 Prupe.1G346700.2 51,3535 0,6145 0,011966078 395,0269231
ZjuHsp100-47 Prupe.1G346700.3 51,3553  0,6145 0,011965659 395,0407692
ZjuHsp100-47 Prupe.1G346700.5 51,3555  0,6144 0,011963665 395,0423077
ZjuHsp100-47 Prupe.1G346700.1 51,3569  0,6144 0,011963339 395,0530769
ZjuHsp100-47 Prupe.1G346700.6 51,3565 0,6144 0,011963432 395,05

ZjuHsp100-47 Prupe.1G346700.4 51,3538  0,6144 0,011964061 395,0292308
ZjuHsp100-47 Prupe.5G110200.1 9,1952 0,6748 0,073386114 70,73230769
ZjuHsp100-47 Prupe.2G303900.1 52,0671  0,6145 0,011802078 400,5161538

ZjuHsp100-47 Prupe.2G303900.2 51,7306  0,6203  0,011990969 397,9276923
ZjuHsp100-47 Prupe.2G148300.2 53,9937  0,6455 0,011955098 415,3361538
ZjuHsp100-47 Prupe.2G148300.1 53,9922  0,6457 0,011959135 415,3246154
ZjuHsp100-48 Prupe.2G315900.1 0,6783 0,0564 0,083149049 5,217692308
ZjuHsp100-48 Prupe.8G259000.4 54,7625  0,5714 0,010434147 421,25

ZjuHsp100-48 Prupe.8G259000.3 54,6009 0,569  0,010421074 420,0069231
ZjuHsp100-48 Prupe.8G259000.2 54,5996 05689  0,01041949  419,9969231

ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-48
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-49
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50
ZjuHsp100-50

Prupe.8G259000.1
Prupe.5G152500.1
Prupe.5G152500.2
Prupe.1G346700.2
Prupe.1G346700.3
Prupe.1G346700.5
Prupe.1G346700.1
Prupe.1G346700.6
Prupe.1G346700.4
Prupe.5G110200.1
Prupe.2G303900.1
Prupe.2G303900.2
Prupe.2G148300.2
Prupe.2G148300.1
Prupe.3G274100.1
Prupe.3G273900.1
Prupe.3G274200.1
Prupe.3G274300.1
Prupe.3G273800.1
Prupe.5G183800.1
Prupe.7G159000.1
Prupe.7G165500.1
Prupe.1G086500.1
Prupe.7G158900.1
Prupe.1G375300.1
Prupe.8G092600.1
Prupe.7G159500.1
Prupe.7G159600.1
Prupe.4G166800.1
Prupe.7G159700.1
Prupe.7G159800.1
Prupe.2G002200.1
Prupe.4G113000.1
Prupe.7G160000.1
Prupe.7G159900.1
Prupe.1G375300.2
Prupe.7G159400.1
Prupe.3G274000.1
Prupe.2G315800.1
Prupe.7G158900.2
Prupe.1G229600.1
Prupe.2G193700.1
Prupe.3G274100.1
Prupe.3G274200.1
Prupe.3G273900.1
Prupe.3G274300.1
Prupe.3G273800.1
Prupe.5G183800.1
Prupe.7G159000.1
Prupe.7G165500.1
Prupe.1G086500.1
Prupe.7G158900.1
Prupe.1G375300.1

54,6044 05688 0,010416743 420,0338462
53,2056  0,5335  0,01002714  409,2738462
53,2024  0,5336  0,010029623  409,2492308
51,3566  0,6144 0,011963409 395,0507692
51,3569  0,6144 0,011963339 395,0530769
51,3533  0,6145 0,011966125 395,0253846
51,3566  0,6144 0,011963409 395,0507692
51,3567 0,6145 0,011965333 395,0515385
51,3666  0,6137 0,011947452 395,1276923
9,1945 0,6748 0,073391702 70,72692308
52,0653 0,6147 0,011806328 400,5023077
51,7318  0,6205 0,011994557 397,9369231
53,9928  0,6457 0,011959002 415,3292308
53,9913  0,6457 0,011959334 415,3176923
1,5292 0,1961  0,128236987 11,76307692
1,682 0,2044  0,121521998 12,93846154
1,4896 0,2139  0,143595596  11,45846154
1,6401 0,2063 0,125785013 12,61615385
2,3612 0,2519  0,106683043 18,16307692
12,2946 0,316  0,025702341 94,57384615
53,2028  0,6002 0,011281361 409,2523077
19,6097  0,6144 0,031331433 150,8438462
7,061 0,6216  0,088032857 54,31538462
51,7493  0,5567 0,010757633 398,0715385
10,0908 0,5758 0,057061878 77,62153846
52,004 0,611  0,011749096 400,0307692
51,3913  0,6279 0,012218021 395,3176923
54,402 05559 0,010218374 418,4769231
27,1254  0,5888 0,021706592 208,6569231
18,1694 055899  0,032466675 139,7646154
50,1338  0,6265 0,012496559 385,6446154
58,3943  0,6734 0,011531947 449,1869231
53,0024  0,6352 0,011984363 407,7107692
50,4654  0,5981 0,011851685 388,1953846
39,701 0,6056  0,015254024 305,3923077
10,7674 0,603  0,056002378 82,82615385
53,082 0,5666  0,010674051 408,3230769
1,4352 0,2116  0,147435897 11,04
8,7199 0,778  0,089221207 67,07615385
51,7477  0,6571  0,012698149 398,0592308
48,0829 05654 0,011758858 369,8684615
51,4181 0,794  0,015442033 395,5238462
1,8846 0,2337  0,124005094  14,49692308
1,3914 0,2085  0,149849073 10,70307692
1,9131 0,2361 0,123412263 14,71615385
1,4645 0,2127  0,145237282 11,26538462
2,2775 0,2492  0,109418222 17,51923077
9,3641 0,2983  0,031855704 72,03153846
52,9834  0,5889 0,011114802 407,5646154
27,9321  0,6023 0,021563005 214,8623077
53,9825  0,6076 0,011255499 415,25
26,9259  0,6041 0,022435647 207,1223077
14,2022 0,5859  0,041254172  109,2476923
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ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-50 Prupe.4G166800.1 51,6362 0,6081 0,011776622 397,2015385
ZjuHsp100-50 Prupe.8G092600.1 49,898 0,6169 0,012363221 383,8307692
ZjuHsp100-50 Prupe.7G159500.1 51,5688  0,6318 0,012251594 396,6830769
ZjuHsp100-50 Prupe.7G159600.1 52,3652  0,5884  0,01123647  402,8092308
ZjuHsp100-50 Prupe.7G159700.1 23,8293  0,5847  0,02453702  183,3023077
ZjuHsp100-50 Prupe.4G113000.1 17,044 0,6846  0,040166628 131,1076923
ZjuHsp100-50 Prupe.7G159800.1 50,7445  0,6383 0,012578703 390,3423077
ZjuHsp100-50 Prupe.2G002200.1 57,4705 0,6763 0,011767777 442,0807692
ZjuHsp100-50 Prupe.7G160000.1 51,265 0,5963 0,011631718 394,3461538
ZjuHsp100-50 Prupe.7G159900.1 49,3535  0,6236  0,012635375 379,6423077
ZjuHsp100-50 Prupe.1G375300.2 7,0714 0,619  0,087535707 54,39538462
ZjuHsp100-50 Prupe.7G159400.1 33,7968  0,5796 0,017149553 259,9753846
ZjuHsp100-50 Prupe.2G315800.1 46,9818  0,7541 0,016050896 361,3984615
ZjuHsp100-50 Prupe.3G274000.1 2,3936 0,2018 0,084308155 18,41230769
ZjuHsp100-50 Prupe.7G158900.2 5,9433 0,7044  0,118520014 45,71769231
ZjuHsp100-50 Prupe.1G229600.1 48,5108  0,5726  0,011803557 373,16
ZjuHsp100-51 Prupe.3G266900.1 0,7241 0,0741  0,102333932 5,57
ZjuHsp100-51 Prupe.3G112700.2 48,0874  0,2366  0,004920208 369,9030769
ZjuHsp100-51 Prupe.3G112700.1 48,0168  0,2437  0,005075307 369,36
ZjuHsp100-51 Prupe.1G355600.1 46,7815  0,4916 0,010508427 359,8576923
ZjuHsp100-51 Prupe.1G355600.2 46,7149  0,4928 0,010549097 359,3453846
ZjuHsp100-51 Prupe.1G410800.1 50,4131  0,6498 0,012889507 387,7930769
ZjuHsp100-51 Prupe.5G026500.1 51,4614 0,609  0,011834113 395,8569231
ZjuHsp100-51 Prupe.6G072600.1 50,9441 0,6046  0,01186791  391,8776923
ZjuHsp100-51 Prupe.6G060800.2 48,708 0,6612  0,013574772 374,6769231
ZjuHsp100-51 Prupe.6G060800.1 48,7084  0,6613 0,013576714 374,68
ZjuHsp100-51 Prupe.6G257400.1 52,0212 0,6061 0,011651019 400,1630769

ZjuHsp100-51 Prupe.6G257400.2 52,0214  0,6063 0,011654819 400,1646154
ZjuHsp100-51 Prupe.6G060800.3 48,762 0,663  0,013596653 375,0923077
ZjuHsp100-51 Prupe.5G122500.1 49,5008  0,7342  0,014832084 380,7753846
ZjuHsp100-51 Prupe.3G243600.2 53,505 0,5741  0,010729838 411,5769231

53,5024 05742 0,010732229 411,5569231
51,9882  0,7603  0,014624472  399,9092308
52,6568  0,7173 0,013622172 405,0523077
51,9039  0,7796  0,015020066 399,2607692
22,0334  0,8122 0,036862218 169,4876923
0,9988 0,1645 0,164697637 7,683076923
3,0799 0,2937  0,095360239 23,69153846
1,9546 0,2946  0,150721375 15,03538462
2,7942 0,2863  0,102462243 21,49384615
4,2435 0,2849 0,067137976  32,64230769
2,7126 0,2845 0,104880926 20,86615385
9,5000 0,593  0,062421053 73,07692308
16,1652  0,5773  0,035712518 124,3476923
19,9694  0,5899  0,029540197 153,6107692
3,8156 0,5749  0,15067093  29,35076923
7,744 05546  0,071616736 59,56923077
12,0775  0,5728 0,047427034 92,90384615
51,2302  0,6204 0,012110044 394,0784615
17,4853  0,6069 0,034709156 134,5023077
51,5367 05759 0,011174561 396,4361538
10,2012  0,5863  0,057473631 78,47076923
7,5216 0,6578  0,087454797 57,85846154
10,0294  0,6081 0,060631743 77,14923077
14,5189  0,6299 0,043384829 111,6838462
7,1199 05812  0,08163036  54,76846154
17,1153  0,5700 0,033303535 131,6561538
50,326 0,6616  0,013146286 387,1230769
50,0648 0,6237 0,012457855 385,1138462
1,1344 0,1851 0,163169958 8,726153846
2,9274 0,2984  0,101933456 22,51846154
14,8748  0,2909  0,019556565 114,4215385
5,4736 0,2999 0,054790266 42,10461538
9,3129 0,2971  0,031901985 71,63769231
52,541 0,5779  0,010999029 404,1615385
10,785 05519 0,051172925 82,96153846
21,4022  0,5639 0,026347759 164,6323077
8,7239 0,5693  0,065257511 67,10692308
13,9139  0,5767  0,041447761 107,03

ZjuHsp100-51
ZjuHsp100-51
ZjuHsp100-51
ZjuHsp100-51
ZjuHsp100-51
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-52
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53
ZjuHsp100-53

Prupe.3G243600.1
Prupe.3G061400.1
Prupe.2G008800.1
Prupe.3G065400.1
Prupe.4G132700.1
Prupe.3G273800.1
Prupe.5G183800.1
Prupe.3G274200.1
Prupe.3G274100.1
Prupe.3G273900.1
Prupe.3G274300.1
Prupe.7G165500.1
Prupe.7G159000.1
Prupe.1G086500.1
Prupe.7G158900.1
Prupe.1G375300.1
Prupe.4G166800.1
Prupe.7G159500.1
Prupe.8G092600.1
Prupe.7G159600.1
Prupe.2G002200.1
Prupe.4G113000.1
Prupe.7G159700.1
Prupe.7G159800.1
Prupe.1G375300.2
Prupe.7G159400.1
Prupe.7G160000.1
Prupe.7G159900.1
Prupe.3G273800.1
Prupe.3G274200.1
Prupe.3G274100.1
Prupe.3G274300.1
Prupe.3G273900.1
Prupe.7G165500.1
Prupe.7G159000.1
Prupe.8G092600.1
Prupe.7G158900.1
Prupe.1G375300.1
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ZjuHsp100-53 Prupe.1G086500.1 54,9381  0,5878 0,010699314 422,6007692
ZjuHsp100-53 Prupe.4G166800. 19,8579 05605 0,028225542 152,7530769
ZjuHsp100-53 Prupe.2G002200.1 55,0839  0,5746  0,01043136  423,7223077
ZjuHsp100-53 Prupe.7G159500.1 51,5392  0,5955 0,011554312 396,4553846
ZjuHsp100-53 Prupe.7G159600.1 50,9889  0,5879  0,01152996  392,2223077
ZjuHsp100-53 Prupe.4G113000.1 3,4831 0,6266  0,179897218 26,79307692
ZjuHsp100-53 Prupe.7G159700.1 10,9458  0,6318  0,05772077  84,19846154
ZjuHsp100-53 Prupe.1G375300.2 50,9333  0,6022 0,011823306 391,7946154
ZjuHsp100-53 Prupe.7G159800.1 16,641 0,6088  0,03658434  128,0076923
ZjuHsp100-53 Prupe.7G159400.1 52,3868  0,5746 0,010968412 402,9753846
ZjuHsp100-53 Prupe.7G159900.1 50,602 0,6434 0,012714912 389,2461538
ZjuHsp100-53 Prupe.7G160000.1 50,9358  0,6278 0,012325319 391,8138462
ZjuHsp100-53 Prupe.3G274000.1 5,7812 0,2936  0,050785304 44,47076923
ZjuHsp100-54 Prupe.5G183800.1 2,0873 0,3597  0,172327888 16,05615385
ZjuHsp100-54 Prupe.3G273800.1 2,6664 0,3395 0,127325233 20,51076923
ZjuHsp100-54 Prupe.3G273900.1 2,7687 0,3712  0,134070141 21,29769231
ZjuHsp100-54 Prupe.3G274100.1 2,7284 0,3586  0,131432341 20,98769231
ZjuHsp100-54 Prupe.3G274200.1 2,200 0,3808 0,173090909 16,92307692
ZjuHsp100-54 Prupe.3G274300.1 2,5399 0,3742  0,147328635 19,53769231
ZjuHsp100-54 Prupe.1G086500.1 23,0712 05959  0,025828739 177,4707692
ZjuHsp100-54 Prupe.7G165500.1 8,9164 0,6456  0,072405904 68,58769231
ZjuHsp100-54 Prupe.7G159000.1 8,2964 0,6153  0,074164698 63,81846154
ZjuHsp100-54 Prupe.4G166800.1 15,2697  0,5968  0,039083937 117,4592308
ZjuHsp100-54 Prupe.7G158900.1 12,0322 0,6309 0,052434301 92,55538462
ZjuHsp100-54 Prupe.8G092600.1 50,7315  0,6459 0,012731735 390,2423077
ZjuHsp100-54 Prupe.1G375300.1 4,9783 0,6386 0,128276721 38,29461538
ZjuHsp100-54 Prupe.7G159500.1 51,4236  0,6258  0,01216951  395,5661538
ZjuHsp100-54 Prupe.4G113000.1 11,2655  0,6574  0,058355155 86,65769231
ZjuHsp100-54 Prupe.2G002200.1 55,4549  0,6371 0,011488615 426,5761538
ZjuHsp100-54 Prupe.7G159600.1 26,7107  0,6213  0,023260341 205,4669231
ZjuHsp100-54 Prupe.7G159400.1 8,8684 0,6045 0,068163367 68,21846154
ZjuHsp100-54 Prupe.7G160000.1 16,1953  0,6203 0,038301236 124,5792308
ZjuHsp100-54 Prupe.7G159700.1 11,252 0,6636  0,058976182 86,55384615
ZjuHsp100-54 Prupe.7G159900.1 43,603 0,6349  0,014560925 335,4076923
ZjuHsp100-54 Prupe.7G159800.1 16,3901  0,6789  0,041421346 126,0776923
ZjuHsp100-54 Prupe.1G375300.2 3,7342 0,6782 0,181618553 28,72461538
ZjuHsp100-54 Prupe.3G274000.1 53,3752  0,2827 0,005296467 410,5784615
ZjuHsp100-55 Prupe.3G274200.1 1,7728 0,2521  0,142204422 13,63692308
ZjuHsp100-55 Prupe.3G274300.1 2,1232 0,2404  0,11322532  16,33230769
ZjuHsp100-55 Prupe.3G274100.1 1,7019 0,258  0,151595276 13,09153846
ZjuHsp100-55 Prupe.3G273900.1 1,9251 0,2702  0,140356345 14,80846154
ZjuHsp100-55 Prupe.5G183800.1 5,5946 0,3478  0,06216709  43,03538462
ZjuHsp100-55 Prupe.3G273800.1 2,4814 0,2915 0,117474007 19,08769231
ZjuHsp100-55 Prupe.7G165500.1 50,0182  0,6278 0,012551431 384,7553846
ZjuHsp100-55 Prupe.7G159000.1 49,7942 0,615  0,012350836 383,0323077
ZjuHsp100-55 Prupe.7G158900.1 50,0886 0,599  0,011958809 385,2969231
ZjuHsp100-55 Prupe.1G086500.1 52,2546  0,5896  0,011283217 401,9584615
ZjuHsp100-55 Prupe.1G086500.1 8,4783 0,6328 0,074637604 65,21769231
ZjuHsp100-55 Prupe.1G375300.1 15,3668 05972  0,038863003 118,2061538
ZjuHsp100-55 Prupe.4G166800.1 22,453 05834 0,025983165 172,7153846
ZjuHsp100-55 Prupe.7G159500.1 41,5716  0,6379  0,01534461  319,7815385
ZjuHsp100-55 Prupe.4G113000.1 53,2778  0,6454 0,012113864 409,8292308
ZjuHsp100-55 Prupe.7G159600.1 51,929 0,5707  0,010990006 399,4538462
ZjuHsp100-55 Prupe.2G002200.1 58,2776  0,6357 0,010908136 448,2892308
ZjuHsp100-55 Prupe.7G159700.1 24,7929  0,6206  0,02503136  190,7146154
ZjuHsp100-55 Prupe.7G159800.1 49,5497  0,6459 0,013035397 381,1515385
ZjuHsp100-55 Prupe.7G160000.1 48,5903  0,6092 0,012537482 373,7715385
ZjuHsp100-55 Prupe.7G159900.1 48,5533  0,5979  0,012314302 373,4869231
ZjuHsp100-55 Prupe.7G159400.1 37,4697 05706  0,015228304 288,2284615
ZjuHsp100-55 Prupe.1G375300.2 16,7694 0,632  0,037687693 128,9953846
ZjuHsp100-55 Prupe.3G274000.1 1,7965 0,2362 0,131477874 13,81923077
ZjuHsp100-56 Prupe.3G274200.1 1,4859 0,2774  0,186688202 11,43

ZjuHsp100-56 Prupe.3G274300.1 1,9324 0,2556  0,132270751 14,86461538
ZjuHsp100-56 Prupe.3G274100.1 1,5424 0,2618 0,169735477 11,86461538
ZjuHsp100-56 Prupe.3G273900.1 1,6851 0,2663  0,158032164 12,96230769
ZjuHsp100-56 Prupe.3G273800.1 3,0837 0,306  0,099231443 23,72076923
ZjuHsp100-56 Prupe.5G183800.1 8,0545 0,3421  0,042473152 61,95769231
ZjuHsp100-56 Prupe.7G159000.1 21,8605 0,6179 0,028265593 168,1576923
ZjuHsp100-56 Prupe.1G375300.1 9,607 0,5847  0,060861872 73,9
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ZjuHsp100-56 Prupe.7G165500.1 17,4212 0,659  0,037827475 134,0092308
ZjuHsp100-56 Prupe.1G086500.1 7,0246 0,6566  0,093471514 54,03538462
ZjuHsp100-56 Prupe.7G158900.1 50,7427  0,6073 0,011968224 390,3284615
ZjuHsp100-56 Prupe.4G166800.1 12,1182  0,6077  0,050147712 93,21692308
ZjuHsp100-56 Prupe.8G092600.1 36,9208  0,6293 0,017044593 284,0061538
ZjuHsp100-56 Prupe.7G159500.1 31,1653  0,6474 0,020773103 239,7330769
ZjuHsp100-56 Prupe.7G159600.1 28,3334  0,6042 0,021324656 217,9492308
ZjuHsp100-56 Prupe.7G159700.1 16,7239  0,6365 0,038059304 128,6453846
ZjuHsp100-56 Prupe.2G002200.1 55,4363  0,6812 0,012287977 426,4330769
ZjuHsp100-56 Prupe.4G113000.1 32,3086  0,6349 0,019651115 248,5276923
ZjuHsp100-56 Prupe.7G159800.1 41,8247  0,6056 0,014479482 321,7284615
ZjuHsp100-56 Prupe.7G160000.1 49,3245  0,5878  0,011916999 379,4192308
ZjuHsp100-56 Prupe.7G159900.1 48,1928  0,6161 0,012784067 370,7138462
ZjuHsp100-56 Prupe.1G375300.2 10,5297  0,6205 0,058928554  80,99769231
ZjuHsp100-56 Prupe.7G159400.1 18,9896  0,6015 0,031675233 146,0738462
ZjuHsp100-56 Prupe.3G274000.1 1,5394 0,2481 0,161166688 11,84153846
ZjuHsp100-57 Prupe.3G258500.1 0,7031 0,0567 0,080642867 5,408461538

ZjuHsp100-57 Prupe.3G258500.3 0,6778 0,0369 0,054440838 5,213846154
ZjuHsp100-57 Prupe.1G392200.1 17,597 0,2104  0,011956584 135,3615385
ZjuHsp100-57 Prupe.3G258500.2 0,7454 0,0634 0,085055004 5,733846154

ZjuHsp100-57
ZjuHsp100-57

Prupe.5G203700.1
Prupe.5G143300.1

38,467 0,436  0,011334391 295,9
54,5991  0,5155 0,009441548 419,9930769

ZjuHsp100-57 Prupe.5G143300.2 54,5951  0,5155 0,009442239 419,9623077
ZjuHsp100-57 Prupe.5G138200.1 54,289 05817 0,010714878 417,6076923
ZjuHsp100-59 Prupe.3G243600.2 0,6755 0,1666  0,246632124 5,196153846
ZjuHsp100-59 Prupe.3G243600.1 0,6755 0,1666  0,246632124 5,196153846
ZjuHsp100-59 Prupe.3G243600.5 0,6652 0,2006  0,30156344  5,116923077
ZjuHsp100-59 Prupe.3G243600.4 1,0086 0,4055  0,402042435 7,758461538
ZjuHsp100-59 Prupe.3G243600.3 0,8478 0,3104 0,366124086 6,521538462
ZjuHsp100-59 Prupe.3G266900.1 45,4285  0,6184 0,0136126 349,45

ZjuHsp100-59 Prupe.1G355600.1 11,8156  0,7100  0,06009005  90,88923077
ZjuHsp100-59 Prupe.6G060800.2 29,2207 0,702  0,024024065 224,7746154
ZjuHsp100-59 Prupe.6G060800.1 28,7198  0,7021  0,024446549 220,9215385
ZjuHsp100-59 Prupe.3G112700.2 52,878 0,6066  0,01147169  406,7538462
ZjuHsp100-59 Prupe.3G112700.1 52,8466  0,6012 0,011376323 406,5123077
ZjuHsp100-59 Prupe.6G060800.3 24,6645 0,7031 0,028506558 189,7269231

ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-59
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60
ZjuHsp100-60

Prupe.1G355600.2
Prupe.6G072600.1
Prupe.6G257400.1
Prupe.6G257400.2
Prupe.1G410800.1
Prupe.5G026500.1
Prupe.3G061400.1
Prupe.2G008800.1
Prupe.5G122500.1
Prupe.3G112700.2
Prupe.3G112700.1
Prupe.3G266900.1
Prupe.1G355600.1
Prupe.1G355600.2
Prupe.1G410800.1
Prupe.5G026500.1
Prupe.6G072600.1
Prupe.6G257400.1

13,0179  0,7262  0,055784727 100,1376923
53,8557  0,7506  0,013937243 414,2746154
38,981 0,7712  0,019783997  299,8538462
38,6898  0,7713  0,019935487 297,6138462
53,5795 0,6900  0,01287806 412,15
15,9141  0,8001  0,05027617  122,4161538
5,7907 0,8575  0,14808227  44,54384615
10,7056  0,7681  0,071747497 82,35076923
53,3874  0,8378 0,015692841 410,6723077
0,6499 0,041  0,063086629 4,999230769
0,6499 0,041  0,063086629 4,999230769
49,4771 0,2237 0,004521284  380,5930769
7,4206 0,4777  0,064374848 57,08153846
7,6562 0,4798 0,062668164 58,89384615
50,0699  0,6083 0,012149016 385,1530769
52,7674  0,6038 0,011442671 405,9030769
50,9075  0,6244 0,012265383 391,5961538
51,0598 0,6451 0,012634205 392,7676923
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NWOWOOOUIUITWWWUIODODODOODOOOOUIRPRRPRPWWWUIUANWUIUOROODODORPRODWWOORWWWWWWUIITANUUWR WWWNRPNNNPRANNNNORANEREN

ZjuHsp100-60 Prupe.6G257400.2 51,0617  0,6449 0,012629818 392,7823077
ZjuHsp100-60 Prupe.6G060800.2 48,6885  0,6431 0,013208458 374,5269231
ZjuHsp100-60 Prupe.6G060800.1 48,6892  0,6430 0,013206214 374,5323077
ZjuHsp100-60 Prupe.6G060800.3 48,7741  0,6446 0,013216031 375,1853846
ZjuHsp100-60 Prupe.5G122500.1 36,2822  0,7244  0,019965713  279,0938462
ZjuHsp100-60 Prupe.3G061400.1 52,649 0,7313  0,013890102 404,9923077
ZjuHsp100-60 Prupe.3G243600.2 54,4775 0,5982  0,01098068  419,0576923
ZjuHsp100-60 Prupe.3G243600.1 54,4786  0,5982 0,010980458 419,0661538
ZjuHsp100-61 Prupe.5G152500.2 0,774 0,0581 0,075064599 5,953846154
ZjuHsp100-61 Prupe.5G152500.1 0,774 0,0581  0,075064599 5,953846154
ZjuHsp100-61 Prupe.8G259000.4 6,5405 0,1625 0,024845195 50,31153846
ZjuHsp100-61 Prupe.8G259000.3 6,5431 0,1625 0,024835323 50,33153846
ZjuHsp100-61 Prupe.8G259000.2 6,5417 0,1625 0,024840638 50,32076923
ZjuHsp100-61 Prupe.8G259000.1 6,5432 0,1625 0,024834943 50,33230769
ZjuHsp100-61 Prupe.2G303900.2 50,2338  0,4917  0,00978823  386,4138462
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ZjuHsp100-62 Prupe.4G132700.1 0,5918 0,0717  0,121155796  4,552307692
ZjuHsp100-62 Prupe.1G355600.2 7,4429 0,8193  0,110078061 57,25307692
ZjuHsp100-62 Prupe.3G266900.1 51,8887  0,8154 0,015714404 399,1438462
ZjuHsp100-62 Prupe.3G112700.2 16,2976  0,8915 0,054701306 125,3661538
ZjuHsp100-62 Prupe.3G112700.1 21,3327  0,8701 0,040787148 164,0976923
ZjuHsp100-63 Prupe.5G165300.1 0,5487 0,0665 0,121195553 4,220769231
ZjuHsp100-64 Prupe.5G183800.1 1,1205 0,1111  0,099152164 8,619230769
ZjuHsp100-64 Prupe.3G273900.1 5,6587 0,2705 0,047802499 43,52846154
ZjuHsp100-64 Prupe.3G274100.1 4,4095 0,2746  0,062274634  33,91923077
ZjuHsp100-64 Prupe.3G274200.1 55,6439  0,2753  0,004947532 428,03

ZjuHsp100-64 Prupe.3G274300.1 7,548 0,2584  0,034234234 58,06153846
ZjuHsp100-64 Prupe.3G273800.1 2,5029 0,2642  0,105557553  19,25307692
ZjuHsp100-64 Prupe.7G165500.1 18,3296 05421  0,029575113  140,9969231
ZjuHsp100-64 Prupe.7G159000.1 14,6984 05322 0,036208023 113,0646154
ZjuHsp100-64 Prupe.1G375300.1 46,0355 0,4919 0,010685232 354,1192308
ZjuHsp100-64 Prupe.8G092600.1 54,3675  0,5384 0,009902975 418,2115385
ZjuHsp100-64 Prupe.2G002200.1 55,4362 0,5636 0,010166642 426,4323077
ZjuHsp100-64 Prupe.1G086500.1 58,726 05254  0,008946634 451,7384615
ZjuHsp100-64 Prupe.7G158900.1 13,8655  0,5213 0,037596913 106,6576923
ZjuHsp100-64 Prupe.4G113000.1 8,9899 055379  0,059833814 69,15307692
ZjuHsp100-64 Prupe.7G159600.1 55,4512 0,4457 0,008037698 426,5476923
ZjuHsp100-64 Prupe.4G166800.1 16,8493  0,5233  0,03105767 129,61

ZjuHsp100-64 Prupe.7G159500.1 51,0064 0,6046 0,011853414 392,3569231
ZjuHsp100-64 Prupe.7G159700.1 25,752 05521 0,021439112 198,0923077
ZjuHsp100-64 Prupe.1G375300.2 50,0231  0,5142 0,010279251 384,7930769
ZjuHsp100-64 Prupe.7G159800.1 38,7299  0,5462  0,014102799 297,9223077
ZjuHsp100-64 Prupe.7G160000.1 38,4208  0,5583 0,014531191 295,5446154
ZjuHsp100-64 Prupe.7G159900.1 48,2362  0,5464 0,011327592 371,0476923
ZjuHsp100-64 Prupe.3G274000.1 11,1346 0,2225 0,019982756 85,65076923
ZjuHsp100-64 Prupe.7G159400.1 16,3685  0,4666  0,028505972 125,9115385
ZjuHsp100-65 Prupe.5G183800.1 1,7785 0,2303  0,129491144 13,68076923
ZjuHsp100-65 Prupe.3G273800.1 3,775 0,2936  0,077774834  29,03846154
ZjuHsp100-65 Prupe.3G274100.1 4,5475 0,3436  0,075557999  34,98076923
ZjuHsp100-65 Prupe.3G273900.1 5,0574 0,338 0,06683276  38,90307692
ZjuHsp100-65 Prupe.3G274200.1 5,3087 0,3337  0,06285908  40,83615385
ZjuHsp100-65 Prupe.3G274300.1 6,7774 0,3247  0,047909228 52,13384615
ZjuHsp100-65 Prupe.7G165500.1 52,8288  0,6363 0,012044567 406,3753846
ZjuHsp100-65 Prupe.1G086500.1 53,8869 0,6006 0,011145566 414,5146154
ZjuHsp100-65 Prupe.1G375300.1 32,8603 05821 0,017714385 252,7715385
ZjuHsp100-65 Prupe.7G158900.1 8,8106 0,5782  0,065625497 67,77384615
ZjuHsp100-65 Prupe.4G166800.1 16,1946  0,5589  0,034511504 124,5738462
ZjuHsp100-65 Prupe.7G159000.1 7,8308 0,611  0,078025234 60,23692308
ZjuHsp100-65 Prupe.8G092600.1 20,3932  0,6016 0,029500029 156,8707692
ZjuHsp100-65 Prupe.2G002200.1 58,3831  0,6108 0,010461932 449,1007692
ZjuHsp100-65 Prupe.7G159500.1 53,3653  0,6223 0,011661136 410,5023077
ZjuHsp100-65 Prupe.4G113000.1 18,3567  0,5881  0,032037349 141,2053846
ZjuHsp100-65 Prupe.7G159600.1 52,1401  0,5984 0,011476771 401,0776923
ZjuHsp100-65 Prupe.1G375300.2 29,4733  0,6047 0,020516875 226,7176923
ZjuHsp100-65 Prupe.7G159700.1 8,5208 0,6705 0,078689794 65,54461538
ZjuHsp100-65 Prupe.7G159400.1 52,7209  0,5955 0,011295331 405,5453846
ZjuHsp100-65 Prupe.7G159800.1 8,0242 0,6895 0,085927569 61,72461538
ZjuHsp100-65 Prupe.7G159900.1 51,13 0,6341  0,012401721 393,3076923
ZjuHsp100-65 Prupe.7G160000.1 53,2099  0,6509 0,012232686 409,3069231
ZjuHsp100-65 Prupe.3G274000.1 6,4111 0,2371  0,036982733 49,31615385
ZjuHsp100-66 Prupe.5G183800.1 1,8389 0,2258  0,122790799 14,14538462
ZjuHsp100-66 Prupe.3G273800.1 3,6253 0,2989  0,082448349 27,88692308
ZjuHsp100-66 Prupe.3G274100.1 4,5141 0,346  0,076648723 34,72384615
ZjuHsp100-66 Prupe.3G273900.1 5,1283 0,3428 0,066844763 39,44846154
ZjuHsp100-66 Prupe.3G274200.1 4,6923 0,3438 0,073268973 36,09461538
ZjuHsp100-66 Prupe.3G274300.1 6,7878 0,3228 0,047555909 52,21384615
ZjuHsp100-66 Prupe.7G165500.1 52,8222  0,6400 0,012116118 406,3246154
ZjuHsp100-66 Prupe.1G086500.1 53,8895 0,6026 0,011182141 4145346154
ZjuHsp100-66 Prupe.1G375300.1 32,1251  0,5821 0,018119788 247,1161538
ZjuHsp100-66 Prupe.7G158900.1 9,0485 0,5863  0,06479527  69,60384615
ZjuHsp100-66 Prupe.4G166800.1 16,1383  0,5589  0,034631901 124,1407692
ZjuHsp100-66 Prupe.7G159000.1 8,7247 0,6083 0,069721595 67,11307692
ZjuHsp100-66 Prupe.8G092600.1 20,5708  0,6016 0,029245338 158,2369231
ZjuHsp100-66 Prupe.7G159500.1 53,2171  0,6289  0,01181763  409,3623077
ZjuHsp100-66 Prupe.2G002200.1 59,3321  0,6141 0,010350215 456,4007692
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ZjuHsp100-66 Prupe.4G113000.1 18,3916  0,5881  0,031976555 141,4738462
ZjuHsp100-66 Prupe.7G159600.1 52,1389  0,5985 0,011478953 401,0684615
ZjuHsp100-66 Prupe.1G375300.2 30,1865 0,6074 0,020121578 232,2038462
ZjuHsp100-66 Prupe.7G159700.1 8,5221 0,6705 0,078677791 65,55461538
ZjuHsp100-66 Prupe.7G159400.1 52,7184  0,5956 0,011297763 405,5261538
ZjuHsp100-66 Prupe.7G159900.1 51,1554  0,6286 0,012288048 393,5030769
ZjuHsp100-66 Prupe.7G159800.1 8,0224 0,6895  0,085946849 61,71076923
ZjuHsp100-66 Prupe.7G160000.1 53,2122  0,6508 0,012230278 409,3246154
ZjuHsp100-66 Prupe.3G274000.1 6,4109 0,2371  0,036983887  49,31461538
ZjuHsp100-67 Prupe.5G183800.1 1,9055 0,2372  0,124481763 14,65769231
ZjuHsp100-67 Prupe.3G273900.1 6,9594 0,286  0,041095497 53,53384615
ZjuHsp100-67 Prupe.3G274100.1 6,2102 0,2939  0,047325368 47,77076923
ZjuHsp100-67 Prupe.3G274200.1 13,0809  0,2879  0,022009189  100,6223077
ZjuHsp100-67 Prupe.3G273800.1 3,3225 0,2632  0,079217457  25,55769231
ZjuHsp100-67 Prupe.3G274300.1 14,7451  0,2669 0,018100928 113,4238462
ZjuHsp100-67 Prupe.8G092600.1 53,4097  0,4859 0,009097598 410,8438462
ZjuHsp100-67 Prupe.7G158900.1 5,7429 0,4657  0,081091435 44,17615385
ZjuHsp100-67 Prupe.7G165500.1 56,1505  0,5314 0,009463852 431,9269231
ZjuHsp100-67 Prupe.1G086500.1 18,8797  0,4665 0,024709079  145,2284615
ZjuHsp100-67 Prupe.7G159000.1 3,4976 0,4634  0,132490851 26,90461538
ZjuHsp100-67 Prupe.1G375300.1 3,4975 0,4634  0,132494639 26,90384615
ZjuHsp100-67 Prupe.4G113000.1 10,209 0,5022  0,04919189  78,53076923
ZjuHsp100-67 Prupe.2G002200.1 57,1034  0,5985 0,010480987 439,2569231
ZjuHsp100-67 Prupe.4G166800.1 55,3439  0,4516  0,008159888 425,7223077
ZjuHsp100-67 Prupe.7G159600.1 55,3341  0,4518 0,008164947 425,6469231
ZjuHsp100-67 Prupe.7G159500.1 56,3623  0,5517 0,009788458 433,5561538
ZjuHsp100-67 Prupe.7G159700.1 20,6192  0,5048 0,024482036 158,6092308
ZjuHsp100-67 Prupe.7G159800.1 27,0838  0,5232 0,019317821 208,3369231
ZjuHsp100-67 Prupe.7G160000.1 53,2691  0,5087 0,009549626 409,7623077
ZjuHsp100-67 Prupe.7G159900.1 52,8177  0,5153  0,009756199 406,29

ZjuHsp100-67 Prupe.1G375300.2 2,9522 0,4864  0,164758485 22,70923077
ZjuHsp100-67 Prupe.7G159400.1 55,4808  0,4937 0,008898574 426,7753846
ZjuHsp100-67 Prupe.3G274000.1 36,7223  0,2369  0,006451121 282,4792308
ZjuHsp100-68 Prupe.5G183800.1 1,5106 0,2123  0,140540183 11,62

ZjuHsp100-68 Prupe.3G273800.1 3,0466 0,3109  0,102048185 23,43538462
ZjuHsp100-68 Prupe.3G274100.1 4,6887 0,3367  0,07181095  36,06692308
ZjuHsp100-68 Prupe.3G274200.1 6,867 0,3499  0,050953837 52,82307692
ZjuHsp100-68 Prupe.3G274300.1 6,1627 0,3453  0,056030636 47,40538462
ZjuHsp100-68 Prupe.3G273900.1 7,0307 0,3407  0,048458902 54,08230769
ZjuHsp100-68 Prupe.7G159000.1 14,5301  0,5847  0,040240604 111,77

ZjuHsp100-68 Prupe.7G158900.1 3,7414 05717  0,152803763 28,78

ZjuHsp100-68 Prupe.7G165500.1 53,6649 05932  0,01105378  412,8069231
ZjuHsp100-68 Prupe.8G092600.1 36,7836  0,5717  0,015542253 282,9507692
ZjuHsp100-68 Prupe.1G375300.1 32,1982 0,570  0,017702853 247,6784615
ZjuHsp100-68 Prupe.1G086500.1 54,5254  0,6298  0,01155058  419,4261538
ZjuHsp100-68 Prupe.4G166800.1 35,0855 0,5616 0,016006612 269,8884615
ZjuHsp100-68 Prupe.7G159500.1 52,4543  0,6141 0,011707334 403,4946154
ZjuHsp100-68 Prupe.4G113000.1 41,6197  0,6559 0,015759364 320,1515385
ZjuHsp100-68 Prupe.7G159700.1 51,4606  0,5801 0,011272702 395,8507692
ZjuHsp100-68 Prupe.7G159800.1 36,0892  0,6214 0,017218448 277,6092308
ZjuHsp100-68 Prupe.2G002200.1 56,9268  0,6598 0,011590323 437,8984615
ZjuHsp100-68 Prupe.7G159600.1 53,1141  0,5751 0,010827633 408,57

ZjuHsp100-68 Prupe.1G375300.2 32,9277 0,593  0,018009153 253,29

ZjuHsp100-68 Prupe.7G159900.1 50,6562  0,6314 0,012464417 389,6630769
ZjuHsp100-68 Prupe.7G160000.1 52,1533  0,5875 0,011264867 401,1792308
ZjuHsp100-68 Prupe.7G159400.1 24,4135 0,589  0,024125996 187,7961538
ZjuHsp100-70 Prupe.5G203700.1 1,0568 0,0542  0,051286904 8,129230769
ZjuHsp100-70 Prupe.3G258500.1 33,2187  0,4629 0,013934922 255,5284615
ZjuHsp100-70 Prupe.3G258500.3 22,0045 0,4193 0,019055193 169,2653846
ZjuHsp100-70 Prupe.3G258500.2 20,7235  0,4049 0,019538205 159,4115385
ZjuHsp100-70 Prupe.1G392200.1 16,2517  0,4856  0,029879951 125,0130769
ZjuHsp100-70 Prupe.5G143300.1 43,2163 05231 0,012104229 332,4330769
ZjuHsp100-70 Prupe.5G143300.2 44,9842 0523  0,011626304 346,0323077
ZjuHsp100-70 Prupe.5G138200.1 0,2019 16,3455 80,95839525 1,553076923
ZjuHsp100-70 Prupe.4G023600.1 5,336 0,7134  0,133695652 41,04615385
ZjuHsp100-70 Prupe.4G023600.3 5,336 0,7134  0,133695652 41,04615385
ZjuHsp100-71 Prupe.5G203700.1 1,0568 0,0542  0,051286904 8,129230769
ZjuHsp100-71 Prupe.3G258500.1 33,1944  0,4629 0,013945123 255,3415385
ZjuHsp100-71 Prupe.3G258500.3 22,0067  0,4192  0,019048744 169,2823077
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ZjuHsp100-71 Prupe.3G258500.2 20,5347 0,405  0,019722713 157,9592308
ZjuHsp100-71 Prupe.1G392200.1 16,3224  0,4855 0,0297444  125,5569231
ZjuHsp100-71 Prupe.5G143300.1 41,8464 05232 0,012502868 321,8953846
ZjuHsp100-71 Prupe.5G143300.2 42,5365 0523  0,012295323 327,2038462
ZjuHsp100-71 Prupe.5G138200.1 49,6439  0,6016 0,012118307 381,8761538
ZjuHsp100-71 Prupe.4G023600.1 5,3358 0,7134  0,133700663 41,04461538
ZjuHsp100-71 Prupe.4G023600.3 5,3359 0,7134  0,133698158 41,04538462
ZjuHsp100-72 Prupe.1G355600.1 0,8500 0,0483  0,056823529 6,538461538
ZjuHsp100-72 Prupe.1G355600.2 0,859 0,0512  0,059604191 6,607692308
ZjuHsp100-72 Prupe.3G112700.2 35,972 0,4854 0,013493829 276,7076923
ZjuHsp100-72 Prupe.3G112700.1 36,4200  0,4855 0,013330588 280,1538462
ZjuHsp100-72 Prupe.3G266900.1 47,8067 0,472  0,009873093 367,7438462
ZjuHsp100-72 Prupe.1G410800.1 48,4392  0,6657 0,013743002 372,6092308
ZjuHsp100-72 Prupe.6G072600.1 44,3423 0,604  0,013621305 341,0946154
ZjuHsp100-72 Prupe.6G257400.1 49,9506  0,6364 0,012740588 384,2353846

ZjuHsp100-72 Prupe.6G257400.2 49,9529  0,6364 0,012740001 384,2530769
ZjuHsp100-72 Prupe.5G026500.1 49,4129  0,6283 0,012715303 380,0992308
ZjuHsp100-72 Prupe.6G060800.2 45,6862  0,6154 0,013470151 351,4323077
ZjuHsp100-72 Prupe.6G060800.1 45,6875  0,6154 0,013469767 351,4423077
ZjuHsp100-72 Prupe.6G060800.3 45,6887  0,6207 0,013585416 351,4515385

ZjuHsp100-72
ZjuHsp100-72
ZjuHsp100-72
ZjuHsp100-72
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-73
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-74

Prupe.5G122500.1
Prupe.3G061400.1
Prupe.3G243600.2
Prupe.3G243600.1
Prupe.1G355600.1
Prupe.1G355600.2
Prupe.8G174600.1
Prupe.3G266900.1
Prupe.6G236000.1
Prupe.7G097700.1
Prupe.3G112700.2
Prupe.3G112700.1
Prupe.6G103900.1
Prupe.1G367500.1
Prupe.1G409400.2
Prupe.1G409400.5
Prupe.1G409400.3
Prupe.1G409400.4
Prupe.1G409400.1
Prupe.1G409400.6
Prupe.6G005100.1
Prupe.6G236000.2
Prupe.1G410800.1
Prupe.1G410800.1
Prupe.5G026500.1
Prupe.3G266900.1
Prupe.1G355600.1
Prupe.1G355600.2
Prupe.3G112700.2
Prupe.3G112700.1
Prupe.6G072600.1
Prupe.6G257400.1

48,8009 0,737 0,01510218  375,3915385
49,1324  0,7655  0,01558035  377,9415385
14,0033 0,691  0,049345511 107,7176923
14,0055 0,691 0,04933776  107,7346154
1,6517 0,2524  0,152812254 12,70538462

1,687 0,2586  0,153289864 12,97692308
1,3324 0,1682  0,126238367 10,24923077
48,5975  0,6294 0,012951284 373,8269231
4,4732 0,2425  0,05421175  34,40923077
2,7621 0,2484  0,089931574  21,24692308
47,4906  0,6586 0,013868008 365,3123077
47,4457  0,6618 0,013948577 364,9669231
50,8094  0,2746  0,005404512 390,8415385
4,4144 0,2516  0,056995288  33,95692308
8,2657 0,3377  0,040855584 63,58230769
8,2629 0,3377  0,040869428 63,56076923
8,2675 0,3377  0,040846689 63,59615385
29,6317  0,3348 0,011298711 227,9361538
29,6879  0,3347 0,011273953 228,3684615
8,2907 0,3392  0,040913313 63,77461538

4,385 0,2927  0,066750285 33,73076923
8,4758 0,2762  0,032586894  65,19846154
50,4619  0,7847 0,015550346 388,1684615
0,8312 0,0729  0,087704524 6,393846154
53,7066  0,4523 0,008421684 413,1276923
52,0445 0,641  0,012316383 400,3423077
48,2299  0,6908 0,014323065 370,9992308
48,2851  0,6818 0,014120298 371,4238462
50,639 0,643  0,012697723 389,5307692
50,7614  0,6482 0,012769545 390,4723077
52,6502  0,6927 0,013156645 405,0015385
53,8742  0,7131 0,013236391 414,4169231

ZjuHsp100-74 Prupe.6G257400.2 53,8728 0,7131 0,013236735 414,4061538
ZjuHsp100-74 Prupe.6G060800.2 50,2693  0,7292  0,014505871 386,6869231
ZjuHsp100-74 Prupe.6G060800.2 50,2691  0,7291  0,01450394  386,6853846
ZjuHsp100-74 Prupe.6G060800.1 50,2709  0,7291  0,01450342  386,6992308
ZjuHsp100-74 Prupe.6G060800.3 50,3203  0,7333  0,014572648 387,0792308

ZjuHsp100-74
ZjuHsp100-74
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-75

Prupe.5G122500.1
Prupe.3G061400.1
Prupe.1G410800.1
Prupe.5G026500.1
Prupe.3G266900.1
Prupe.1G355600.1
Prupe.1G355600.2
Prupe.3G112700.2
Prupe.3G112700.1
Prupe.6G072600.1
Prupe.6G257400.1
Prupe.6G257400.2

16,1353 0,819  0,050758275 124,1176923
53,738 0,7772  0,014462764 413,3692308
0,8312 0,0729  0,087704524 6,393846154
53,7043  0,4523  0,008422044 413,11

52,0437  0,6411 0,012318494 400,3361538
48,2306  0,6908 0,014322857 371,0046154
48,2848  0,6818 0,014120386 371,4215385
50,6407 0,643  0,012697297 389,5438462
0,1877 16,5722 88,29088972 1,443846154
52,6506 0,6926 0,013154646 405,0046154
53,8724  0,7131 0,013236834 414,4030769
53,8699  0,7131 0,013237448 414,3838462
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ZjuHsp100-75 Prupe.6G060800.2 50,2691  0,7292 0,014505929 386,6853846
ZjuHsp100-75 Prupe.6G060800.1 50,2685  0,7292 0,014506102 386,6807692
ZjuHsp100-75 Prupe.6G060800.3 50,3209  0,7333  0,014572474 387,0838462

ZjuHsp100-75
ZjuHsp100-75
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-76
ZjuHsp100-77

Prupe.5G122500.1
Prupe.3G061400.1
Prupe.1G392200.1
Prupe.3G258500.1
Prupe.3G258500.3
Prupe.3G258500.2
Prupe.5G203700.1
Prupe.5G143300.1
Prupe.5G143300.2
Prupe.5G138200.1
Prupe.8G090700.1

16,1209 0,819  0,050803615 124,0069231
53,7952 0,779  0,014480846 413,8092308
0,8804 0,0712  0,080872331 6,772307692
15,0812  0,1855 0,012300082 116,0092308
11,1025 0,127  0,011438865 85,40384615
15,5472 0,1272  0,008181538 119,5938462
31,6916  0,4189 0,013218014 243,7815385
54,4195 0,4666 0,008574132 418,6115385
54,4192  0,4666  0,00857418  418,6092308
54,953 0,5889  0,01071643  422,7153846
2,3846 0,0186  0,00780005  18,34307692

ZjuHsp100-77 Prupe.8G090700.2 2,3323 0,028  0,012005317 17,94076923
ZjuHsp100-77 Prupe.8G090700.4 3,4961 0,0118 0,003375189  26,89307692
ZjuHsp100-77 Prupe.8G090700.3 2,5119 0,0531 0,021139377 19,32230769

ZjuHsp100-77
ZjuHsp100-77
ZjuHsp100-77
ZjuHsp100-77
ZjuHsp100-77

Prupe.7G237100.1
Prupe.3G030100.1
Prupe.8G208900.1
Prupe.6G039300.1
Prupe.2G111300.1

54,9458  0,5231 0,009520291 422,66

57,1565  0,5471 0,009571965 439,6653846
3,4628 05696 0,164491163 26,63692308
53,0853 0,5692 0,010722366 408,3484615
47,864 0,5631  0,011764583 368,1846154

ZjuHsp100-77 Prupe.2G111300.2 45,0100 0,4934 0,010962008 346,2307692
ZjuHsp100-77 Prupe.6G320300.1 54,9337 0,5452 0,009924691 422,5669231
ZjuHsp100-77 Prupe.6G233700.2 54,9267  0,7852 0,014295416 422,5130769

ZjuHsp100-77
ZjuHsp100-78
ZjuHsp100-78
ZjuHsp100-78
ZjuHsp100-78
ZjuHsp100-78
ZjuHsp100-78
ZjuHsp100-78
ZjuHsp100-79
ZjuHsp100-79
ZjuHsp100-79
ZjuHsp100-79
ZjuHsp100-79
ZjuHsp100-79
ZjuHsp100-79
ZjuHsp100-80

Prupe.6G233700.1
Prupe.1G492200.1
Prupe.1G492200.2
Prupe.1G492200.3
Prupe.1G493300.3
Prupe.1G493300.1
Prupe.1G493300.2
Prupe.8G039600.1
Prupe.1G492200.1
Prupe.1G492200.2
Prupe.1G492200.3
Prupe.1G493300.3
Prupe.1G493300.1
Prupe.8G039600.1
Prupe.1G493300.2
Prupe.3G062600.1

54,9273  0,7853  0,01429708  422,5176923
0,4576 0,0608 0,132867133 3,52
0,4576 0,0608  0,132867133 3,52
0,5724 0,1045  0,18256464  4,403076923
51,1855  0,5838 0,011405574 393,7346154
50,3406  0,6865 0,013637104 387,2353846
50,6092  0,6759  0,013355279 389,3015385
55,0233  0,6784 0,012329322 423,2561538
0,4768 0,0683  0,143246644 3,667692308
0,5471 0,0982 0,179491866 4,208461538
0,5724 0,1045  0,18256464  4,403076923
51,1854  0,5839  0,01140755  393,7338462
49,9554  0,7292  0,014597021 384,2723077
54,2707  0,6817 0,012561106 417,4669231
0,105 10,3979  99,02761905 0,807692308
0,7406 0,2233  0,301512287 5,696923077

ZjuHsp100-80 Prupe.3G062600.2 0,7406 0,2233  0,301512287 5,696923077
ZjuHsp100-80 Prupe.3G062600.3 0,7406 0,2233  0,301512287 5,696923077
ZjuHsp100-80 Prupe.3G062600.5 0,7406 0,2233  0,301512287 5,696923077
ZjuHsp100-80 Prupe.3G062600.4 0,7406 0,2233  0,301512287 5,696923077

ZjuHsp100-80
ZjuHsp100-80
ZjuHsp100-80

Prupe.6G107800.1
Prupe.4G237600.1
Prupe.6G233700.1

53,0188  0,6595 0,012438984 407,8369231
52,2861 0,6921 0,013236788 402,2007692
57,5796  0,6615 0,011488444 442,92

ZjuHsp100-80 Prupe.3G135900.3 57,7475  0,7042  0,012194467 444,2115385
ZjuHsp100-80 Prupe.3G135900.1 57,7491  0,7042  0,012194129 4442238462
ZjuHsp100-80 Prupe.3G135900.2 57,7492  0,7043  0,01219584 4442246154
ZjuHsp100-80 Prupe.4G275000.1 56,9400 0,6805 0,011951177 438

ZjuHsp100-80 Prupe.6G233700.2 10,7048  0,6118 0,057151932 82,34461538
ZjuHsp100-80 Prupe.6G233700.2 0,1999 16,4388 82,23511756 1,537692308

ZjuHsp100-80
ZjuHsp100-80
ZjuHsp100-81
ZjuHsp100-81
ZjuHsp100-81
ZjuHsp100-81

Prupe.1G288400.1
Prupe.5G169800.1
Prupe.1G191800.1
Prupe.1G191800.3
Prupe.1G191800.4
Prupe.1G191800.2

53,9462  0,6379 0,011824744 414,9707692
7,5692 0,6635 0,087657877 58,22461538
0,835 0,1142 0,1367665 6,4230769
0,9025 0,1219 0,1350693 6,9423077
0,8201 0,0961 0,1171808 6,3084615
0,8201 0,0961 0,1171808 6,3084615

ZjuHsp100-81 Prupe.4G173800.6 18,6229  0,8033 0,0431351 143,25308
ZjuHsp100-81 Prupe.4G173800.5 13,1267  0,8395 0,0639536 100,97462
ZjuHsp100-81 Prupe.4G173800.2 13,1267  0,8395 0,0639536 100,97462
ZjuHsp100-81 Prupe.4G173800.4 20,441 0,8753 0,0428208 157,23846
ZjuHsp100-81 Prupe.4G173800.3 14,5062  0,8852 0,0610222 111,58615
ZjuHsp100-81 Prupe.4G173800.1 14,5124  0,8852 0,0609961 111,63385
ZjuHsp100-81 Prupe.6G233700.2 19,3659  0,8096 0,0418054 148,96846

12,2857  0,8694 0,0707652 94,505385
13,2038  0,8804 0,0666778 101,56769

ZjuHsp100-81
ZjuHsp100-81

Prupe.6G107800.1
Prupe.6G233700.1
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ZjuHsp100-81 Prupe.4G237600.1 12,8688  0,8455 0,0657015 98,990769
ZjuHsp100-82 Prupe.1G191800.1 0,8453 0,1136 0,1343902 6,5023077
ZjuHsp100-82 Prupe.1G191800.3 0,9146 0,1213 0,1326263 7,0353846
ZjuHsp100-82 Prupe.1G191800.4 0,8324 0,0955 0,1147285 6,4030769
ZjuHsp100-82 Prupe.1G191800.2 0,8324 0,0955 0,1147285 6,4030769

ZjuHsp100-82 Prupe.4G173800.6 20,7868  0,8022 0,0385918 159,89846
ZjuHsp100-82 Prupe.4G173800.5 0,8627 17,1712  19,904022 6,6361538
ZjuHsp100-82 Prupe.4G173800.2 13,9304 0,8194 0,058821 107,15692
ZjuHsp100-82 Prupe.4G173800.4 19,215 0,8786 0,0457247 147,80769
ZjuHsp100-82 Prupe.4G173800.3 13,9056  0,8887 0,0639095 106,96615
ZjuHsp100-82 Prupe.4G173800.1 13,916 0,8887 0,0638617 107,04615
ZjuHsp100-82 Prupe.6G233700.2 16,2593  0,8063 0,0495901 125,07154

ZjuHsp100-82
ZjuHsp100-82
ZjuHsp100-82

Prupe.6G107800.1
Prupe.6G233700.1
Prupe.4G237600.1

12,5037  0,8674 0,0693715 96,182308
12,1062 08774 0,0724753 93,124615
12,1465  0,8456 0,0696168 93,434615

ZjuHsp100-83 Prupe.3G316000.9 0,6501 0,2037 0,3133364 5,0007692
ZjuHsp100-83 Prupe.3G316000.1 0,6501 0,2037 0,3133364 5,0007692
ZjuHsp100-83 Prupe.3G316000.22 0,6682 0,2153 0,3222089 5,14

ZjuHsp100-83
ZjuHsp100-83
ZjuHsp100-83

Prupe.3G316000.12
Prupe.3G316000.18
Prupe.3G316000.13

0,6709 0,2156 0,3213594 5,1607692
0,6709 0,2156 0,3213594 5,1607692
0,6709 0,2156 0,3213594 5,1607692

ZjuHsp100-83 Prupe.3G316000.7 0,6439 0,2004 0,3112285 4,9530769
ZjuHsp100-83 Prupe.3G316000.5 0,6912 0,2355 0,3407118 5,3169231
ZjuHsp100-83 Prupe.3G316000.2 0,6655 0,2159 0,3244177 5,1192308
ZjuHsp100-83 Prupe.3G316000.15 0,6655 0,2159 0,3244177 5,1192308
ZjuHsp100-83 Prupe.3G316000.21 0,6655 0,2159 0,3244177 5,1192308
ZjuHsp100-83 Prupe.3G316000.26 0,6666 0,2178 0,3267327 5,1276923
ZjuHsp100-83 Prupe.3G316000.8 0,6439 0,2004 0,3112285 4,9530769
ZjuHsp100-83 Prupe.3G316000.6 0,6912 0,2355 0,3407118 5,3169231
ZjuHsp100-83 Prupe.3G316000.27 0,6666 0,2178 0,3267327 5,1276923

ZjuHsp100-83
ZjuHsp100-83
ZjuHsp100-83
ZjuHsp100-83

Prupe.3G316000.11
Prupe.3G316000.10
Prupe.3G316000.19
Prupe.3G316000.17

0,6652 0,213 0,3202044 5,1169231
0,6652 0,213 0,3202044 5,1169231
0,6652 0,213 0,3202044 5,1169231
0,6731 0,1942 0,2885158 5,1776923

ZjuHsp100-83 Prupe.3G316000.23 0,6731 0,1942 0,2885158 5,1776923
ZjuHsp100-83 Prupe.3G316000.16 0,6731 0,1942 0,2885158 5,1776923
ZjuHsp100-83 Prupe.3G316000.3 0,6863 0,2339 0,3408131 5,2792308
ZjuHsp100-83 Prupe.3G316000.14 0,6597 0,2132 0,3231772 5,0746154
ZjuHsp100-83 Prupe.3G316000.20 0,6597 0,2132 0,3231772 5,0746154
ZjuHsp100-83 Prupe.3G316000.24 0,6607 0,2152 0,3257152 5,0823077
ZjuHsp100-83 Prupe.3G316000.4 0,6863 0,2339 0,3408131 5,2792308
ZjuHsp100-83 Prupe.3G316000.25 0,6607 0,2152 0,3257152 5,0823077
ZjuHsp100-83 Prupe.3G316000.28 0,6887 0,2016 0,2927254 5,2976923
ZjuHsp100-83 Prupe.3G316000.29 0,6818 0,1973 0,2893811 5,2446154
ZjuHsp100-84 Prupe.3G316000.9 10,3214 11,2829 0,1242952 79,395385
ZjuHsp100-84 Prupe.3G316000.1 10,8117  1,2483 0,1154583 83,166923
ZjuHsp100-84 Prupe.3G316000.22 54,8929  1,2406 0,0226004 422,25308

ZjuHsp100-84
ZjuHsp100-84
ZjuHsp100-84
ZjuHsp100-84
ZjuHsp100-84

Prupe.3G316000.12
Prupe.3G316000.18
Prupe.3G316000.13
Prupe.3G316000.18
Prupe.3G316000.13

9,6895 1,2982 0,1339801 74,534615
48,8962  1,2611 0,0257914 376,12462
9,6906 1,2982 0,1339649 74,543077
9,6893 1,2982 0,1339828 74,533077
9,6903 1,2982 0,133969 74,540769

ZjuHsp100-84 Prupe.3G316000.7 7,6928 1,248 0,1622296 59,175385
ZjuHsp100-84 Prupe.3G316000.5 8,8378 1,2875 0,1456811 67,983077
ZjuHsp100-84 Prupe.3G316000.2 6,0407 1,2904 0,2136176 46,466923
ZjuHsp100-84 Prupe.3G316000.15 6,0408 1,2904 0,2136141 46,467692
ZjuHsp100-84 Prupe.3G316000.21 6,0407 1,2904 0,2136176 46,466923
ZjuHsp100-84 Prupe.3G316000.8 8,4586 1,2226 0,1445393 65,066154
ZjuHsp100-84 Prupe.3G316000.26 10,0098  1,2846 0,1283342 76,998462
ZjuHsp100-84 Prupe.3G316000.6 9,372 1,2477 0,1331306 72,092308
ZjuHsp100-84 Prupe.3G316000.27 10,8091  1,2635 0,1168922 83,146923

ZjuHsp100-84
ZjuHsp100-84
ZjuHsp100-84
ZjuHsp100-84

Prupe.3G316000.11
Prupe.3G316000.10
Prupe.3G316000.19
Prupe.3G316000.17

7,1436 1,2351 0,172896 54,950769
7,1437 1,2351 0,1728936 54,951538
7,1425 1,2351 0,1729226 54,942308
51,7728  1,1418 0,0220541 398,25231

ZjuHsp100-84 Prupe.3G316000.23 51,7721  1,1419 0,0220563 398,24692
ZjuHsp100-84 Prupe.3G316000.16 51,774 1,1418 0,0220535 398,26154
ZjuHsp100-84 Prupe.3G316000.3 6,1226 1,2397 0,2024793 47,096923

NN NN NN NN NN NN NN NN NN NN N NN NN NN NN N NN NN N N NN N NN NN N N NN N N NN N N N NN N N N NN N N NN N NN
WWWWWWWWWWWWWRWWWOWWWWRWWWOWWWWRWWWOWWWWRWWWONRWWWRWWWNROODORRARAMDMDMRMRR,RL R

ZjuHsp100-84 Prupe.3G316000.14 14658 17,1065  11,670419 11,275385
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ZjuHsp100-84 Prupe.3G316000.20 1,4658 17,1065  11,670419 11,275385
ZjuHsp100-84 Prupe.3G316000.24 1,2236 17,1321  14,001389 9,4123077
ZjuHsp100-84 Prupe.3G316000.4 8,4183 1,2183 0,1447204 64,756154
ZjuHsp100-84 Prupe.3G316000.25 9,9281 1,2118 0,1220576 76,37
ZjuHsp100-84 Prupe.3G316000.28 31,2575  1,1625 0,0371911 240,44231
ZjuHsp100-84 Prupe.3G316000.29 51,0476 1,107 0,0216856 392,67385

0,828 0,1776 0,2144928 6,3692308
53,0602 0,503 0,0094798 408,15538

ZjuHsp100-85
ZjuHsp100-85

Prupe.5G138200.1
Prupe.5G143300.1

ZjuHsp100-85 Prupe.5G143300.2 53,0601 0,503 0,0094798 408,15462
ZjuHsp100-85 Prupe.3G258500.1 52,8647  0,6001 0,0113516 406,65154
ZjuHsp100-85 Prupe.3G258500.3 53,417 0,5433 0,010171 410,89615
ZjuHsp100-85 Prupe.3G258500.2 54,3523  0,4945 0,0090981 418,09462

ZjuHsp100-85
ZjuHsp100-85

Prupe.5G203700.1
Prupe.1G392200.1

44,5314  0,5965 0,013395 342,54923
41,4508  0,6279 0,0151481 318,85231

ZjuHsp100-85 Prupe.4G023600.2 51,4167  0,9188 0,0178697 395,51308
ZjuHsp100-86 Prupe.2G148300.2 0,6854 0,1266 0,1847097 5,2723077
ZjuHsp100-86 Prupe.2G148300.1 0,6854 0,1266 0,1847097 5,2723077
ZjuHsp100-86 Prupe.2G148300.3 0,7355 0,1534 0,2085656 5,6576923
ZjuHsp100-86 Prupe.3G305500.1 55,876 0,7336 0,0131291 429,81538
ZjuHsp100-86 Prupe.4G080800.2 53,5543  0,6532 0,012197 411,95615

53,4736  0,6632 0,0124024 411,33538
53,848 0,6202 0,0115176 414,21538
53,8623  0,7782 0,014448 414,32538
55,4448  0,7582 0,0136749 426,49846
55,4463  0,7581 0,0136727 426,51

55,4439  0,7582 0,0136751 426,49154
55,444 0,7582 0,0136751 426,49231
55,4649  0,7566 0,0136411 426,65308

ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86

Prupe.4G080800.1
Prupe.6G127200.1
Prupe.3G075400.1
Prupe.1G346700.2
Prupe.1G346700.3
Prupe.1G346700.5
Prupe.1G346700.1
Prupe.1G346700.6

ZjuHsp100-86 Prupe.1G346700.4 55,4424  0,7584 0,0136791 426,48
ZjuHsp100-86 Prupe.8G259000.4 56,8802  0,7793 0,0137007 437,54
ZjuHsp100-86 Prupe.8G259000.3 56,9514 0,784 0,0137661 438,08769
ZjuHsp100-86 Prupe.8G259000.2 56,9975  0,7842 0,0137585 438,44231

ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-86
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-87
ZjuHsp100-88

Prupe.8G259000.1
Prupe.5G110200.1
Prupe.2G303900.2
Prupe.2G303900.1
Prupe.2G315900.1
Prupe.8G000600.1
Prupe.1G585800.4
Prupe.1G585800.1
Prupe.2G310000.1
Prupe.1G585800.5
Prupe.1G585800.3
Prupe.1G585800.11
Prupe.1G585800.6
Prupe.1G585800.8
Prupe.1G585800.2
Prupe.1G585800.10
Prupe.1G585800.7
Prupe.1G585800.9
Prupe.8G001000.1

56,9492 0,784 0,0137667 438,07077
52,9078  0,7531 0,0142342 406,98308
52,7722 0,7855 0,0148847 405,94
7,894 0,7803 0,0988472 60,723077
53,3704  0,7177 0,0134475 410,54154
0,838 0,1118 0,1334129 6,4461538
1,4265 0,3002 0,2104451 10,973077
1,4096 0,308 0,2185017 10,843077
52,7492  0,2898 0,0054939 405,76308
1,3928 0,3181 0,2283889 10,713846
1,4017 0,3093 0,2206606 10,782308
1,4929 0,3204 0,2146158 11,483846
1,4686 0,3187 0,2170094 11,296923
1,4929 0,3204 0,2146158 11,483846
1,627 0,2593 0,1593731 12,515385
1,4663 0,3314 0,226011 11,279231
1,5983 0,2689 0,1682413 12,294615
1,3969 0,3384 0,2422507 10,745385
0,7379 0,2013 0,2728012 5,6761538

ZjuHsp100-88 Prupe.8G001000.5 0,7516 0,2065 0,2747472 5,7815385
ZjuHsp100-88 Prupe.8G001000.2 0,7205 0,2101 0,2916031 5,5423077
ZjuHsp100-88 Prupe.8G001000.3 0,5562 0,106 0,1905789 4,2784615
ZjuHsp100-88 Prupe.8G001000.4 0,7336 0,2161 0,2945747 5,6430769
ZjuHsp100-88 Prupe.4G171000.2 10,7915  0,5111 0,0473613 83,011538

ZjuHsp100-88
ZjuHsp100-88

Prupe.2G206900.1
Prupe.4G171000.1

54,7426  0,5034 0,0091958 421,09692
10,7738 05111 0,0474392 82,875385

ZjuHsp100-88 Prupe.4G171000.3 10,7878  0,5111 0,0473776 82,983077
ZjuHsp100-89 Prupe.7G156000.1 0,693 0,103 0,1486291 5,3307692
ZjuHsp100-89 Prupe.7G156000.2 0,6726 0,0742 0,1103182 5,1738462

ZjuHsp100-89
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90
ZjuHsp100-90

Prupe.2G326200.1
Prupe.7G158900.1
Prupe.7G158900.2
Prupe.8G092600.1
Prupe.4G166800.1
Prupe.1G375300.1
Prupe.7G159000.1
Prupe.7G165500.1

7,7618 0,2663 0,0343091 59,706154

1,514 0,1516 0,1001321 11,646154
1,5257 0,1484 0,0972668 11,736154
52,6197  0,3321 0,0063113 404,76692
52,2441  0,3637 0,0069616 401,87769
3,6208 0,3334 0,0920791 27,852308
51,3729  0,4013 0,0078115 395,17615
8,6986 0,4396 0,0505369 66,912308
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ID Chromosome Gene IDs Chromosome Ks Ka Ka/Ks Mya

ZjuHsp100-90 Prupe.7G159500.1 11,8063  0,4563 0,0386489 90,817692
ZjuHsp100-90 Prupe.7G159600.1 13,6497  0,4022 0,0294658 104,99769
ZjuHsp100-90 Prupe.1G375300.2 3,76 0,3493 0,0928989 28,923077
ZjuHsp100-90 Prupe.4G113000.1 7,9476 0,4891 0,0615406 61,135385
ZjuHsp100-90 Prupe.7G159400.1 7,9344 0,3653 0,04604 61,033846
ZjuHsp100-90 Prupe.7G159700.1 10,5614  0,4258 0,0403166 81,241538
ZjuHsp100-90 Prupe.7G159800.1 8,7108 0,4613 0,0529572 67,006154
ZjuHsp100-90 Prupe.7G160000.1 51,9014  0,4395 0,008468 399,24154
ZjuHsp100-90 Prupe.7G159900.1 9,7112 0,4384 0,0451438 74,701538
ZjuHsp100-90 Prupe.7G159900.1 9,709 0,4384 0,045154 74,684615
ZjuHsp100-90 Prupe.3G273900.1 49,5025  0,5792 0,0117004 380,78846
ZjuHsp100-90 Prupe.3G274100.1 50,4319 0,559 0,0110843 387,93769
ZjuHsp100-90 Prupe.3G274300.1 49,8888  0,5771 0,0115677 383,76

ZjuHsp100-90 Prupe.5G183800.1 32,3613  0,6102 0,0188559 248,93308
ZjuHsp100-90 Prupe.3G274200.1 49,3382 0,577 0,0116948 379,52462
ZjuHsp100-90 Prupe.3G273800.1 50,2651 0,563 0,0112006 386,65462
ZjuHsp100-90 Prupe.1G086500.1 37,3093  0,6137 0,016449 286,99462
ZjuHsp100-90 Prupe.1G229600.1 28,3657  0,4031 0,0142108 218,19769
ZjuHsp100-90 Prupe.2G002200.1 20,7143 0,6483 0,0312972 159,34077
ZjuHsp100-91 Prupe.7G159000.1 1,4042 0,146 0,1039738 10,801538
ZjuHsp100-91 Prupe.7G165500.1 2,3444 0,3325 0,1418273 18,033846
ZjuHsp100-91 Prupe.7G159500.1 10,9565  0,3656 0,0333683 84,280769
ZjuHsp100-91 Prupe.7G159600.1 18,5238  0,2882 0,0155584 142,49077
ZjuHsp100-91 Prupe.7G158900.1 3,833 0,3914 0,1021132 29,484615
ZjuHsp100-91 Prupe.8G092600.1 31,318 0,3952 0,0126189 240,90769
ZjuHsp100-91 Prupe.1G375300.1 4,0708 0,3788 0,093053 31,313846
ZjuHsp100-91 Prupe.4G113000.1 3,5077 0,4067 0,1159449 26,982308
ZjuHsp100-91 Prupe.7G159400.1 5,1185 0,3105 0,0606623 39,373077
ZjuHsp100-91 Prupe.4G166800.1 11,0871  0,4025 0,0363035 85,285385
ZjuHsp100-91 Prupe.7G159700.1 15,5167  0,3784 0,0243866 119,35923
ZjuHsp100-91 Prupe.7G159800.1 53,1354  0,3601 0,006777 408,73385
ZjuHsp100-91 Prupe.1G375300.2 3,9119 0,3935 0,1005905 30,091538
ZjuHsp100-91 Prupe.7G160000.1 21,5028  0,4016 0,0186766 165,40615
ZjuHsp100-91 Prupe.7G159900.1 33,2556  0,4412 0,0132669 255,81231
ZjuHsp100-91 Prupe.5G183800.1 53,2935  0,6468 0,0121366 409,95

ZjuHsp100-91 Prupe.5G183800.1 53,2955  0,6466 0,0121324 409,96538
ZjuHsp100-91 Prupe.3G274300.1 13,6181  0,6072 0,0445877 104,75462
ZjuHsp100-91 Prupe.3G273900.1 8,6161 0,6361 0,0738269 66,277692
ZjuHsp100-91 Prupe.3G274200.1 53,3767  0,6162 0,0115444 410,59

ZjuHsp100-91 Prupe.3G273800.1 53,0388  0,6221 0,0117291 407,99077
ZjuHsp100-91 Prupe.1G229600.1 13,3032  0,3676 0,0276324 102,33231
ZjuHsp100-91 Prupe.1G086500.1 55,9473  0,6346 0,0113428 430,36385
ZjuHsp100-91 Prupe.7G158900.2 3,7008 0,4296 0,116083 28,467692
ZjuHsp100-91 Prupe.2G002200.1 58,8325  0,6276 0,0106676 452,55769
ZjuHsp100-91 Prupe.7G165500.1 1,5687 0,2192 0,1397335 12,066923
ZjuHsp100-91 Prupe.7G159600.1 1,5059 0,2186 0,1451624 11,583846
ZjuHsp100-92 Prupe.7G159500.1 1,6132 0,2614 0,1620382 12,409231
ZjuHsp100-92 Prupe.7G159000.1 7,0873 0,2906 0,0410029 54,517692
ZjuHsp100-92 Prupe.7G159400.1 1,8551 0,2335 0,1258692 14,27

ZjuHsp100-92 Prupe.7G158900.1 14,6023  0,4164 0,0285161 112,32538
ZjuHsp100-92 Prupe.1G375300.1 3,0406 0,3734 0,1228047 23,389231
ZjuHsp100-92 Prupe.8G092600.1 21,1068  0,3888 0,0184206 162,36

ZjuHsp100-92 Prupe.4G166800.1 25,2635  0,4149 0,0164229 194,33462
ZjuHsp100-92 Prupe.7G159700.1 2,272 0,3257 0,1433539 17,476923
ZjuHsp100-92 Prupe.7G160000.1 1,6841 0,3461 0,2055104 12,954615
ZjuHsp100-92 Prupe.7G159800.1 1,6002 0,3278 0,2048494 12,309231
ZjuHsp100-92 Prupe.4G113000.1 3,3419 0,4389 0,1313325 25,706923
ZjuHsp100-92 Prupe.7G159900.1 3,1867 0,3975 0,1247372 24,513077
ZjuHsp100-92 Prupe.1G375300.2 2,9571 0,3875 0,1310405 22,746923
ZjuHsp100-92 Prupe.3G274200.1 54,2011  0,5637 0,0104002 416,93154
ZjuHsp100-92 Prupe.5G183800.1 30,8493  0,6374 0,0206617 237,30231
ZjuHsp100-92 Prupe.3G274300.1 53,8875  0,5625 0,0104384 414,51923
ZjuHsp100-92 Prupe.3G274100.1 49,8733  0,6045 0,0121207 383,64077
ZjuHsp100-92 Prupe.3G273900.1 34,449 0,6147 0,0178438 264,99231
ZjuHsp100-92 Prupe.3G273800.1 52,2443  0,5982 0,0114501 401,87923
ZjuHsp100-92 Prupe.1G229600.1 27,489 0,3622 0,0131762 211,45385
ZjuHsp100-92 Prupe.1G086500.1 56,1825  0,6059 0,0107845 432,17308
ZjuHsp100-92 Prupe.7G158900.2 13,4873  0,4584 0,0339875 103,74846
ZjuHsp100-93 Prupe.7G165500.1 1,8378 0,2561 0,1393514 14,136923
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ZjuHsp100-93 Prupe.7G159500.1 2,1354 0,2964 0,138803 16,426154
ZjuHsp100-93 Prupe.7G159600.1 1,7671 0,295 0,1669402 13,593077
ZjuHsp100-93 Prupe.7G159400.1 2,6683 0,3205 0,1201139 20,525385
ZjuHsp100-93 Prupe.7G159000.1 6,0263 0,3131 0,0519556 46,356154
ZjuHsp100-93 Prupe.7G158900.1 18,5221  0,4538 0,0245005 142,47769
ZjuHsp100-93 Prupe.7G158900.2 20,0624  0,4518 0,0225197 154,32615
ZjuHsp100-93 Prupe.8G092600.1 57,0639  0,4417 0,0077404 438,95308
ZjuHsp100-93 Prupe.1G375300.1 4,4046 0,4551 0,1033238 33,881538
ZjuHsp100-93 Prupe.4G166800.1 22,9303 0,4721 0,0205885 176,38692
ZjuHsp100-93 Prupe.7G159700.1 3,1402 0,3803 0,1211069 24,155385
ZjuHsp100-93 Prupe.7G159800.1 2,2106 0,3962 0,1792274 17,004615
ZjuHsp100-93 Prupe.7G160000.1 2,3217 0,4263 0,1836155 17,859231
ZjuHsp100-93 Prupe.7G159900.1 5,9983 0,4367 0,072804 46,140769
ZjuHsp100-93 Prupe.4G113000.1 13,6254  0,5002 0,0367108 104,81077
ZjuHsp100-93 Prupe.8G092600.1 57,063 0,4415 0,0077371 438,94615
ZjuHsp100-93 Prupe.7G159700.1 3,1402 0,3803 0,1211069 24,155385
ZjuHsp100-93 Prupe.7G160000.1 2,3217 0,4263 0,1836155 17,859231
ZjuHsp100-93 Prupe.4G166800.1 22,917 0,4721 0,0206004 176,28462
ZjuHsp100-93 Prupe.4G113000.1 13,6589  0,5002 0,0366208 105,06846
ZjuHsp100-93 Prupe.7G159800.1 2,2106 0,3962 0,1792274 17,004615
ZjuHsp100-93 Prupe.1G375300.2 5,9754 0,4802 0,0803628 45,964615
ZjuHsp100-93 Prupe.7G159900.1 5,9984 0,4367 0,0728027 46,141538
ZjuHsp100-93 Prupe.5G183800.1 3,5876 0,6725 0,1874512 27,596923
ZjuHsp100-93 Prupe.3G274100.1 11,0418  0,6254 0,0566393 84,936923
ZjuHsp100-93 Prupe.3G273900.1 15,9543  0,6285 0,0393938 122,72538
ZjuHsp100-93 Prupe.1G086500.1 61,9314  0,6155 0,0099384 476,39538
ZjuHsp100-93 Prupe.3G274200.1 19,7682  0,6334 0,0320414 152,06308
ZjuHsp100-94 Prupe.7G159300.1 12,1727  0,5287 0,0434333 93,636154
ZjuHsp100-94 Prupe.3G273800.1 6,492 0,6447 0,0993068 49,938462
ZjuHsp100-94 Prupe.3G274300.1 14,5651  0,6448 0,0442702 112,03923
ZjuHsp100-94 Prupe.6G107800.1 53,5647  0,8857 0,0165351 412,03615
ZjuHsp100-94 Prupe.4G112300.1 0,6887 0,1624 0,2358066 5,2976923
ZjuHsp100-94 Prupe.6G233700.1 54,1127  0,8926 0,0164952 416,25154

ZjuHsp100-94 Prupe.6G233700.2 54,6422  0,8217 0,0150378 420,32462
ZjuHsp100-94 Prupe.4G237600.1 53,2987  0,9015 0,0169141 409,99
ZjuHsp100-95 Prupe.6G233700.2 54,6583  0,8213 0,0150261 420,44846

ZjuHsp100-95
ZjuHsp100-95
ZjuHsp100-95
ZjuHsp100-96
ZjuHsp100-96
ZjuHsp100-97
ZjuHsp100-97
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-98
ZjuHsp100-99

Prupe.6G107800.1
Prupe.4G237600.1
Prupe.6G233700.1
Prupe.2G008800.1
Prupe.1G190200.1
Prupe.1G190200.1
Prupe.2G008800.1
Prupe.1G585800.5
Prupe.1G585800.3
Prupe.1G585800.1
Prupe.1G585800.6
Prupe.1G585800.4
Prupe.1G585800.11
Prupe.1G585800.10
Prupe.8G000600.1
Prupe.1G585800.8
Prupe.2G310000.1
Prupe.1G585800.9
Prupe.1G585800.2
Prupe.1G585800.7
Prupe.8G259000.1

53,3591  0,8685 0,0162765 410,45462
53,3299  0,9012 0,0168986 410,23
54,1117  0,8927 0,0164974 416,24385
0,6935 0,0405 0,0583994 5,3346154
0,8218 0,0669 0,0814067 6,3215385
0,8218 0,0669 0,0814067 6,3215385
0,6935 0,0405 0,0583994 5,3346154
0,8104 0,2414 0,2978776 6,2338462
0,7937 0,2248 0,2832304 6,1053846
0,8405 0,243 0,2891136 6,4653846
0,8495 0,2535 0,2984108 6,5346154
0,824 0,2264 0,2747573 6,3384615
0,9494 0,2576 0,2713293 7,3030769
0,9089 0,256 0,2816591 6,9915385
2,6561 0,3351 0,1261624 20,431538
0,9494 0,2576 0,2713293 7,3030769
33,9087  0,3797 0,0111977 260,83615
0,8383 0,2759 0,3291185 6,4484615
0,8688 0,3158 0,3634899 6,6830769
0,8304 0,3133 0,3772881 6,3876923
0,974 0,1315 0,1350103 7,4923077

ZjuHsp100-99 Prupe.8G259000.2 0,974 0,1315 0,1350103 7,4923077
ZjuHsp100-99 Prupe.8G259000.4 0,9992 0,0966 0,0966773 7,6861538
ZjuHsp100-99 Prupe.8G259000.3 1,0153 0,1306 0,1286319 781
ZjuHsp100-99 Prupe.5G152500.2 6,7171 0,3437 0,0511679 51,67

ZjuHsp100-99
ZjuHsp100-99
ZjuHsp100-99
ZjuHsp100-99
ZjuHsp100-99
ZjuHsp100-99
ZjuHsp100-99
ZjuHsp100-99

Prupe.5G152500.1
Prupe.2G303900.1
Prupe.2G303900.2
Prupe.1G346700.2
Prupe.5G110200.1
Prupe.1G346700.3
Prupe.1G346700.5
Prupe.1G346700.1

6,7911 0,3472 0,0511257 52,239231
52,6621  0,5379 0,0102142 405,09308
52,7066  0,5379 0,0102056 405,43538
62,5886  0,6534 0,0104396 481,45077
41,7294  0,5378 0,0128878 320,99538
62,5844  0,6534 0,0104403 481,41846

62,586 0,6535 0,0104416 481,43077
62,2415 0,652 0,0104753 478,78077
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ZjuHsp100-99 9 Prupe.1G346700.6 1 62,2581  0,6521 0,0104741 478,90846
ZjuHsp100-99 9 Prupe.2G315900.1 2 54,9779  0,5734 0,0104296 422,90692
ZjuHsp100-99 9 Prupe.1G346700.4 1 62,2579  0,6521 0,0104742 478,90692
ZjuHsp100-99 9 Prupe.2G148300.2 2 56,8481  0,7718 0,0135765 437,29308
ZjuHsp100-99 9 Prupe.2G148300.1 2 56,8499  0,7719 0,0135779 437,30692
ZjuHsp100-99 9 Prupe.3G305500.1 3 56,8183  0,8449 0,0148702 437,06385

ZjuHsp100-100 9 Prupe.8G259000.2 8 0,9896 0,1241 0,1254042 7,6123077
ZjuHsp100-100 9 Prupe.8G259000.3 8 0,9972 0,1241 0,1244485 7,6707692
ZjuHsp100-100 9 Prupe.8G259000.4 8 0,9992 0,0966 0,0966773 7,6861538
ZjuHsp100-100 9 Prupe.8G259000.1 8 0,9896 0,1241 0,1254042 7,6123077
ZjuHsp100-100 9 Prupe.5G152500.1 5 6,789 0,3416 0,0503167 52,223077
ZjuHsp100-100 9 Prupe.8G259000.4 8 0,9992 0,0966 0,0966773 7,6861538
ZjuHsp100-100 9 Prupe.2G303900.2 2 52,706 0,5379 0,0102057 405,43077
ZjuHsp100-100 9 Prupe.5G152500.2 5 7,0282 0,3382 0,0481204 54,063077
ZjuHsp100-100 9 Prupe.5G110200.1 5 40,8596  0,5377 0,0131597 314,30462
ZjuHsp100-100 9 Prupe.1G346700.2 1 62,2835  0,6456 0,0103655 479,10385
ZjuHsp100-100 9 Prupe.1G346700.5 1 62,2829  0,6455 0,010364 479,09923
ZjuHsp100-100 9 Prupe.1G346700.3 1 62,2825  0,6455 0,0103641 479,09615
ZjuHsp100-100 9 Prupe.1G346700.6 1 61,9525  0,6442 0,0103983 476,55769
ZjuHsp100-100 9 Prupe.1G346700.1 1 61,9478  0,6443 0,0104007 476,52154
ZjuHsp100-100 9 Prupe.1G346700.1 1 61,9482  0,6442 0,010399 476,52462
ZjuHsp100-100 9 Prupe.2G315900.1 2 54,9786  0,5736 0,0104332 422,91231
ZjuHsp100-100 9 Prupe.1G346700.4 1 61,9464  0,6444 0,0104025 476,51077
ZjuHsp100-100 9 Prupe.2G148300.1 2 56,8485  0,7719 0,0135782 437,29615
ZjuHsp100-100 9 Prupe.2G148300.2 1 0,177 15,8916  89,783051 1,3615385
ZjuHsp100-100 9 Prupe.3G305500.1 3 56,7802  0,8474 0,0149242 436,77077
ZjuHsp100-101 9 Prupe.8G255300.2 8 0,6773 0,1266 0,1869186 5,21

ZjuHsp100-101 9 Prupe.8G255300.3 8 0,6839 0,1381 0,2019301 5,2607692
ZjuHsp100-101 9 Prupe.8G255300.1 8 0,6773 0,1266 0,1869186 5,21

ZjuHsp100-101 9 Prupe.6G233700.1 6 54,1006 0,815 0,0150645 416,15846
ZjuHsp100-101 9 Prupe.6G233700.2 6 55,6936  0,7564 0,0135815 428,41231
ZjuHsp100-101 9 Prupe.6G107800.1 6 53,9679  0,8186 0,0151683 415,13769
ZjuHsp100-101 9 Prupe.4G237600.1 4 52,7913  0,8128 0,0153965 406,08692
ZjuHsp100-101 9 Prupe.3G062600.2 3 54,262 0,9127 0,0168202 4174

ZjuHsp100-101 9 Prupe.3G062600.1 3 54,2596  0,9127 0,016821 417,38154
ZjuHsp100-101 9 Prupe.3G062600.3 3 54,2611  0,9128 0,0168224 417,39308
ZjuHsp100-101 9 Prupe.3G062600.5 3 54,2599  0,9128 0,0168227 417,38385
ZjuHsp100-101 9 Prupe.3G062600.4 3 54,2614  0,9126 0,0168186 417,39538
ZjuHsp100-101 9 Prupe.4G275000.1 4 55,503 0,9006 0,0162261 426,94615
ZjuHsp100-101 9 Prupe.3G135900.1 3 54,4652  0,9629 0,0176792 418,96308
ZjuHsp100-101 9 Prupe.3G135900.3 3 54,4653  0,9628 0,0176773 418,96385
ZjuHsp100-101 9 Prupe.3G135900.2 3 54,4662  0,9627 0,0176752 418,97077
ZjuHsp100-102 9 Prupe.8G208900.1 8 0,9488 0,006 0,0063238 7,2984615
ZjuHsp100-102 9 Prupe.7G237100.1 7 50,7151  0,5306 0,0104624 390,11615
ZjuHsp100-102 9 Prupe.6G039300.1 6 53,0282  0,5057 0,0095364 407,90923
ZjuHsp100-102 9 Prupe.8G090700.2 8 50,8284  0,5461 0,010744 390,98769
ZjuHsp100-102 9 Prupe.6G320300.1 6 51,2469  0,5268 0,0102796 394,20692
ZjuHsp100-102 9 Prupe.3G030100.1 3 21,2405 0,5671 0,026699 163,38846
ZjuHsp100-102 9 Prupe.8G090700.1 8 49,2404 0,555 0,0112712 378,77231
ZjuHsp100-102 9 Prupe.2G111300.1 2 52,2663  0,5253 0,0100505 402,04846
ZjuHsp100-102 9 Prupe.8G090700.4 8 7,7242 0,4608 0,0596567 59,416923
ZjuHsp100-102 9 Prupe.8G090700.3 8 49,8622  0,6183 0,0124002 383,55538
ZjuHsp100-102 9 Prupe.4G237600.1 4 52,695 0,7356 0,0139596 405,34615
ZjuHsp100-102 9 Prupe.6G233700.2 6 55,7416  0,5798 0,0104016 428,78154
ZjuHsp100-102 9 Prupe.6G233700.1 6 52,0913  0,7701 0,0147837 400,70231
ZjuHsp100-103 9 Prupe.2G148300.2 2 55,5322  0,6644 0,0119642 427,17077
ZjuHsp100-103 9 Prupe.3G305500.1 3 0,6434 0,1253 0,1947467 4,9492308
ZjuHsp100-103 9 Prupe.3G075400.1 3 52,0462  0,7046 0,013538 400,35538
ZjuHsp100-103 9 Prupe.2G148300.1 2 55,5335  0,6644 0,0119639 427,18077
ZjuHsp100-103 9 Prupe.2G148300.3 2 54,9901  0,6847 0,0124513 423,00077
ZjuHsp100-104 10 Prupe.1G375300.2 1 2,91 0,4527 0,155567 22,384615
ZjuHsp100-104 10 Prupe.4G166800.1 4 1,8952 0,3794 0,20019 14,578462
ZjuHsp100-104 10 Prupe.7G158900.1 7 1,9794 0,4728 0,2388603 15,226154
ZjuHsp100-104 10 Prupe.1G375300.1 1 2,91 0,4527 0,155567 22,384615
ZjuHsp100-104 10 Prupe.7G159000.1 7 5,0252 0,4901 0,0975285 38,655385
ZjuHsp100-104 10 Prupe.8G092600.1 8 2,9054 0,5096 0,1753975 22,349231
ZjuHsp100-104 10 Prupe.7G159500.1 7 34,5057  0,5772 0,0167277 265,42846
ZjuHsp100-104 10 Prupe.7G165500.1 7 20,863 0,5932 0,0284331 160,48462
ZjuHsp100-104 10 Prupe.7G159600.1 7 27,7196  0,5777 0,0208408 213,22769
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ZjuHsp100-104 10 Prupe.7G159400.1 7 13,9459  0,5708 0,0409296 107,27615
ZjuHsp100-104 10 Prupe.7G159300.1 7 443595  2,1626 0,0487517 341,22692
ZjuHsp100-105 10 Prupe.3G065400.1 3 0,8665 0,1044 0,1204847 6,6653846
ZjuHsp100-105 10 Prupe.3G061400.1 3 0,8461 0,0932 0,1101525 6,5084615
ZjuHsp100-105 10 Prupe.1G355600.2 1 48,6492 0,764 0,0157043 374,22462
ZjuHsp100-105 10 Prupe.1G355600.1 1 48,646 0,7592 0,0156066 374,2
ZjuHsp100-105 10 Prupe.3G112700.2 3 51,8757  0,7901 0,0152306 399,04385
ZjuHsp100-105 10 Prupe.3G266900.1 3 51,9247  0,7417 0,0142841 399,42077
ZjuHsp100-105 10 Prupe.5G026500.1 5 54,0554  0,8639 0,0159818 415,81077
ZjuHsp100-105 10 Prupe.3G112700.1 3 51,5419  0,7859 0,0152478 396,47615
ZjuHsp100-105 10 Prupe.6G060800.2 6 36,9683  0,9116 0,024659 284,37154
ZjuHsp100-105 10 Prupe.6G060800.1 6 36,9288  0,9116 0,0246853 284,06769
ZjuHsp100-105 10 Prupe.6G060800.3 6 52,2769  0,9121 0,0174475 402,13
ZjuHsp100-105 10 Prupe.1G410800.1 1 52,279 0,912 0,0174449 402,14615
ZjuHsp100-105 10 Prupe.6G257400.2 6 54,0492  0,8195 0,0151621 415,76308
ZjuHsp100-105 10 Prupe.6G257400.1 6 54,05 0,8195 0,0151619 415,76923
ZjuHsp100-105 10 Prupe.5G122500.1 5 35,0591 0,8813 0,0251376 269,68538
ZjuHsp100-105 10 Prupe.6G072600.1 6 54,5318  0,8519 0,0156221 419,47538
ZjuHsp100-105 10 Prupe.3G243600.2 3 12,8852  0,7711 0,0598439 99,116923
ZjuHsp100-105 10 Prupe.3G243600.1 3 12,9014  0,7711 0,0597687 99,241538
ZjuHsp100-106 10 Prupe.1G288400.2 1 0,7047 0,135 0,1915709 5,4207692
ZjuHsp100-106 10 Prupe.1G288400.1 1 0,7124 0,15 0,2105559 5,48
ZjuHsp100-106 10 Prupe.6G233700.1 6 54,8397  0,5835 0,0106401 421,84385
ZjuHsp100-106 10 Prupe.6G233700.2 6 54,8676  0,5809 0,0105873 422,05846
ZjuHsp100-106 10 Prupe.4G237600.1 4 52,643 0,5959 0,0113196 404,94615
ZjuHsp100-106 10 Prupe.6G107800.1 6 53,5434  0,5938 0,0110901 411,87231
ZjuHsp100-106 10 Prupe.3G062600.2 3 16,198 0,6714 0,0414496 124,6
ZjuHsp100-106 10 Prupe.3G062600.1 3 16,2037  0,6714 0,041435 124,64385
ZjuHsp100-106 10 Prupe.3G062600.5 3 16,1975  0,6714 0,0414508 124,59615
ZjuHsp100-106 10 Prupe.3G062600.3 3 16,2059  0,6714 0,0414294 124,66077
ZjuHsp100-106 10 Prupe.3G135900.3 3 23,3279  0,6206 0,0266033 179,44538
ZjuHsp100-106 10 Prupe.3G062600.4 3 16,2137  0,6714 0,0414094 124,72077
ZjuHsp100-106 10 Prupe.3G135900.2 3 23,3477  0,6206 0,0265808 179,59769
ZjuHsp100-106 10 Prupe.3G135900.1 3 23,4585  0,6205 0,026451 180,45
ZjuHsp100-106 10 Prupe.4G112300.1 4 25,0291  0,7663 0,0306164 192,53154
ZjuHsp100-106 10 Prupe.4G275000.1 4 21,4968  0,6312 0,0293625 165,36
ZjuHsp100-107 10 Prupe.1G288400.2 1 0,702 0,1416 0,2017094 54
ZjuHsp100-107 10 Prupe.1G288400.1 1 0,7113 0,1572 0,2210038 5,4715385
ZjuHsp100-107 10 Prupe.6G233700.1 6 54,7076 0,604 0,0110405 420,82769
ZjuHsp100-107 10 Prupe.6G233700.2 6 54,734 0,6012 0,010984 421,03077
ZjuHsp100-107 10 Prupe.4G237600.1 4 52,2561  0,6187 0,0118398 401,97
ZjuHsp100-107 10 Prupe.6G107800.1 6 53,2574  0,6192 0,0116266 409,67231
ZjuHsp100-107 10 Prupe.3G062600.2 3 15,4603  0,6735 0,0435632 118,92538
ZjuHsp100-107 10 Prupe.3G062600.1 3 15,4515  0,6735 0,043588 118,85769
ZjuHsp100-107 10 Prupe.3G062600.5 3 15,4359  0,6735 0,0436321 118,73769
ZjuHsp100-107 10 Prupe.3G062600.3 3 15,4369  0,6735 0,0436292 118,74538
ZjuHsp100-107 10 Prupe.3G135900.3 3 23,8254  0,6517 0,0273532 183,27231
ZjuHsp100-107 10 Prupe.3G062600.4 3 15,4297  0,6735 0,0436496 118,69
ZjuHsp100-107 10 Prupe.3G135900.2 3 23,6929  0,6517 0,0275061 182,25308
ZjuHsp100-107 10 Prupe.3G135900.1 3 23,7288  0,6517 0,0274645 182,52923
ZjuHsp100-108 10 Prupe.1G288400.2 1 0,7315 0,1426 0,1949419 5,6269231
ZjuHsp100-108 10 Prupe.1G288400.1 1 0,7368 0,1584 0,2149837 5,6676923
ZjuHsp100-108 10 Prupe.6G107800.1 6 53,0979  0,5893 0,0110984 408,44538
ZjuHsp100-108 10 Prupe.6G233700.2 6 54,2541  0,5807 0,0107033 417,33923
ZjuHsp100-108 10 Prupe.4G237600.1 4 52,5298  0,5944 0,0113155 404,07538
ZjuHsp100-108 10 Prupe.6G233700.1 6 54,2339  0,5813 0,0107184 417,18385
ZjuHsp100-108 10 Prupe.3G062600.2 3 29,4144  0,6704 0,0227916 226,26462
ZjuHsp100-108 10 Prupe.3G062600.1 3 29,4042  0,6704 0,0227995 226,18615
ZjuHsp100-108 10 Prupe.3G062600.5 3 29,1969  0,6705 0,0229648 224,59154
ZjuHsp100-108 10 Prupe.3G062600.3 3 29,5121  0,6704 0,0227161 227,01615
ZjuHsp100-108 10 Prupe.3G135900.3 3 30,8555  0,6196 0,0200807 237,35
ZjuHsp100-108 10 Prupe.3G062600.4 3 29,3255  0,6704 0,0228607 225,58077
ZjuHsp100-108 10 Prupe.3G135900.1 3 31,2318  0,6196 0,0198388 240,24462
ZjuHsp100-108 10 Prupe.3G135900.2 3 30,9004  0,6197 0,0200548 237,69538
ZjuHsp100-108 10 Prupe.4G275000.1 4 24,5184  0,6336 0,0258418 188,60308
ZjuHsp100-109 10 Prupe.1G346700.6 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-109 10 Prupe.1G346700.1 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-109 10 Prupe.1G346700.2 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-109 10 Prupe.1G346700.4 1 0,7295 0,1179 0,1616175 5,6115385
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ZjuHsp100-109 10 Prupe.1G346700.5 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-109 10 Prupe.1G346700.3 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-109 10 Prupe.5G152500.1 5 36,2741  0,6416 0,0176876 279,03154
ZjuHsp100-109 10 Prupe.5G152500.2 5 19,9318  0,6478 0,0325008 153,32154
ZjuHsp100-109 10 Prupe.8G259000.3 8 17,4737 0,67 0,0383433 134,41308
ZjuHsp100-109 10 Prupe.8G259000.4 8 20,2796  0,6506 0,0320815 155,99692
ZjuHsp100-109 10 Prupe.8G259000.1 8 15,3684  0,6825 0,0444093 118,21846
ZjuHsp100-109 10 Prupe.8G259000.2 8 17,8669  0,6637 0,0371469 137,43769
ZjuHsp100-109 10 Prupe.2G303900.2 2 55,0262  0,6416 0,0116599 423,27846
ZjuHsp100-109 10 Prupe.2G303900.1 2 55,2441  0,6424 0,0116284 42495462
ZjuHsp100-109 10 Prupe.2G315900.1 2 43,615 0,6119 0,0140296 3355
ZjuHsp100-109 10 Prupe.5G110200.1 5 19,1624  0,6143 0,0320576 147,40308
ZjuHsp100-109 10 Prupe.2G148300.1 2 53,016 0,7208 0,0135959 407,81538
ZjuHsp100-109 10 Prupe.2G148300.2 2 53,0144  0,7208 0,0135963 407,80308
ZjuHsp100-110 10 Prupe.1G346700.1 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-110 10 Prupe.1G346700.6 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-110 10 Prupe.1G346700.2 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-110 10 Prupe.1G346700.4 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-110 10 Prupe.1G346700.3 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-110 10 Prupe.1G346700.5 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-110 10 Prupe.5G152500.1 5 36,2741  0,6416 0,0176876 279,03154
ZjuHsp100-110 10 Prupe.5G152500.2 5 19,9318  0,6478 0,0325008 153,32154
ZjuHsp100-110 10 Prupe.8G259000.3 8 17,4737 0,67 0,0383433 134,41308
ZjuHsp100-110 10 Prupe.8G259000.4 8 20,2796  0,6506 0,0320815 155,99692
ZjuHsp100-110 10 Prupe.8G259000.1 8 15,3684  0,6825 0,0444093 118,21846
ZjuHsp100-110 10 Prupe.8G259000.2 8 17,8669  0,6637 0,0371469 137,43769
ZjuHsp100-110 10 Prupe.2G303900.2 2 55,0262  0,6416 0,0116599 423,27846
ZjuHsp100-110 10 Prupe.2G303900.1 2 55,2441  0,6424 0,0116284 42495462
ZjuHsp100-110 10 Prupe.2G315900.1 2 43,615 0,6119 0,0140296 3355
ZjuHsp100-110 10 Prupe.5G110200.1 5 19,1624  0,6143 0,0320576 147,40308
ZjuHsp100-110 10 Prupe.2G148300.1 2 53,016 0,7208 0,0135959 407,81538
ZjuHsp100-110 10 Prupe.2G148300.2 2 53,0144  0,7208 0,0135963 407,80308
ZjuHsp100-111 10 Prupe.1G346700.3 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-111 10 Prupe.1G346700.2 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-111 10 Prupe.1G346700.1 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-111 10 Prupe.1G346700.5 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-111 10 Prupe.1G346700.4 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-111 10 Prupe.1G346700.6 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-111 10 Prupe.5G152500.1 5 36,2741  0,6416 0,0176876 279,03154
ZjuHsp100-111 10 Prupe.5G152500.2 5 19,9318  0,6478 0,0325008 153,32154
ZjuHsp100-111 10 Prupe.8G259000.3 8 17,4737 0,67 0,0383433 134,41308
ZjuHsp100-111 10 Prupe.8G259000.4 8 20,2796  0,6506 0,0320815 155,99692
ZjuHsp100-111 10 Prupe.8G259000.1 8 15,3684  0,6825 0,0444093 118,21846
ZjuHsp100-111 10 Prupe.8G259000.2 8 17,8669  0,6637 0,0371469 137,43769
ZjuHsp100-111 10 Prupe.2G303900.2 2 55,0262  0,6416 0,0116599 423,27846
ZjuHsp100-111 10 Prupe.2G303900.1 2 55,2441  0,6424 0,0116284 42495462
ZjuHsp100-111 10 Prupe.2G315900.1 2 43,615 0,6119 0,0140296 3355
ZjuHsp100-111 10 Prupe.5G110200.1 5 19,1624  0,6143 0,0320576 147,40308
ZjuHsp100-111 10 Prupe.2G148300.1 2 53,016 0,7208 0,0135959 407,81538
ZjuHsp100-111 10 Prupe.2G148300.2 2 53,0144  0,7208 0,0135963 407,80308
ZjuHsp100-112 10 Prupe.1G346700.3 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-112 10 Prupe.1G346700.2 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-112 10 Prupe.1G346700.1 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-112 10 Prupe.1G346700.5 1 0,7512 0,1181 0,1572151 5,7784615
ZjuHsp100-112 10 Prupe.1G346700.4 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-112 10 Prupe.1G346700.6 1 0,7295 0,1179 0,1616175 5,6115385
ZjuHsp100-112 10 Prupe.5G152500.1 5 36,2741  0,6416 0,0176876 279,03154
ZjuHsp100-112 10 Prupe.5G152500.2 8 19,9318  0,6478 0,0325008 153,32154
ZjuHsp100-112 10 Prupe.8G259000.3 8 17,4737 0,67 0,0383433 134,41308
ZjuHsp100-112 10 Prupe.8G259000.4 8 20,2796  0,6506 0,0320815 155,99692
ZjuHsp100-112 10 Prupe.8G259000.1 8 15,3684  0,6825 0,0444093 118,21846
ZjuHsp100-112 10 Prupe.8G259000.2 8 17,8669  0,6637 0,0371469 137,43769
ZjuHsp100-112 10 Prupe.2G303900.1 2 55,0262  0,6416 0,0116599 423,27846
ZjuHsp100-112 10 Prupe.2G315900.1 2 43,615 0,6119 0,0140296 3355
ZjuHsp100-112 10 Prupe.5G110200.1 5 19,1624  0,6143 0,0320576 147,40308
ZjuHsp100-112 10 Prupe.2G148300.1 2 53,016 0,7208 0,0135959 407,81538
ZjuHsp100-112 10 Prupe.2G148300.2 2 53,0144  0,7208 0,0135963 407,80308
ZjuHsp100-113 10 Prupe.3G107000.1 3 1,0351 0,103 0,0995073 7,9623077
ZjuHsp100-113 10 Prupe.3G107000.2 3 1,0054 0,1086 0,1080167 7,7338462
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ZjuHsp100-113 10 Prupe.6G260200.1 6 37,1071  0,5064 0,013647 285,43923
ZjuHsp100-113 10 Prupe.6G260200.2 6 32,8267  0,5041 0,0153564 252,51308
ZjuHsp100-113 10 Prupe.6G070800.3 6 54,4439  0,5484 0,0100728 418,79923
ZjuHsp100-113 10 Prupe.6G070800.2 6 54,4353  0,5485 0,0100762 418,73308
ZjuHsp100-113 10 Prupe.2G238800.2 2 30,9409  0,5418 0,0175108 238,00692
ZjuHsp100-113 10 Prupe.6G070800.1 6 54,4374  0,5485 0,0100758 418,74923
ZjuHsp100-113 10 Prupe.2G238800.1 2 30,7095  0,5418 0,0176427 236,22692
ZjuHsp100-113 10 Prupe.2G238800.3 2 31,2222  0,5417 0,0173498 240,17077
ZjuHsp100-114 11 Prupe.3G135900.3 3 1,512 0,3491 0,2308862 11,630769
ZjuHsp100-114 11 Prupe.4G275000.1 4 1,3914 0,3379 0,2428489 10,703077
ZjuHsp100-114 11 Prupe.3G135900.2 3 1,512 0,3491 0,2308862 11,630769
ZjuHsp100-114 11 Prupe.3G135900.1 3 1,512 0,3491 0,2308862 11,630769
ZjuHsp100-114 11 Prupe.4G237600.1 4 55,5027  0,6747 0,0121562 426,94385
ZjuHsp100-114 11 Prupe.6G233700.2 6 57,0674  0,6748 0,0118246 438,98
ZjuHsp100-114 11 Prupe.6G233700.1 6 57,0711  0,6746 0,0118203 439,00846
ZjuHsp100-114 11 Prupe.6G107800.1 6 57,3642 0,654 0,0114008 441,26308
ZjuHsp100-115 11 Prupe.3G266900.1 3 15,5719  0,7474 0,0479967 119,78385
ZjuHsp100-115 11 Prupe.5G122500.1 5 05714 0,101 0,1767588 4,3953846
ZjuHsp100-115 11 Prupe.3G112700.1 3 50,7183  0,7517 0,0148211 390,14077
ZjuHsp100-115 11 Prupe.3G112700.2 3 50,3236  0,7341 0,0145876 387,10462
ZjuHsp100-115 11 Prupe.1G355600.2 1 13,1876  0,7928 0,0601171 101,44308
ZjuHsp100-115 11 Prupe.1G355600.1 1 12,4455  0,7965 0,063999 95,734615
ZjuHsp100-115 11 Prupe.5G026500.1 5 16,4612 0,831 0,0504823 126,62462
ZjuHsp100-115 11 Prupe.1G410800.1 1 23,0262  0,8313 0,0361024 177,12462
ZjuHsp100-115 11 Prupe.6G060800.1 6 23,5567 0,915 0,0388425 181,20538
ZjuHsp100-115 11 Prupe.6G060800.2 6 23,6055 0,915 0,0387622 181,58077
ZjuHsp100-115 11 Prupe.6G060800.3 6 19,5669  0,8941 0,0456945 150,51462
ZjuHsp100-116 11 Prupe.8G039600.1 8 0,5748 0,0495 0,0861169 4,4215385
ZjuHsp100-119 11 Prupe.2G303900.2 2 1,5205 0,1575 0,1035843 11,696154
ZjuHsp100-119 11 Prupe.5G110200.1 5 0,6641 0,1126 0,1695528 5,1084615
ZjuHsp100-119 11 Prupe.8G259000.4 8 11,5164  0,5422 0,0470807 88,587692
ZjuHsp100-119 11 Prupe.2G303900.1 2 1,5268 0,1637 0,1072177 11,744615
ZjuHsp100-119 11 Prupe.8G259000.2 2 11,4328  0,5452 0,0476874 87,944615
ZjuHsp100-119 11 Prupe.8G259000.3 8 11,4313  0,5452 0,0476936 87,933077
ZjuHsp100-119 11 Prupe.5G152500.1 5 51,8635 0,534 0,0102963 398,95
ZjuHsp100-119 11 Prupe.8G259000.1 8 10,1492 05413 0,0533343 78,070769
ZjuHsp100-119 11 Prupe.1G346700.2 1 33,9089  0,6403 0,0188829 260,83769
ZjuHsp100-119 11 Prupe.5G152500.2 5 51,94 0,5314 0,010231 399,53846
ZjuHsp100-119 11 Prupe.1G346700.5 1 34,1598  0,6403 0,0187443 262,76769
ZjuHsp100-119 11 Prupe.1G346700.3 1 34,0442  0,6403 0,0188079 261,87846
ZjuHsp100-119 11 Prupe.1G346700.1 1 20,1843  0,6432 0,0318664 155,26385
ZjuHsp100-119 11 Prupe.2G315900.1 2 20,0365  0,6432 0,0321014 154,12692
ZjuHsp100-119 11 Prupe.1G346700.4 1 20,0365  0,6432 0,0321014 154,12692
ZjuHsp100-120 11 Prupe.5G050100.2 5 0,4419 0,0334 0,0755827 3,3992308
ZjuHsp100-120 11 Prupe.5G050100.1 5 0,4454 0,039 0,0875617 3,4261538
ZjuHsp100-120 11 Prupe.2G038600.4 2 57,4316  0,6688 0,0116452 441,78154
ZjuHsp100-120 11 Prupe.2G038600.3 2 57,4304  0,6687 0,0116437 441,77231
ZjuHsp100-120 11 Prupe.2G038600.10 2 55,5903  0,6938 0,0124806 427,61769
ZjuHsp100-120 11 Prupe.2G038600.5 2 55,5858  0,6938 0,0124816 427,58308
ZjuHsp100-120 11 Prupe.2G038600.9 2 55,5866  0,6938 0,0124814 42758923
ZjuHsp100-120 11 Prupe.2G038600.7 2 55,5873  0,6939 0,0124831 42759462
ZjuHsp100-120 11 Prupe.2G038600.8 2 55,5008  0,6938 0,0124805 427,62154
ZjuHsp100-120 11 Prupe.2G038600.6 2 55,59 0,6938 0,0124807 427,61538
ZjuHsp100-120 11 Prupe.2G038600.2 2 55,5851  0,6937 0,01248 42757769
ZjuHsp100-120 11 Prupe.6G313300.1 6 35,0355  0,6823 0,0194745 269,50385
ZjuHsp100-120 11 Prupe.2G038600.1 2 55,5905  0,6938 0,0124805 427,61923
ZjuHsp100-121 11 Prupe.6G260200.1 6 1,0583 0,1152 0,1088538 8,1407692
ZjuHsp100-121 11 Prupe.6G260200.2 6 1,0583 0,1152 0,1088538 8,1407692
ZjuHsp100-121 11 Prupe.2G238800.3 2 1,2644 0,1176 0,0930085 9,7261538
ZjuHsp100-121 11 Prupe.2G238800.2 2 1,2644 0,1176 0,0930085 9,7261538
ZjuHsp100-121 11 Prupe.6G070800.3 6 1,6237 0,1313 0,0808647 12,49
ZjuHsp100-121 11 Prupe.2G238800.1 2 1,2644 0,1176 0,0930085 9,7261538
ZjuHsp100-121 11 Prupe.6G070800.1 6 1,6237 0,1313 0,0808647 12,49
ZjuHsp100-121 11 Prupe.6G070800.2 6 1,6237 0,1313 0,0808647 12,49
ZjuHsp100-121 11 Prupe.3G107000.1 3 23,7997  0,5196 0,0218322 183,07462
ZjuHsp100-121 11 Prupe.3G107000.2 3 22,488 0,5198 0,0231145 172,98462
ZjuHsp100-122 11 Prupe.7G237100.1 7 55,9557  0,4789 0,0085586 430,42846
ZjuHsp100-122 11 Prupe.3G030100.1 3 0,7727 0,0114 0,0147535 5,9438462
ZjuHsp100-122 11 Prupe.8G090700.1 8 54,681 0,5425 0,0099212 420,62308
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ZjuHsp100-122 11 Prupe.8G090700.4 8 55,6479  0,4515 0,0081135 428,06077
ZjuHsp100-122 11 Prupe.2G111300.2 2 56,9496  0,4453 0,0078192 438,07385
ZjuHsp100-122 11 Prupe.8G090700.2 8 53,9062 0,538 0,0099803 414,66308
ZjuHsp100-122 11 Prupe.6G320300.1 6 54,6867  0,5148 0,0094136 420,66692
ZjuHsp100-122 11 Prupe.2G111300.1 2 47,1537 0,552 0,0117064 362,72077
ZjuHsp100-122 11 Prupe.6G039300.1 6 44,2239  0,5928 0,0134045 340,18385
ZjuHsp100-122 11 Prupe.8G208900.1 8 18,3747  0,5597 0,0304604 141,34385
ZjuHsp100-123 11 Prupe.3G135900.3 3 0,9626 0,1892 0,196551 7,4046154
ZjuHsp100-123 11 Prupe.4G275000.1 4 0,9813 0,1933 0,1969836 7,5484615
ZjuHsp100-123 11 Prupe.3G135900.2 3 0,9626 0,1892 0,196551 7,4046154
ZjuHsp100-123 11 Prupe.3G135900.1 3 0,9626 0,1892 0,196551 7,4046154
ZjuHsp100-123 11 Prupe.6G233700.1 6 52,8293  0,6088 0,0115239 406,37923
ZjuHsp100-123 11 Prupe.6G233700.2 6 55,2771  0,5309 0,0096043 425,20846
ZjuHsp100-123 11 Prupe.4G237600.1 4 52,0299  0,6354 0,0122122 400,23
ZjuHsp100-123 11 Prupe.6G107800.1 6 53,0323  0,6052 0,0114119 407,94077
ZjuHsp100-123 11 Prupe.3G062600.2 3 56,5856  0,7219 0,0127577 435,27385
ZjuHsp100-123 11 Prupe.3G062600.1 3 56,5852  0,7219 0,0127578 435,27077
ZjuHsp100-123 11 Prupe.3G062600.5 3 56,5886  0,7218 0,0127552 435,29692
ZjuHsp100-123 11 Prupe.3G062600.3 3 56,5888  0,7218 0,0127552 435,29846
ZjuHsp100-123 11 Prupe.3G062600.4 3 56,5849 0,722 0,0127596 435,26846
ZjuHsp100-124 11 Prupe.1G585800.4 1 0,6921 0,156 0,225401 5,3238462
ZjuHsp100-124 11 Prupe.1G585800.1 1 0,7161 0,1741 0,2431225 5,5084615
ZjuHsp100-124 11 Prupe.1G585800.6 1 0,724 0,1811 0,2501381 5,5692308
ZjuHsp100-124 11 Prupe.1G585800.5 1 0,724 0,1811 0,2501381 5,5692308
ZjuHsp100-124 11 Prupe.1G585800.11 1 0,7063 0,1791 0,253575 5,4330769
ZjuHsp100-124 11 Prupe.1G585800.3 1 0,801 0,1811 0,2260924 6,1615385
ZjuHsp100-124 11 Prupe.8G000600.1 8 3,1162 0,2302 0,073872 23,970769
ZjuHsp100-124 11 Prupe.1G585800.8 1 0,801 0,1811 0,2260924 6,1615385
ZjuHsp100-124 11 Prupe.2G310000.1 2 21,4356 0,308 0,0143686 164,88923
ZjuHsp100-124 11 Prupe.1G585800.10 1 0,794 0,187 0,2355164 6,1076923
ZjuHsp100-124 11 Prupe.1G585800.9 1 0,7043 0,1966 0,2791424 5,4176923
ZjuHsp100-124 11 Prupe.1G585800.2 1 0,7736 0,2514 0,3249741 5,9507692
ZjuHsp100-124 11 Prupe.1G585800.7 1 0,763 0,2614 0,342595 5,8692308
ZjuHsp100-125 12 Prupe.7G232000.2 7 0,66 0,0705 0,1068182 5,0769231
ZjuHsp100-125 12 Prupe.7G232000.1 7 0,6375 0,0742 0,1163922 4,9038462
ZjuHsp100-126 12 Prupe.6G107800.1 6 1,9517 0,0379 0,019419 15,013077
ZjuHsp100-126 12 Prupe.6G233700.1 6 0,7487 0,0269 0,0359289 5,7592308
ZjuHsp100-126 12 Prupe.6G233700.2 6 0,808 0,0252 0,0311881 6,2153846
ZjuHsp100-126 12 Prupe.4G237600.1 4 0,842 0,0555 0,0659145 6,4769231
ZjuHsp100-126 12 Prupe.4G275000.1 4 53,2871 0,619 0,0116163 409,90077
ZjuHsp100-126 12 Prupe.5G169800.1 5 7,0325 0,1242 0,0176609 54,096154
ZjuHsp100-126 12 Prupe.3G135900.1 3 53,7362  0,6241 0,0116141 413,35538
ZjuHsp100-126 12 Prupe.3G135900.3 3 53,7335 0,624 0,0116129 413,33462
ZjuHsp100-126 12 Prupe.3G062600.1 3 21,4926 0,663 0,0308478 165,32769
ZjuHsp100-126 12 Prupe.3G135900.2 3 53,7351  0,6241 0,0116144 413,34692
ZjuHsp100-126 12 Prupe.3G062600.3 3 21,46 0,663 0,0308947 165,07692
ZjuHsp100-126 12 Prupe.3G062600.2 3 21,6083 0,663 0,0306827 166,21769
ZjuHsp100-126 12 Prupe.3G062600.4 3 21,6468  0,6629 0,0306235 166,51385
ZjuHsp100-126 12 Prupe.3G062600.5 3 21,7053  0,6629 0,0305409 166,96385
ZjuHsp100-126 12 Prupe.1G288400.2 1 52,4488  0,5282 0,0100708 403,45231
ZjuHsp100-126 12 Prupe.1G288400.1 1 52,2743  0,5708 0,0109193 402,11
ZjuHsp100-127 12 Prupe.2G071700.1 2 1,8799 0,3589 0,1909144 14,460769
ZjuHsp100-127 12 Prupe.7G097400.1 7 1,0283 0,1494 0,1452883 791
ZjuHsp100-127 12 Prupe.1G095200.2 1 10,11 0,7181 0,0710287 77,769231
ZjuHsp100-127 12 Prupe.1G073700.1 1 9,2052 0,6512 0,0707426 70,809231
ZjuHsp100-127 12 Prupe.1G095200.1 1 10,1124  0,7181 0,0710118 77,787692
ZjuHsp100-128 12 Prupe.2G111300.1 2 0,7115 0,1912 0,268728 5,4730769
ZjuHsp100-128 12 Prupe.7G237100.1 7 0,6422 0,013 0,0202429 4,94
ZjuHsp100-128 12 Prupe.3G030100.1 3 55,9305  0,4923 0,008802 430,23462
ZjuHsp100-128 12 Prupe.2G111300.2 2 0,6978 0,1446 0,2072227 5,3676923
ZjuHsp100-128 12 Prupe.8G090700.1 8 23,4754  0,5318 0,0226535 180,58
ZjuHsp100-128 12 Prupe.8G208900.1 8 8,2303 0,5273 0,0640681 63,31
ZjuHsp100-128 12 Prupe.6G320300.1 6 24,5783  0,5247 0,0213481 189,06385
ZjuHsp100-128 12 Prupe.8G090700.2 8 18,7479  0,5286 0,0281952 144,21462
ZjuHsp100-129 12 Prupe.4G173800.3 4 0,7345 0,218 0,2968005 5,65
ZjuHsp100-129 12 Prupe.4G173800.1 4 0,7117 0,2058 0,2891668 5,4746154
ZjuHsp100-129 12 Prupe.4G173800.5 4 0,6937 0,1845 0,2659651 5,3361538
ZjuHsp100-129 12 Prupe.4G173800.4 4 0,7252 0,2117 0,2919195 5,5784615
ZjuHsp100-129 12 Prupe.4G173800.6 4 0,7021 0,1747 0,248825 5,4007692
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ZjuHsp100-129 12 Prupe.4G173800.2 4 0,6937 0,1845 0,2659651 5,3361538
ZjuHsp100-129 12 Prupe.1G191800.2 1 56,9874  0,8634 0,0151507 438,36462
ZjuHsp100-129 12 Prupe.1G191800.4 1 50,5663  0,8641 0,0170885 388,97154
ZjuHsp100-129 12 Prupe.1G191800.1 1 58,5588  0,8876 0,0151574 450,45231
ZjuHsp100-129 12 Prupe.1G191800.3 1 56,9885  0,8914 0,0156418 438,37308
ZjuHsp100-130 12 Prupe.4G173800.3 4 0,7345 0,218 0,2968005 5,65
ZjuHsp100-130 12 Prupe.4G173800.1 4 0,7117 0,2058 0,2891668 5,4746154
ZjuHsp100-130 12 Prupe.4G173800.5 4 0,6937 0,1845 0,2659651 5,3361538
ZjuHsp100-130 12 Prupe.4G173800.4 4 0,7252 0,2117 0,2919195 5,5784615
ZjuHsp100-130 12 Prupe.4G173800.6 4 0,7021 0,1747 0,248825 5,4007692
ZjuHsp100-130 12 Prupe.4G173800.2 4 0,6937 0,1845 0,2659651 5,3361538
ZjuHsp100-130 12 Prupe.1G191800.2 1 56,9874  0,8634 0,0151507 438,36462
ZjuHsp100-130 12 Prupe.1G191800.4 1 50,5663  0,8641 0,0170885 388,97154
ZjuHsp100-130 12 Prupe.1G191800.1 1 58,5588  0,8876 0,0151574 450,45231
ZjuHsp100-130 12 Prupe.1G191800.3 1 56,9885  0,8914 0,0156418 438,37308
ZjuHsp100-131 12 Prupe.4G171000.3 4 46,6796  3,3915 0,0726549 359,07385
ZjuHsp100-131 12 Prupe.4G171000.1 4 46,3903  3,3766 0,0727868 356,84846
ZjuHsp100-131 12 Prupe.2G206900.1 2 7,4829 3,1215 0,4171511 57,560769
ZjuHsp100-131 12 Prupe.4G171000.2 4 51,1846  3,0012 0,0586348 393,72769
ZjuHsp100-131 12 Prupe.8G001000.5 8 33,8387  5,2758 0,1559102 260,29769
ZjuHsp100-131 12 Prupe.8G001000.1 8 20,833 3,8246 0,1835837 160,25385
ZjuHsp100-131 12 Prupe.8G001000.2 8 14,8823  3,8167 0,256459 114,47923
ZjuHsp100-131 12 Prupe.8G001000.3 8 3,2983 16,3371 4,953188 25,371538
ZjuHsp100-131 12 Prupe.8G001000.4 8 36,7606  4,4553 0,1211977 282,77385
ZjuHsp100-132 scaffold Prupe.1G095200.1 1 0,9946 0,0874 0,0878745 7,6507692
ZjuHsp100-132 scaffold Prupe.1G095200.2 1 0,9946 0,0874 0,0878745 7,6507692
ZjuHsp100-132 scaffold Prupe.2G071700.1 2 7,2999 0,6916 0,094741 56,153077
ZjuHsp100-132 scaffold Prupe.7G097400.1 7 8,2442 0,6062 0,0735305 63,416923
ZjuHsp100-132 scaffold Prupe.1G073700.1 1 47,4746  0,6068 0,0127816 365,18923
ZjuHsp100-133 scaffold Prupe.3G065400.1 3 0,8143 0,077 0,0945597 6,2638462
ZjuHsp100-133 scaffold Prupe.3G061400.1 3 0,7748 0,0633 0,0816985 5,96
ZjuHsp100-133 scaffold Prupe.1G355600.2 1 50,6993  0,7739 0,0152645 389,99462
ZjuHsp100-133 scaffold Prupe.1G355600.1 1 50,6941  0,7669 0,015128 389,95462
ZjuHsp100-133 scaffold Prupe.3G112700.2 3 53,1217  0,7512 0,0141411 408,62846
ZjuHsp100-133 scaffold Prupe.3G266900.1 3 21,6209  0,7537 0,0348598 166,31462
ZjuHsp100-133 scaffold Prupe.5G026500.1 5 55,5555  0,8297 0,0149346 427,35
ZjuHsp100-133 scaffold Prupe.3G112700.1 3 53,058 0,7546 0,0142222 408,13846
ZjuHsp100-134 scaffold Prupe.2G038600.2 2 0,6463 0,0748 0,1157357 4,9715385
ZjuHsp100-134 scaffold Prupe.6G313300.1 6 0,5949 0,0763 0,1282568 45761538
ZjuHsp100-134 scaffold Prupe.2G038600.10 2 0,6451 0,073 0,1131608 4,9623077
ZjuHsp100-134 scaffold Prupe.2G038600.1 2 0,6504 0,0767 0,1179274 5,0030769
ZjuHsp100-134 scaffold Prupe.2G038600.5 2 0,66 0,0829 0,1256061 5,0769231
ZjuHsp100-134 scaffold Prupe.2G038600.7 2 0,6458 0,075 0,116135 4,9676923
ZjuHsp100-134 scaffold Prupe.2G038600.9 2 0,6501 0,0771 0,1185971 5,0007692
ZjuHsp100-134 scaffold Prupe.2G038600.9 2 0,6495 0,0751 0,1156274 4,9961538
ZjuHsp100-134 scaffold Prupe.2G038600.5 2 0,66 0,0829 0,1256061 5,0769231
ZjuHsp100-134 scaffold Prupe.2G038600.6 2 0,6643 0,085 0,1279542 511
ZjuHsp100-134 scaffold Prupe.2G038600.8 2 0,6501 0,0771 0,1185971 5,0007692
ZjuHsp100-134 scaffold Prupe.2G038600.3 2 0,6371 0,0664 0,1042223 4,9007692
ZjuHsp100-134 scaffold Prupe.2G038600.4 2 0,6323 0,0642 0,1015341 4,8638462
ZjuHsp100-134 scaffold Prupe.5G050100.1 5 53,2591 0,654 0,0122796 409,68538
ZjuHsp100-134 scaffold Prupe.5G050100.2 5 54,3871  0,5969 0,010975 418,36231
ZjuHsp100-135 scaffold Prupe.7G158900.1 7 20,3833  0,3689 0,0180981 156,79462
ZjuHsp100-135 scaffold Prupe.4G166800.1 4 2,1907 0,2952 0,1347514 16,851538
ZjuHsp100-135 scaffold Prupe.7G159000.1 7 23,0024 04314 0,0187546 176,94154
ZjuHsp100-135 scaffold Prupe.1G375300.1 1 8,4057 0,3735 0,0444341 64,659231
ZjuHsp100-135 scaffold Prupe.7G165500.1 7 49,416 0,488 0,0098753 380,12308
ZjuHsp100-135 scaffold Prupe.8G092600.1 8 50,2921  0,4528 0,0090034 386,86231
ZjuHsp100-135 scaffold Prupe.1G375300.2 1 8,1982 0,3911 0,0477056 63,063077
ZjuHsp100-135 scaffold Prupe.7G165500.1 7 49,4218  0,4879 0,0098722 380,16769
ZjuHsp100-135 scaffold Prupe.7G159600.1 7 46,8702  0,4272 0,0091145 360,54
ZjuHsp100-135 scaffold Prupe.7G159500.1 7 39,296 0,4744 0,0120725 302,27692
ZjuHsp100-135 scaffold Prupe.7G159700.1 7 14,5201  0,4889 0,0336706 111,69308
ZjuHsp100-135 scaffold Prupe.4G113000.1 4 34,3778  0,5059 0,0147159 264,44462
ZjuHsp100-136 scaffold Prupe.7G158900.1 7 20,3833  0,3689 0,0180981 156,79462
ZjuHsp100-136 scaffold Prupe.4G166800.1 4 2,1907 0,2952 0,1347514 16,851538
ZjuHsp100-136 scaffold Prupe.7G159000.1 7 23,0024 04314 0,0187546 176,94154
ZjuHsp100-136 scaffold Prupe.1G375300.1 1 8,4057 0,3735 0,0444341 64,659231
ZjuHsp100-136 scaffold Prupe.7G165500.1 7 49,416 0,488 0,0098753 380,12308
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ZjuHsp100-136 scaffold Prupe.8G092600.1 8 50,2921  0,4528 0,0090034 386,86231
ZjuHsp100-136 scaffold Prupe.1G375300.2 1 8,1982 0,3911 0,0477056 63,063077
ZjuHsp100-136 scaffold Prupe.7G165500.1 7 49,4218  0,4879 0,0098722 380,16769
ZjuHsp100-136 scaffold Prupe.7G159600.1 7 46,8702  0,4272 0,0091145 360,54
ZjuHsp100-136 scaffold Prupe.7G159500.1 7 39,296 0,4744 0,0120725 302,27692
ZjuHsp100-136 scaffold Prupe.7G159700.1 7 14,5201  0,4889 0,0336706 111,69308
ZjuHsp100-136 scaffold Prupe.4G113000.1 4 34,3778  0,5059 0,0147159 264,44462
ZjuHsp100-137 scaffold Prupe.5G165300.1 5 0,5842 0,0941 0,161075 4,4938462
ZjuHsp100-138 scaffold Prupe.3G062600.2 3 0,769 0,1779 0,2313394 5,9153846
ZjuHsp100-138 scaffold Prupe.3G062600.1 3 0,769 0,1779 0,2313394 5,9153846
ZjuHsp100-138 scaffold Prupe.3G062600.5 3 0,769 0,1779 0,2313394 5,9153846
ZjuHsp100-138 scaffold Prupe.3G062600.3 3 0,769 0,1779 0,2313394 5,9153846
ZjuHsp100-138 scaffold Prupe.3G062600.4 3 0,769 0,1779 0,2313394 5,9153846
ZjuHsp100-139 scaffold Prupe.1G492200.2 1 0,5455 0,0998 0,1829514 4,1961538
ZjuHsp100-139 scaffold Prupe.1G492200.1 1 0,4737 0,0669 0,1412286 3,6438462
ZjuHsp100-139 scaffold Prupe.1G493300.3 1 51,0518  0,5843 0,0114452 392,70615
ZjuHsp100-139 scaffold Prupe.1G492200.3 1 0,5802 0,1047 0,180455 4,4630769
ZjuHsp100-139 scaffold Prupe.1G493300.2 1 50,282 0,7146 0,0142118 386,78462
ZjuHsp100-139 scaffold Prupe.1G493300.1 1 50,0432  0,7245 0,0144775 384,94769
ZjuHsp100-139 scaffold Prupe.8G039600.1 8 54,3575 06777 0,0124675 418,13462
ZjuHsp100-140 scaffold Prupe.1G492200.2 1 0,5455 0,0998 0,1829514 4,1961538
ZjuHsp100-140 scaffold Prupe.1G492200.1 1 0,4737 0,0669 0,1412286 3,6438462
ZjuHsp100-140 scaffold Prupe.1G493300.3 1 51,0518  0,5843 0,0114452 392,70615
ZjuHsp100-140 scaffold Prupe.1G492200.3 1 0,5802 0,1047 0,180455 4,4630769
ZjuHsp100-140 scaffold Prupe.1G493300.2 1 50,282 0,7146 0,0142118 386,78462
ZjuHsp100-140 scaffold Prupe.1G493300.1 1 50,0432  0,7245 0,0144775 384,94769
ZjuHsp100-140 scaffold Prupe.8G039600.1 8 54,3575 06777 0,0124675 418,13462
ZjuHsp100-141 scaffold Prupe.7G158900.1 7 20,3833  0,3689 0,0180981 156,79462
ZjuHsp100-141 scaffold Prupe.4G166800.1 4 2,1907 0,2952 0,1347514 16,851538
ZjuHsp100-141 scaffold Prupe.7G159000.1 7 23,0024 04314 0,0187546 176,94154
ZjuHsp100-141 scaffold Prupe.1G375300.1 1 8,4057 0,3735 0,0444341 64,659231
ZjuHsp100-141 scaffold Prupe.7G165500.1 7 49,416 0,488 0,0098753 380,12308
ZjuHsp100-141 scaffold Prupe.8G092600.1 8 50,2921  0,4528 0,0090034 386,86231
ZjuHsp100-141 scaffold Prupe.1G375300.2 1 8,1982 0,3911 0,0477056 63,063077
ZjuHsp100-141 scaffold Prupe.7G165500.1 7 49,4218  0,4879 0,0098722 380,16769
ZjuHsp100-141 scaffold Prupe.7G159600.1 7 46,8702  0,4272 0,0091145 360,54
ZjuHsp100-141 scaffold Prupe.7G159500.1 7 39,296 0,4744 0,0120725 302,27692
ZjuHsp100-141 scaffold Prupe.7G159700.1 7 14,5201  0,4889 0,0336706 111,69308
ZjuHsp100-141 scaffold Prupe.4G113000.1 4 34,3778 0,5059 0,0147159 264,44462
ZjuHsp100-142 scaffold Prupe.5G165300.1 5 0,5804 0,0918 0,1581668 4,4646154
ZjuHsp100-143 scaffold Prupe.3G075400.1 3 18,6905  0,6099 0,0326316 143,77308
ZjuHsp100-143 scaffold Prupe.6G127200.1 6 1,9216 0,082 0,0426728 14,781538
ZjuHsp100-143 scaffold Prupe.4G080800.1 4 35,8324  0,5723 0,0159716 275,63385
ZjuHsp100-143 scaffold Prupe.4G080800.2 4 35,7253 05723 0,0160195 274,81
ZjuHsp100-143 scaffold Prupe.2G148300.1 2 57,6786 0,632 0,0109573 443,68154
ZjuHsp100-143 scaffold Prupe.2G148300.2 2 57,6783  0,6319 0,0109556 443,67923
ZjuHsp100-143 scaffold Prupe.2G148300.3 2 44,6557  0,6312 0,0141348 343,50538
ZjuHsp100-143 scaffold Prupe.3G305500.1 3 45,6557  0,6312 0,0138252 351,19769
ZjuHsp100-144 scaffold Prupe.7G158900.1 7 1,514 0,1516 0,1001321 11,646154
ZjuHsp100-144 scaffold Prupe.7G158900.2 7 1,5257 0,1484 0,0972668 11,736154
ZjuHsp100-144 scaffold Prupe.8G092600.1 8 52,6197  0,3321 0,0063113 404,76692
ZjuHsp100-144 scaffold Prupe.4G166800.1 4 52,2441  0,3637 0,0069616 401,87769
ZjuHsp100-144 scaffold Prupe.1G375300.1 1 3,6208 0,3334 0,0920791 27,852308
ZjuHsp100-144 scaffold Prupe.7G159000.1 7 51,3729  0,4013 0,0078115 395,17615
ZjuHsp100-144 scaffold Prupe.7G165500.1 7 8,6986 0,4396 0,0505369 66,912308
ZjuHsp100-144 scaffold Prupe.7G159500.1 7 11,8063  0,4563 0,0386489 90,817692
ZjuHsp100-144 scaffold Prupe.7G159600.1 7 13,6497  0,4022 0,0294658 104,99769
ZjuHsp100-144 scaffold Prupe.1G375300.2 1 3,76 0,3493 0,0928989 28,923077
ZjuHsp100-144 scaffold Prupe.4G113000.1 7 7,9476 0,4891 0,0615406 61,135385
ZjuHsp100-144 scaffold Prupe.7G159400.1 7 7,9344 0,3653 0,04604 61,033846
ZjuHsp100-144 scaffold Prupe.7G159700.1 7 10,5614  0,4258 0,0403166 81,241538
ZjuHsp100-144 scaffold Prupe.7G159800.1 7 8,7108 0,4613 0,0529572 67,006154
ZjuHsp100-144 scaffold Prupe.7G160000.1 7 51,9014  0,4395 0,008468 399,24154
ZjuHsp100-144 scaffold Prupe.7G159900.1 7 9,7112 0,4384 0,0451438 74,701538
ZjuHsp100-144 scaffold Prupe.7G159900.1 7 9,709 0,4384 0,045154 74,684615
ZjuHsp100-144 scaffold Prupe.3G273900.1 3 49,5025  0,5792 0,0117004 380,78846
ZjuHsp100-144 scaffold Prupe.3G274100.1 3 50,4319 0,559 0,0110843 387,93769
ZjuHsp100-144 scaffold Prupe.3G274300.1 3 49,8888  0,5771 0,0115677 383,76
ZjuHsp100-144 scaffold Prupe.5G183800.1 5 32,3613  0,6102 0,0188559 248,93308
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ZjuHsp100-144 scaffold Prupe.3G274200.1 3 49,3382 0,577 0,0116948 379,52462
ZjuHsp100-144 scaffold Prupe.3G273800.1 3 50,2651 0,563 0,0112006 386,65462
ZjuHsp100-144 scaffold Prupe.1G086500.1 1 37,3093  0,6137 0,016449 286,99462
ZjuHsp100-144 scaffold Prupe.1G229600.1 1 28,3657  0,4031 0,0142108 218,19769
ZjuHsp100-144 scaffold Prupe.2G002200.1 2 20,7143 0,6483 0,0312972 159,34077
ZjuHsp100-145 scaffold Prupe.3G112700.2 3 48,187 0,2364 0,0049059 370,66923
ZjuHsp100-145 scaffold Prupe.3G266900.1 3 0,7166 0,0748 0,1043818 5,5123077
ZjuHsp100-145 scaffold Prupe.1G410800.1 1 50,678 0,6538 0,0129011 389,83077
ZjuHsp100-145 scaffold Prupe.3G112700.1 3 48,1247  0,2435 0,0050598 370,19
ZjuHsp100-145 scaffold Prupe.6G072600.1 6 51,0262  0,6025 0,0118077 392,50923
ZjuHsp100-145 scaffold Prupe.5G026500.1 5 51,512 0,6179 0,0119953 396,24615
ZjuHsp100-145 scaffold Prupe.5G122500.1 5 49,5433 0,739 0,0149162 381,10231
ZjuHsp100-145 scaffold Prupe.6G257400.2 6 51,9656  0,6109 0,0117559 399,73538
ZjuHsp100-145 scaffold Prupe.3G061400.1 3 51,328 0,7597 0,0148009 394,83077
ZjuHsp100-145 scaffold Prupe.3G243600.1 3 52,9606 0,5687 0,0107382 407,38923
ZjuHsp100-145 scaffold Prupe.2G008800.1 2 52,7817  0,7224 0,0136866 406,01308
ZjuHsp100-146 scaffold Prupe.5G143300.1 5 0,701 0,0281 0,0400856 5,3923077
ZjuHsp100-146 scaffold Prupe.5G143300.2 5 0,701 0,0281 0,0400856 5,3923077
ZjuHsp100-146 scaffold Prupe.3G258500.2 3 51,1817  0,3817 0,0074577 393,70538
ZjuHsp100-146 scaffold Prupe.5G138200.1 5 51,5739  0,4491 0,0087079 396,72231
ZjuHsp100-146 scaffold Prupe.1G392200.1 1 18,8164  0,4966 0,0263919 144,74154
ZjuHsp100-146 scaffold Prupe.3G258500.3 3 50,41 0,4235 0,0084011 387,76923
ZjuHsp100-146 scaffold Prupe.5G203700.1 5 49,2454  0,4885 0,0099197 378,81077
ZjuHsp100-146 scaffold Prupe.3G258500.1 3 50,6978  0,5146 0,0101503 389,98308
ZjuHsp100-147 scaffold Prupe.5G050100.2 5 47,7233  0,6048 0,0126731 367,10231
ZjuHsp100-147 scaffold Prupe.5G050100.1 5 0,5146 0,5146 1 3,9584615
ZjuHsp100-147 scaffold Prupe.2G038600.3 2 7,1859 4,8334 0,6726228 55,276154
ZjuHsp100-147 scaffold Prupe.2G038600.4 2 53,5891  0,6228 0,0116218 412,22385
ZjuHsp100-147 scaffold Prupe.2G038600.8 2 53,8356  0,6183 0,011485 414,12
ZjuHsp100-147 scaffold Prupe.2G038600.9 2 53,9573  0,6135 0,0113701 415,05615
ZjuHsp100-147 scaffold Prupe.2G038600.6 2 53,6637  0,6299 0,0117379 412,79769
ZjuHsp100-147 scaffold Prupe.2G038600.5 2 53,7317  0,6286 0,0116989 413,32077
ZjuHsp100-147 scaffold Prupe.2G038600.7 2 53,752 0,6158 0,0114563 413,47692
ZjuHsp100-147 scaffold Prupe.2G038600.10 2 53,9862  0,6155 0,0114011 415,27846
ZjuHsp100-147 scaffold Prupe.2G038600.1 2 53,6828  0,6249 0,0116406 412,94462
ZjuHsp100-147 scaffold Prupe.2G038600.2 2 53,5879 0,6227 0,0116202 412,21462
ZjuHsp100-147 scaffold Prupe.6G313300.1 6 52,9412  0,6263 0,0118301 407,24
ZjuHsp100-148 scaffold Prupe.5G152500.2 5 52,6009  0,7408 0,0140834 404,62231
ZjuHsp100-148 scaffold Prupe.5G152500.1 5 0,7374 0,1071 0,14524 5,6723077
ZjuHsp100-148 scaffold Prupe.8G259000.1 8 4,5789 0,3185 0,0695582 35,222308
ZjuHsp100-148 scaffold Prupe.8G259000.2 8 4,6481 0,31 0,0666939 35,754615
ZjuHsp100-148 scaffold Prupe.8G259000.4 8 3,858 0,2589 0,0671073 29,676923
ZjuHsp100-148 scaffold Prupe.8G259000.3 8 49772 0,3173 0,0637507 38,286154
ZjuHsp100-148 scaffold Prupe.2G303900.1 2 52,5814 05463 0,0103896 404,47231
ZjuHsp100-148 scaffold Prupe.2G303900.2 2 52,4017 05457 0,0104138 403,09
ZjuHsp100-148 scaffold Prupe.1G346700.1 1 8,6607 0,6406 0,0739663 66,620769
ZjuHsp100-148 scaffold Prupe.1G346700.5 1 9,0899 0,6563 0,072201 69,922308
ZjuHsp100-148 scaffold Prupe.1G346700.3 1 9,0905 0,6563 0,0721962 69,926923
ZjuHsp100-148 scaffold Prupe.1G346700.2 1 9,0925 0,6563 0,0721804 69,942308
ZjuHsp100-148 scaffold Prupe.1G346700.4 1 8,6614 0,6406 0,0739603 66,626154
ZjuHsp100-148 scaffold Prupe.1G346700.6 1 8,6615 0,6406 0,0739595 66,626923
ZjuHsp100-148 scaffold Prupe.2G315900.1 2 53,5249  0,5844 0,0109183 411,73
ZjuHsp100-148 scaffold Prupe.5G110200.1 5 20,0068  0,5505 0,0275156 153,89846
ZjuHsp100-148 scaffold Prupe.3G075400.1 3 19,5168  0,7881 0,0403806 150,12923
ZjuHsp100-148 scaffold Prupe.3G305500.1 3 56,1684  0,8228 0,0146488 432,06462
ZjuHsp100-148 scaffold Prupe.2G148300.1 2 53,2711  0,7548 0,014169 409,77769
ZjuHsp100-148 scaffold Prupe.2G148300.2 2 53,2707 0,754 0,0141541 409,77462
ZjuHsp100-149 scaffold Prupe.5G152500.2 5 52,6009  0,7408 0,0140834 404,62231
ZjuHsp100-149 scaffold Prupe.5G152500.1 5 0,7374 0,1071 0,14524 5,6723077
ZjuHsp100-149 scaffold Prupe.8G259000.1 8 45789 0,3185 0,0695582 35,222308
ZjuHsp100-149 scaffold Prupe.8G259000.2 8 4,6481 0,31 0,0666939 35,754615
ZjuHsp100-149 scaffold Prupe.8G259000.4 8 3,858 0,2589 0,0671073 29,676923
ZjuHsp100-149 scaffold Prupe.8G259000.3 8 49772 0,3173 0,0637507 38,286154
ZjuHsp100-149 scaffold Prupe.2G303900.1 2 52,5814  0,5463 0,0103896 404,47231
ZjuHsp100-149 scaffold Prupe.2G303900.2 2 52,4017  0,5457 0,0104138 403,09
ZjuHsp100-149 scaffold Prupe.1G346700.1 1 8,6607 0,6406 0,0739663 66,620769
ZjuHsp100-149 scaffold Prupe.1G346700.5 1 9,0899 0,6563 0,072201 69,922308
ZjuHsp100-149 scaffold Prupe.1G346700.3 1 9,0905 0,6563 0,0721962 69,926923
ZjuHsp100-149 scaffold Prupe.1G346700.2 1 9,0925 0,6563 0,0721804 69,942308
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ZjuHsp100-149 scaffold Prupe.1G346700.4 1 8,6614 0,6406 0,0739603 66,626154
ZjuHsp100-149 scaffold Prupe.1G346700.6 1 8,6615 0,6406 0,0739595 66,626923
ZjuHsp100-149 scaffold Prupe.2G315900.1 2 53,5249  0,5844 0,0109183 411,73
ZjuHsp100-149 scaffold Prupe.5G110200.1 5 20,0068  0,5505 0,0275156 153,89846
ZjuHsp100-149 scaffold Prupe.3G075400.1 3 19,5168 0,7881 0,0403806 150,12923
ZjuHsp100-149 scaffold Prupe.3G305500.1 3 56,1684  0,8228 0,0146488 432,06462
ZjuHsp100-149 scaffold Prupe.2G148300.1 2 53,2711  0,7548 0,014169 409,77769
ZjuHsp100-149 scaffold Prupe.2G148300.2 2 53,2707 0,754 0,0141541 409,77462
ZjuHsp100-150 scaffold Prupe.3G274100.1 3 4,6255 0,3455 0,0746946 35,580769
ZjuHsp100-150 scaffold Prupe.3G273800.1 3 3,9143 0,2928 0,0748026 30,11
ZjuHsp100-150 scaffold Prupe.5G183800.1 5 1,8316 0,2283 0,1246451 14,089231
ZjuHsp100-150 scaffold Prupe.1G086500.1 1 53,2536 0,6431 0,0120762 409,64308
ZjuHsp100-150 scaffold Prupe.7G165500.1 7 53,2537  0,6431 0,0120762 409,64385
ZjuHsp100-150 scaffold Prupe.3G274300.1 3 7,2206 0,3273 0,0453286 55,543077
ZjuHsp100-150 scaffold Prupe.3G274200.1 3 7,0998 0,3442 0,0484802 54,613846
ZjuHsp100-150 scaffold Prupe.7G159000.1 7 8,3208 0,6063 0,0728656 64,006154
ZjuHsp100-150 scaffold Prupe.4G166800.1 4 15,885 0,562 0,0353793 122,19231
ZjuHsp100-150 scaffold Prupe.7G158900.1 7 6,0513 0,5826 0,0962768 46,548462
ZjuHsp100-150 scaffold Prupe.1G375300.1 1 35,5525  0,5702 0,0160383 273,48077
ZjuHsp100-150 scaffold Prupe.4G113000.1 4 18,7108 0,591 0,031586 143,92923
ZjuHsp100-150 scaffold Prupe.2G002200.1 2 59,8095  0,6019 0,0100636 460,07308
ZjuHsp100-150 scaffold Prupe.7G159500.1 7 53,1952  0,6153 0,0115668 409,19385
ZjuHsp100-150 scaffold Prupe.8G092600.1 8 21,0396  0,6001 0,0285224 161,84308
ZjuHsp100-150 scaffold Prupe.7G159700.1 7 9,5634 0,6703 0,0700901 73,564615
ZjuHsp100-150 scaffold Prupe.7G159400.1 7 52,5898  0,5964 0,0113406 404,53692
ZjuHsp100-150 scaffold Prupe.1G375300.2 1 32,9655 05947 0,0180401 253,58077
ZjuHsp100-150 scaffold Prupe.7G159600.1 7 52,0096  0,5992 0,0115209 400,07385
ZjuHsp100-150 scaffold Prupe.3G274000.1 3 6,2058 0,2404 0,038738 47,736923
ZjuHsp100-150 scaffold Prupe.7G160000.1 7 53,3473  0,6535 0,0122499 410,36385
ZjuHsp100-150 scaffold Prupe.7G159800.1 7 7,1895 0,7035 0,097851 55,303846
ZjuHsp100-150 scaffold Prupe.7G159900.1 7 51,1417  0,6658 0,0130187 393,39769
ZjuHsp100-151 scaffold Prupe.6G127200.1 6 51,035 0,6122 0,0119957 392,57692
ZjuHsp100-151 scaffold Prupe.3G075400.1 3 55,1619 0,635 0,0115116 42432231
ZjuHsp100-151 scaffold Prupe.4G080800.2 4 0,572 0,0824 0,1440559 44
ZjuHsp100-151 scaffold Prupe.4G080800.1 4 0,5851 0,0813 0,1389506 4,5007692
ZjuHsp100-151 scaffold Prupe.2G303900.1 2 50,1262  0,7245 0,0144535 385,58615
ZjuHsp100-151 scaffold Prupe.3G305500.1 3 33,4461  0,6326 0,018914 257,27769
ZjuHsp100-151 scaffold Prupe.2G148300.1 2 52,9286  0,6404 0,0120993 407,14308
ZjuHsp100-151 scaffold Prupe.2G148300.2 2 52,9267  0,6404 0,0120998 407,12846
ZjuHsp100-151 scaffold Prupe.1G346700.6 1 53,9574  0,7379 0,0136756 415,05692
ZjuHsp100-151 scaffold Prupe.1G346700.1 1 53,953 0,7379 0,0136767 415,02308
ZjuHsp100-151 scaffold Prupe.2G148300.3 2 51,6305  0,6357 0,0123125 397,15769
ZjuHsp100-151 scaffold Prupe.2G303900.2 2 49,1044  0,7178 0,0146178 377,72615
ZjuHsp100-151 scaffold Prupe.8G259000.4 8 53,0116  0,7805 0,0147232 407,78154
ZjuHsp100-151 scaffold Prupe.1G346700.5 1 53,9558  0,7378 0,0136742 415,04462
ZjuHsp100-151 scaffold Prupe.1G346700.3 1 53,9556  0,7378 0,0136742 415,04308
ZjuHsp100-151 scaffold Prupe.1G346700.2 1 53,9559  0,7379 0,013676 415,04538
ZjuHsp100-151 scaffold Prupe.1G346700.4 1 53,9533  0,7379 0,0136766 415,02538
ZjuHsp100-152 scaffold Prupe.6G127200.1 6 51,035 0,6122 0,0119957 392,57692
ZjuHsp100-152 scaffold Prupe.3G075400.1 3 55,1619 0,635 0,0115116 424,32231
ZjuHsp100-152 scaffold Prupe.4G080800.2 4 0,572 0,0824 0,1440559 44
ZjuHsp100-152 scaffold Prupe.4G080800.1 4 0,5851 0,0813 0,1389506 4,5007692
ZjuHsp100-152 scaffold Prupe.2G303900.1 2 50,1262  0,7245 0,0144535 385,58615
ZjuHsp100-152 scaffold Prupe.3G305500.1 3 33,4461  0,6326 0,018914 257,27769
ZjuHsp100-152 scaffold Prupe.2G148300.1 2 52,9286  0,6404 0,0120993 407,14308
ZjuHsp100-152 scaffold Prupe.2G148300.2 2 52,9267  0,6404 0,0120998 407,12846
ZjuHsp100-152 scaffold Prupe.1G346700.6 1 53,9574  0,7379 0,0136756 415,05692
ZjuHsp100-152 scaffold Prupe.1G346700.1 1 53,953 0,7379 0,0136767 415,02308
ZjuHsp100-152 scaffold Prupe.2G148300.3 2 51,6305  0,6357 0,0123125 397,15769
ZjuHsp100-152 scaffold Prupe.2G303900.2 2 49,1044  0,7178 0,0146178 377,72615
ZjuHsp100-152 scaffold Prupe.8G259000.4 8 53,0116  0,7805 0,0147232 407,78154
ZjuHsp100-152 scaffold Prupe.1G346700.5 1 53,9558  0,7378 0,0136742 415,04462
ZjuHsp100-152 scaffold Prupe.1G346700.3 1 53,9556  0,7378 0,0136742 415,04308
ZjuHsp100-152 scaffold Prupe.1G346700.2 1 53,9559  0,7379 0,013676 415,04538
ZjuHsp100-152 scaffold Prupe.1G346700.4 1 53,9533  0,7379 0,0136766 415,02538
ZjuHsp100-153 scaffold Prupe.3G112700.2 3 52,1903  0,5951 0,0114025 401,46385
ZjuHsp100-153 scaffold Prupe.1G355600.1 1 48,3633 0,606 0,0125302 372,02538
ZjuHsp100-153 scaffold Prupe.1G410800.1 1 46,2414  0,4325 0,0093531 355,70308
ZjuHsp100-153 scaffold Prupe.5G026500.1 5 0,6756 0,0921 0,1363233 5,1969231
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ZjuHsp100-153 scaffold Prupe.6G257400.1 6 0,238 15,8775  66,712185 1,8307692
ZjuHsp100-153 scaffold Prupe.1G355600.2 1 48,543 0,6041 0,0124446 373,40769
ZjuHsp100-153 scaffold Prupe.3G266900.1 3 48,1983 0,574 0,0119091 370,75615
ZjuHsp100-153 scaffold Prupe.3G112700.1 3 30,3068 0,617 0,0203585 233,12923
ZjuHsp100-153 scaffold Prupe.6G060800.1 6 51,73 0,7965 0,0153973 397,92308
ZjuHsp100-153 scaffold Prupe.6G060800.2 6 51,7317  0,7965 0,0153967 397,93615
ZjuHsp100-153 scaffold Prupe.6G072600.1 6 55,5586  0,6701 0,0120611 427,37385
ZjuHsp100-153 scaffold Prupe.6G257400.2 6 56,3669 0,7278 0,0129118 433,59154
ZjuHsp100-153 scaffold Prupe.3G243600.1 3 56,9236  0,7834 0,0137623 437,87385
ZjuHsp100-153 scaffold Prupe.3G243600.2 3 56,9229  0,7834 0,0137625 437,86846
ZjuHsp100-153 scaffold Prupe.3G061400.1 3 55,35 0,8494 0,015346 425,76923
ZjuHsp100-153 scaffold Prupe.5G122500.1 5 52,8902 0,7774 0,0146984 406,84769
ZjuHsp100-153 scaffold Prupe.6G060800.3 6 51,5756  0,7979 0,0154705 396,73538
ZjuHsp100-154 scaffold Prupe.5G082000.2 5 5,2928 1,1716 0,2213573 40,713846
ZjuHsp100-154 scaffold Prupe.2G002100.1 2 53,7512 1,1148 0,02074 413,47077
ZjuHsp100-154 scaffold Prupe.5G082000.1 5 8,5608 1,2145 0,1418676 65,852308
ZjuHsp100-155 scaffold Prupe.7G232000.2 7 0,66 0,0705 0,1068182 5,0769231
ZjuHsp100-155 scaffold Prupe.7G232000.1 7 0,6375 0,0742 0,1163922 4,9038462
ZjuHsp100-156 scaffold Prupe.3G274100.1 3 2,8092 0,2831 0,100776 21,609231
ZjuHsp100-156 scaffold Prupe.3G274200.1 3 1,9901 0,2953 0,1483845 15,308462
ZjuHsp100-156 scaffold Prupe.5G183800.1 5 3,0128 0,2967 0,0984798 23,175385
ZjuHsp100-156 scaffold Prupe.3G273800.1 3 0,9964 0,1658 0,166399 7,6646154
ZjuHsp100-156 scaffold Prupe.7G159000.1 7 18,5492  0,5707 0,0307668 142,68615
ZjuHsp100-156 scaffold Prupe.7G165500.1 7 9,516 0,5906 0,0620639 73,2
ZjuHsp100-156 scaffold Prupe.3G274300.1 3 2,6802 0,2844 0,1061115 20,616923
ZjuHsp100-156 scaffold Prupe.3G273900.1 3 4,2688 0,2849 0,0667401 32,836923
ZjuHsp100-156 scaffold Prupe.4G166800.1 4 12,0655 05728 0,0474742 92,811538
ZjuHsp100-156 scaffold Prupe.1G375300.1 1 7,7878 0,5539 0,0711241 59,906154
ZjuHsp100-156 scaffold Prupe.7G158900.1 7 4,0377 0,5726 0,1418134 31,059231
ZjuHsp100-156 scaffold Prupe.1G086500.1 1 21,6829 05762 0,0265739 166,79154
ZjuHsp100-156 scaffold Prupe.2G002200.1 2 13,8279 0,587 0,0424504 106,36846
ZjuHsp100-156 scaffold Prupe.7G159600.1 7 51,5359 05759 0,0111747 396,43
ZjuHsp100-156 scaffold Prupe.8G092600.1 8 17,3164  0,6041 0,034886 133,20308
ZjuHsp100-156 scaffold Prupe.7G159500.1 7 51,2986  0,6142 0,011973 394,60462
ZjuHsp100-156 scaffold Prupe.7G159800.1 7 14,65 0,6331 0,043215 112,69231
ZjuHsp100-156 scaffold Prupe.1G375300.2 1 7,1638 0,5804 0,0810185 55,106154
ZjuHsp100-156 scaffold Prupe.7G159700.1 7 10,1538  0,6079 0,0598692 78,106154
ZjuHsp100-156 scaffold Prupe.4G113000.1 4 6,5048 0,6721 0,1033237 50,036923
ZjuHsp100-156 scaffold Prupe.7G160000.1 7 49,5 0,6566 0,0132646 380,76923
ZjuHsp100-156 scaffold Prupe.7G159400.1 7 17,1327 0,57 0,0332697 131,79
ZjuHsp100-157 scaffold Prupe.3G274100.1 3 2,8092 0,2831 0,100776 21,609231
ZjuHsp100-157 scaffold Prupe.3G274200.1 3 1,9901 0,2953 0,1483845 15,308462
ZjuHsp100-157 scaffold Prupe.5G183800.1 5 3,0128 0,2967 0,0984798 23,175385
ZjuHsp100-157 scaffold Prupe.3G273800.1 3 0,9964 0,1658 0,166399 7,6646154
ZjuHsp100-157 scaffold Prupe.7G159000.1 7 18,5492  0,5707 0,0307668 142,68615
ZjuHsp100-157 scaffold Prupe.7G165500.1 7 9,516 0,5906 0,0620639 73,2
ZjuHsp100-157 scaffold Prupe.3G274300.1 3 2,6802 0,2844 0,1061115 20,616923
ZjuHsp100-157 scaffold Prupe.3G273900.1 3 4,2688 0,2849 0,0667401 32,836923
ZjuHsp100-157 scaffold Prupe.4G166800.1 4 12,0655  0,5728 0,0474742 92,811538
ZjuHsp100-157 scaffold Prupe.1G375300.1 1 7,7878 0,5539 0,0711241 59,906154
ZjuHsp100-157 scaffold Prupe.7G158900.1 7 4,0377 0,5726 0,1418134 31,059231
ZjuHsp100-157 scaffold Prupe.1G086500.1 1 21,6829  0,5762 0,0265739 166,79154
ZjuHsp100-157 scaffold Prupe.2G002200.1 2 13,8279 0,587 0,0424504 106,36846
ZjuHsp100-157 scaffold Prupe.7G159600.1 7 51,5359 05759 0,0111747 396,43
ZjuHsp100-157 scaffold Prupe.8G092600.1 8 17,3164  0,6041 0,034886 133,20308
ZjuHsp100-157 scaffold Prupe.7G159500.1 7 51,2986  0,6142 0,011973 394,60462
ZjuHsp100-157 scaffold Prupe.7G159800.1 7 14,65 0,6331 0,043215 112,69231
ZjuHsp100-157 scaffold Prupe.1G375300.2 1 7,1638 0,5804 0,0810185 55,106154
ZjuHsp100-157 scaffold Prupe.7G159700.1 7 10,1538  0,6079 0,0598692 78,106154
ZjuHsp100-157 scaffold Prupe.4G113000.1 4 6,5048 0,6721 0,1033237 50,036923
ZjuHsp100-157 scaffold Prupe.7G160000.1 7 49,5 0,6566 0,0132646 380,76923
ZjuHsp100-157 scaffold Prupe.7G159400.1 7 17,1327 0,57 0,0332697 131,79
ZjuHsp100-158 scaffold Prupe.3G273900.1 3 1,9147 0,2716 0,1418499 14,728462
ZjuHsp100-158 scaffold Prupe.3G274300.1 3 2,126 0,2418 0,1137347 16,353846
ZjuHsp100-158 scaffold Prupe.3G274100.1 3 1,6947 0,259 0,1530654 13,036154
ZjuHsp100-158 scaffold Prupe.3G274200.1 3 1,7744 0,2534 0,1428088 13,649231
ZjuHsp100-158 scaffold Prupe.7G159000.1 7 49,5161  0,6205 0,0125313 380,89308
ZjuHsp100-158 scaffold Prupe.7G165500.1 7 51,5037  0,6335 0,0123001 396,18231
ZjuHsp100-158 scaffold Prupe.3G273800.1 3 2,5043 0,2928 0,1169189 19,263846
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ZjuHsp100-158 scaffold Prupe.5G183800.1 5 5,6204 0,3495 0,0621842 43,233846
ZjuHsp100-158 scaffold Prupe.1G375300.1 1 14,549 0,5977 0,0410819 111,91538
ZjuHsp100-158 scaffold Prupe.8G092600.1 8 52,1675  0,5905 0,0113193 401,28846
ZjuHsp100-158 scaffold Prupe.1G086500.1 1 8,4882 0,6328 0,0745506 65,293846
ZjuHsp100-158 scaffold Prupe.7G158900.1 7 50,0947 0,6026 0,0120292 385,34385
ZjuHsp100-158 scaffold Prupe.7G159600.1 7 51,9697  0,5694 0,0109564 399,76692
ZjuHsp100-158 scaffold Prupe.4G113000.1 4 47,4827  0,6378 0,0134323 365,25154
ZjuHsp100-158 scaffold Prupe.7G159500.1 7 41,3075 0,6362 0,0154016 317,75
ZjuHsp100-158 scaffold Prupe.4G166800.1 4 21,5339  0,5853 0,0271804 165,64538
ZjuHsp100-158 scaffold Prupe.7G159800.1 7 49,5338  0,6462 0,0130456 381,02923
ZjuHsp100-158 scaffold Prupe.7G160000.1 7 48,451 0,6379 0,0131659 372,7
ZjuHsp100-158 scaffold Prupe.7G159700.1 7 24,9406 0,6206 0,0248831 191,85077
ZjuHsp100-158 scaffold Prupe.2G002200.1 2 58,2758  0,6357 0,0109085 448,27538
ZjuHsp100-158 scaffold Prupe.3G274000.1 3 1,7965 0,2362 0,1314779 13,819231
ZjuHsp100-158 scaffold Prupe.1G375300.2 1 15,7136 0,6325 0,0402518 120,87385
ZjuHsp100-158 scaffold Prupe.7G159400.1 7 36,0335  0,5688 0,0157853 277,18077
ZjuHsp100-158 scaffold Prupe.7G159900.1 7 48,54 0,5985 0,01233 373,38462
ZjuHsp100-159 scaffold Prupe.3G273900.1 3 1,9255 0,269 0,139704 14,811538
ZjuHsp100-159 scaffold Prupe.3G274300.1 3 2,1426 0,2402 0,1121068 16,481538
ZjuHsp100-159 scaffold Prupe.3G274100.1 3 1,7045 0,2568 0,15066 13,111538
ZjuHsp100-159 scaffold Prupe.3G274200.1 3 1,7841 0,2519 0,1411916 13,723846
ZjuHsp100-159 scaffold Prupe.7G159000.1 7 50,4608  0,6222 0,0123304 388,16
ZjuHsp100-159 scaffold Prupe.7G165500.1 7 51,0227  0,6355 0,0124552 392,48231
ZjuHsp100-159 scaffold Prupe.3G273800.1 3 2,5142 0,29 0,1153448 19,34
ZjuHsp100-159 scaffold Prupe.5G183800.1 5 5,7669 0,3479 0,060327 44,360769
ZjuHsp100-159 scaffold Prupe.1G375300.1 1 14,4571  0,6004 0,0415298 111,20846
ZjuHsp100-159 scaffold Prupe.1G086500.1 1 8,1695 0,6372 0,0779974 62,842308
ZjuHsp100-159 scaffold Prupe.8G092600.1 8 52,1004  0,5931 0,0113838 400,77231
ZjuHsp100-159 scaffold Prupe.7G158900.1 7 50,0207  0,6055 0,012105 384,77462
ZjuHsp100-159 scaffold Prupe.2G002200.1 2 58,1183  0,6367 0,0109552 447,06385
ZjuHsp100-159 scaffold Prupe.4G113000.1 4 44,0535  0,6409 0,0145482 338,87308
ZjuHsp100-159 scaffold Prupe.7G159500.1 7 41,3154  0,6445 0,0155995 317,81077
ZjuHsp100-159 scaffold Prupe.4G166800.1 4 21,642 0,5856 0,0270585 166,47692
ZjuHsp100-159 scaffold Prupe.7G160000.1 7 48,3101  0,6565 0,0135893 371,61615
ZjuHsp100-159 scaffold Prupe.7G159800.1 7 49,4823  0,6493 0,0131219 380,63308
ZjuHsp100-159 scaffold Prupe.7G159700.1 7 24,4598 0,625 0,0255521 188,15231
ZjuHsp100-159 scaffold Prupe.7G159600.1 7 51,9173  0,5725 0,0110272 399,36385
ZjuHsp100-159 scaffold Prupe.3G274000.1 3 1,809 0,2352 0,1300166 13,915385
ZjuHsp100-159 scaffold Prupe.1G375300.2 1 15,7028  0,6355 0,0404705 120,79077
ZjuHsp100-159 scaffold Prupe.7G159400.1 7 36,8941  0,5719 0,0155011 283,80077
ZjuHsp100-159 scaffold Prupe.7G159900.1 7 48,4651  0,6015 0,012411 372,80846
ZjuHsp100-160 scaffold Prupe.1G086500.1 1 54,8615 0,6818 0,0124277 422,01154
ZjuHsp100-160 scaffold Prupe.2G002200.1 2 60,7126  0,5732 0,0094412 467,02
ZjuHsp100-160 scaffold Prupe.2G193700.1 2 2,3489 0,3065 0,1304866 18,068462
ZjuHsp100-160 scaffold Prupe.2G315800.1 2 1,4772 0,1411 0,0955185 11,363077
ZjuHsp100-160 scaffold Prupe.7G159800.1 7 51,1229  0,7042 0,0137746 393,25308
ZjuHsp100-160 scaffold Prupe.1G375300.1 1 36,0612  0,7262 0,0201436 277,31692
ZjuHsp100-160 scaffold Prupe.7G158900.1 7 53,5304  0,7664 0,0143171 411,77231
ZjuHsp100-160 scaffold Prupe.8G092600.1 8 51,4981  0,7039 0,0136685 396,13923
ZjuHsp100-160 scaffold Prupe.5G183800.1 5 55,9457 0,763 0,0136382 430,35154
ZjuHsp100-160 scaffold Prupe.7G159000.1 7 50,4321  0,7757 0,0153811 387,93923
ZjuHsp100-160 scaffold Prupe.7G159700.1 7 52,0713  0,7318 0,0140538 400,54846
ZjuHsp100-160 scaffold Prupe.7G160000.1 7 55,1153  0,7036 0,012766 423,96385
ZjuHsp100-160 scaffold Prupe.4G113000.1 4 16,6782  0,7358 0,0441175 128,29385
ZjuHsp100-160 scaffold Prupe.7G159500.1 7 54,2461  0,7326 0,0135051 417,27769
ZjuHsp100-160 scaffold Prupe.7G159900.1 7 52,9812 0,772 0,0145712 407,54769
ZjuHsp100-160 scaffold Prupe.7G165500.1 7 52,6378  0,7139 0,0135625 404,90615
ZjuHsp100-160 scaffold Prupe.3G273900.1 3 55,5361  0,7299 0,0131428 427,20077
ZjuHsp100-160 scaffold Prupe.7G159600.1 7 53,4549 0,7017 0,013127 411,19154
ZjuHsp100-160 scaffold Prupe.3G274300.1 3 57,2774  0,7229 0,012621 440,59538
ZjuHsp100-160 scaffold Prupe.3G274100.1 3 55,733 0,7128 0,0127896 428,71538
ZjuHsp100-160 scaffold Prupe.3G273800.1 3 56,2685  0,7161 0,0127265 432,83462
ZjuHsp100-160 scaffold Prupe.3G274200.1 3 56,0847 0,7272 0,0129661 431,42077
ZjuHsp100-161 scaffold Prupe.8G090700.2 8 2,3581 0,0281 0,0119164 18,139231
ZjuHsp100-161 scaffold Prupe.8G090700.1 8 2,4044 0,0187 0,0077774 18,495385
ZjuHsp100-161 scaffold Prupe.6G039300.1 6 52,9655  0,5695 0,0107523 407,42692
ZjuHsp100-161 scaffold Prupe.8G208900.1 8 3,5129 0,5699 0,1622306 27,022308
ZjuHsp100-161 scaffold Prupe.3G030100.1 3 57,002 0,5476 0,0096067 438,47692
ZjuHsp100-161 scaffold Prupe.7G237100.1 7 54,8187 05236 0,0095515 421,68231
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ZjuHsp100-161 scaffold Prupe.6G233700.1 6 54,756 0,786 0,0143546 4212
ZjuHsp100-161 scaffold Prupe.6G233700.2 6 54,757 0,786 0,0143543 421,20769
ZjuHsp100-161 scaffold Prupe.6G320300.1 6 54,7804  0,5456 0,0099598 421,38769
ZjuHsp100-161 scaffold Prupe.2G111300.2 2 45,1338 0,4937 0,0109386 347,18308
ZjuHsp100-161 scaffold Prupe.2G111300.1 2 48,9077  0,5634 0,0115197 376,21308
ZjuHsp100-162 scaffold Prupe.3G274300.1 3 1,9401 0,254 0,1309211 14,923846
ZjuHsp100-162 scaffold Prupe.3G274200.1 3 1,4791 0,2757 0,1863971 11,377692
ZjuHsp100-162 scaffold Prupe.5G183800.1 5 7,7982 0,3416 0,043805 59,986154
ZjuHsp100-162 scaffold Prupe.3G273800.1 3 2,9499 0,3044 0,1031899 22,691538
ZjuHsp100-162 scaffold Prupe.3G273900.1 3 1,6728 0,2648 0,1582975 12,867692
ZjuHsp100-162 scaffold Prupe.3G274100.1 3 1,5263 0,2603 0,1705431 11,740769
ZjuHsp100-162 scaffold Prupe.1G086500.1 1 6,8747 0,659 0,0958587 52,882308
ZjuHsp100-162 scaffold Prupe.7G165500.1 7 17,7326 0,658 0,0371068 136,40462
ZjuHsp100-162 scaffold Prupe.1G375300.1 1 9,8295 0,5835 0,0593621 75,611538
ZjuHsp100-162 scaffold Prupe.7G159000.1 7 18,9941  0,6176 0,0325154 146,10846
ZjuHsp100-162 scaffold Prupe.7G159500.1 7 31,645 0,6461 0,0204171 243,42308
ZjuHsp100-162 scaffold Prupe.8G092600.1 8 39,1531  0,6259 0,015986 301,17769
ZjuHsp100-162 scaffold Prupe.4G166800.1 4 11,9384  0,6107 0,0511543 91,833846
ZjuHsp100-162 scaffold Prupe.7G158900.1 7 50,9119  0,6082 0,0119461 391,63
ZjuHsp100-162 scaffold Prupe.2G002200.1 2 55,8375 0,679 0,0121603 429,51923
ZjuHsp100-162 scaffold Prupe.4G113000.1 4 33,8528  0,6273 0,0185302 260,40615
ZjuHsp100-162 scaffold Prupe.7G159700.1 7 17,1625  0,6314 0,0367895 132,01923
ZjuHsp100-162 scaffold Prupe.7G159600.1 7 28,6937  0,6025 0,0209976 220,72077
ZjuHsp100-162 scaffold Prupe.7G159900.1 7 48,3386  0,6115 0,0126503 371,83538
ZjuHsp100-162 scaffold Prupe.7G160000.1 7 49,4007  0,5882 0,0119067 380,00538
ZjuHsp100-162 scaffold Prupe.7G159800.1 7 43,2948  0,6029 0,0139255 333,03692
ZjuHsp100-162 scaffold Prupe.3G274000.1 3 1,5616 0,2443 0,1564421 12,012308
ZjuHsp100-162 scaffold Prupe.7G159400.1 7 19,0166  0,5996 0,0315303 146,28154

Mean 28,1595 0,61416 0,38545425 216,6117742

226





